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Group of Nuclear Genomics
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We are studying the molecular structures and functions
of nuclei and chromosomes, mainly in plants. Our recent
goal is to construct artificial plant chromosomes by
analyzing chromosome functional elements; centromeres,
telomeres and replication origins.

1. Novel karyotypic plants in Arabidopsis thaliana

To elucidate the functional structure of plant
centromeres, we have produced two novel karyotypic
strains (2n=12) of Arabidopsis thaliana, from a progeny
of a T-DNA transformant. Fluorescence in situ
hybridization (FISH) probed with several BAC clones
revealed that the four structurally changed chromosomes
(A, B, C and D) originating from chromosomes 1 and 2. A
T-DNA insertion in the centromeric region of chromosome
2 induced the first breakage and resulted in chromosome
A that contains only a short arm of chromosome 2. Then,
other chromosome breakages occurred in chromosome A
and in the top arm of chromosome 1; and, the
translocation produced chromosome B and C. These novel
chromosomes have been maintained by crossing to wild-
type plants and selfing. In the progeny, a plant carrying
pairs of chromosomes A and C instead of a pair of normal
chromosome 2 appeared. Another type of plant carrying
pairs of chromosomes A, B and C instead of chromosomes
1 and 2 was also obtained. At meiosis, pairing was quite
limited between the pairs, and no pairing occurred among
chromosomes A, B and C. Since these novel chromosomes
were stably transmitted to the next generations, novel
karyotypic strains could be established.

2. Chromosomal passenger proteins in Arabidopsis

thaliana

Chromosomal passenger proteins localize at inner
centromeres during prometaphase to metaphase, and
move to the midzone of the presumptive cleavage furrow
and become part of the midbody during anaphase to
telophase. Despite the given importance of passenger
proteins in faithful mitosis, none has been reported yet in
plants. We identified two chromosomal passenger-like
proteins, named CP1 and CPZ2, in Arabidopsis thaliana.
The full-length cDNAs encoding the two proteins,
approximately 3.6 kb and 5.3 kb in size, respectively, were
successfully cloned. The deduced amino acid sequence
revealed a size of 1,195 for CP1 while 1,765 for CP2; the
latter contains a block of coiled-coil motif and an Aurora-B
kinase phosphorylation site. The passenger-protein-like
behaviors were confirmed by introducing GFP-fused
cDNAs into the Arabidopsis cultured cells. Both proteins
associated with the chromosomes during the initial stage
of mitosis but then redistributed to the midzone of the
presumptive cleavage furrow during anaphase to
telophase. These results suggest that CP1 and CP2 are
chromosomal passenger counterparts in Arabidopsis, the
latter of which is an ortholog to INCENP in mammals.

3. Effects of a systemic herbicide, 2,4-D on plant

chromosomes

2,4-D is one of the most common systemic herbicide
available, and has been used to control broadleaf (dicot)
weeds. 24-D is also known to be a synthetic auxin, but
the mechanism responsible for killing dicots preferentially
is not well known. Arabidopsis thaliana is a dicot plant,
and therefore is sensitive to the herbicide. When the
plants are exposed to 24-D at 50 ng/ml or more, the root
growth is suppressed and the tips become enlarged. In
those enlarged root-tips, polyploid and aberrant cells are
frequently observed. This fact suggests the deteriorative
effects of 2,4-D on cell divisions and chromosomes in
plants. In this study, we investigate the 2,4-D effects on
plant cells and chromosomes to elucidate the killing
mechanism at a molecular level.
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We are studying the mechanism of grain dormancy and
germination of wheat and barley at molecular level.

1. Genes for the development of grain and coleoptide

color

Grain color of wheat has been known to be involved in
grain dormancy. Red grain shows higher level of
dormancy than white grain. Pigments of grain are
synthesized through the flavonoid pathway, in which
anthocyanin, a pigment found in flowers, is also
synthesized. In red grain, genes for the enzymes of the
flavonoid pathway are activated, while not in white grain.
We identified and cloned a Myb-type transcription factor
named Tamybl0, which controlled the expression of the
enzyme genes of the flavonoid pathway. This year, we
found that the color of the coleoptile was also controlled
by a transcription factor, which activated DFR gene in the
flavonoid pathway.

2. Phylogenic study of wheat

Common wheat (7. aestivum, AABBDD) is a hexaploid
plant with three genomes named A, B and D. Genomes A
and D were derived from T. urartu and Ae. squarrosa,
respectively. The ancestral species of genome B is
uncertain, although it has been suggested to be Ae.
speltoides. We estimated the phylogenic relationship of
the wild species of wheat and synthesized wheat by
estimating the nucleotide variation in their DFR genes.
The results suggest that genome B and genome G of 7.
araraticum (AAGG) were derived from Ae. speltoides.
Also we noticed that nucleotide substitution rates differed
among the wild species. The large variation in Ae.
speltoides may be the cause of the difficulty in identifying
the B genome donor.

3. Study on starch breakdown of rice

Rice seeds (Oryza sativa L., cv. Hinohikari) germinated
slowly and B -amylase activity was found only at a low
level during germination. B -Amylase hydrolyzes soluble
oligosaccharides produced from starch by «-amylase to
liberate maltose, and « -glucosidase then breaks down
maltose into glucose. We isolated « -glucosidase from rice
seeds which contained f-amylase at a low level. The
enzyme had a stronger affinity for malto-oligosaccharides
liberated from starch by «-amylase than for maltose
produced by B-amylase. Therefore, the lack of S -
amylase activity appears to have only a slight effect on
starch digestion.

4. Study on PPO of bran

We isolated polyphenol oxidase (PPO) from bran. The
enzyme was strongly inhibited by metal chelator.
Therefore, the enzyme is a metalloenzyme. The enzyme
had a m.w. of 37,000 and plI of 44. The enzyme was stable
up to 70. The enzyme had the strongest affinity for caffeic
acid. The amino acid sequence of the N-terminal region
of the enzyme was in accordance with that of serpin.
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Group of Physiology and Molecular Biology of Plant Stress Response
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Our group focuses on the response and tolerant
mechanisms of plants to mineral stresses. Works have
been done at different levels from intact plants to genes.
Our main achievements during 2006 are described below.

1. Isolation and functional analysis of a gene encoding the

transporter of Fe-mugineic acid complex in barley

We cloned a gene (HvYS1) which is responsible for the
transport of Fe-mugineic acid complex in barley. This
gene was mainly expressed in the roots and the
expression was strongly induced by Fe-deficiency. The
protein encoded by this gene was localized at the plasma
membrane of the epidermal cells. The transporter showed
a high specificity for Fe-mugineic acid complex.

2. Isolation of a novel Al-resistant gene in rice

We cloned a rice gene which is involved in Al resistance
by using a novel rice Al-sensitive mutant als2. Blast
search shows that this gene encodes a transcription
factor.

3. Functional analysis of rice silicon transporter

We found that rice Si transporter Lsil was localized at
the distal side of both exodermis and endodermis cells.
Lst1 gene was expressed in the roots constitutively and
the expression was reduced by Si supply.

4. A novel role of organic acid in aluminum tolerant

mechanism in wheat

Aluminum tolerance in wheat is strongly related to the
aluminum-triggered efflux of malate from root apices. We
found that malate secretion is essential for the apices to
commence re-growth in aluminum-free medium, the trait
that is not strongly related to the exclusion of aluminum
from the whole root apices. These results suggest that the
malate may protect a specific part of the apices (e.g. root
apical meristem) from toxic aluminum.

5. Upstream sequences of the ALMT1 and Al tolerance

Aluminum (Al) tolerance in wheat is primarily
controlled by the expression of the ALMT1 gene encoding
Al-activated malate transporter at root apex. We
investigated upstream sequences of the ALMT1I in several
wheat lines varied in Al tolerance. The upstream of the
ALMT1 exhibited six different patterns with some repeats
(duplication or triplication) in lines of non-Japanese
origin, implicating that the number of repeats on the
ALMT1 upstream sequence is involved in the control of
the gene expression level. In lines of Japanese origin,
however, Al tolerance was correlated with level of Al-
activated malate efflux but not with ALMTI-expression
level, suggesting that some other gene(s) are involved in
the post-transcriptional process.
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We are conducting molecular and cellular studies on
the plant’s response to environmental stress, including
studies on membranes. The following topics are under
investigation.

1. Analysis of barley aquaporins

Aquaporins are membrane proteins responsible for the
transport of water and some low-molecular compounds.
We established 23 putative aquaporin genes in barley EST
and contig data base. We have already confirmed the
expression of each gene. To investigate the molecular
mechanism of water transport under stress conditions, we
analyzed their expression in barley treated with NaCl,
manitol, heavy metals (Cd, Cu, Cr, Hg, Zn), N-deficiency,
P-deficiency, and phytohormones. Heavy metals reduced
water uptake by roots. Most investigated heavy metals
also reduced and aquaporin expression, but Hg did not.
N-deficiency reduced the expression of most aquaporins
but not HvTIP4;1 which was assumed to transport low
molecular weight N-compound(s).

2. Synchronous Changes of Aquaporins in Rice Seedlings

during Early Phase of Salt-stress

Expression data from The Rice Expression Database
(RED) and sequences around promoter regions of
aquaporin genes from rice genome database were
analyzed. In the results from a series of experiments
investigating rice seedling under salt stress (Project
ID2102 by Tanaka Yoshiki, 2001), time zones of
synchronous decrease of many aquaporins, i.e., 0-1, 2-3,
4-5 h in roots and 2-3 h in leaves, and synchronous
increase of 5-6 h in roots and 1-2 h in leaves were
observed in the initial 6 hours. We are searching for
motifs involved in this synchronous change in promoter
regions of aquaporin genes.

3. As-supersensitive plants

To establish a plant system to monitor low levels of
arsenic, we started the identification of arsenic-
supersensitive A. thaliana mutants. From about 38,000 M2
ethylmethane Sulphonate (EMS)- mutagenized
Arabidopsis seeds, 3 potential candidates were selected.
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We are studying the genetic factors for greater
production efficiency by using transposon-tagging lines
and introgression from wild species and the mechanism of
gene expression by phytohormone.

1. Screening of active autonomous element-carriers
responsible for mobility of DNA transposable element
nDart in rice
A non-autonomous Ac/Ds type transposon, nDart (non-

autonomous DNA-based active rice transposon) identified

in a mutable virescent NIL derived from a wide cross is a

useful tool for construction of transposon-tagging lines. So

far, only two japonica lines were found to carry active
autonomous element aDart. It is important to screen
other aDart carriers for construction of nDart-tagging
lines in indica rice. Therefore, 47 indica, 15 tropical
japonica and 16 teperate japonica varieties were crossed
to pyl-stb NIL as a monitor carrying nDart without aDart.

If some varieties possess aDart, variegated pyl plants can

be observed in F2s. As a result, only one japonica variety

Nakate-aikoku was found to carry aDart.

2. Analysis of wheat mutants in reduced seed dormancy

Seed dormancy plays an important factor for pre-
harvest sprouting which is a serious problem for wheat
cultivation. Mutants in reduced seed dormancy were
screened from the population of mutagenized Norin 61
that showed strong seed dormancy. Norin61 and three
mutants that showed low ABA sensitivity in germination
at DAP40, were examined for seedling growth in ABA-
containing water, ABA-responsibility of Cor (cold-
responsive)/Lea (late-embryogenesis-abundant) gene
expression and freezing tolerance after cold acclimation.
In spite of reducing seed dormancy and ABA sensitivity in
developing seeds, no significant difference was observed
in post-germination growth of the parental and mutant
lines. These findings indicated that the three mutations of
ABA sensitivity mainly affect developing seeds.

3. Analysis of the wheat Viviparous 1 (TaVpl) gene

To elucidate the mechanisms of promotion of seed
desiccation tolerance and dormancy, and inhibition of
germination, we analyzed the functions of TaVpl with
respect to dormancy of wheat seeds. Levels of total
TaVpl mRNA transcribed in mature embryos tended to
be higher in dormant hexaploid wheats than in weak-
dormant ones. In embryos of EH47-1, a non-dormant
mutant, TaVpl mRNA level and the response to ABA
were lower than that in its parental variety Kitakeil354.
The TaVpl expressed seed-specifically and the mRNA
level increased during a late developmental stage. Among
three homeologues, TaVp-B1 may be the main TaVpl,
since its transcripts have been mostly spliced correctly
and are detected in substantially higher proportion in
maturing seeds. In transient gene expression
experiments, TaVP1 was found to have dual functions:
one being activation of Km expression to stimulate seed
maturation and dormancy, and the other repression of o~
amylase expression to inhibit germination.
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In this laboratory, the behavioral, physiological and
biochemical functions in insects and related genes are
being studied to develop new techniques for insect pest
control.

1. Role of membrane transport of water and glycerol in
the freeze tolerance of the rice stem borer, Chilo
suppressalis
Non-diapausing larvae of Chilo suppressalis cannot

survive freezing, but overwintering larvae accumulate

glycerol and can survive at -25°C. We examined the
transport of glycerol and water in fat body tissues from
overwintering and non-diapausing larvae. Radiotracer
assays of overwintering larvae show that water leaves the
fat body tissues during freezing while glycerol enters.

Therefore membrane transport of water and glycerol is

involved in the avoidance of freezing injury to fat body

cells

2. Alternative splicing of the para- sodium channel gene

from the diamondback moth

This study revealed two distinct alternatively spliced
exons, Al and A2, in the para-sodium channel gene in
the diamondback moth. Both exons encoded the T9291
site, which has been associated with the pyrethroid
resistance. In the pyrethroid-resistant strain, susceptible
(Thr) and resistant (Ile) amino acids were encoded at the
T9291 site in exons Al and A2, respectively, but in
pyrethroid-susceptible strain, only Thr was encoded at
the site in both exons. The transcripts containing exons
Al and A2 were expressed constitutively in all
developmental stages. Tissue-specific data from the 4"
instar larvae and adults showed that the expression of
transcripts containing exon A2 was higher in heads than
in bodies. These findings suggest that alternative splicing
of the para-sodium channel gene might produce distinct
channels with different sensitivities to pyrethroids,
possibly in a tissue-specific manner.

3. Diapause of Helicoverpa armigera

Photoperiod (short day at 20°C) and temperature
(15°C) are the major factors to induce diapause in H.
armigera. Slightly less than half of the individuals of a
field population do not enter diapause when larvae are
reared under short day conditions at 20°C. In the present
studies, variations of diapause induction by temperature
(15°C) were examined. There were variations in thermal
induction of diapause. Furthermore, diapause induction
rates increased and decreased with the increase and
decrease of larval development, respectively. These
results suggest that the developmental rate of larvae is
genetically or physiologically related to pupal diapause
induction.

4. Development of repellent to fruit-piercing moths

Since fruit-piercing moths suck out the juices from
ripening fruits, they are serious pests of orchard culture.
Studies are being conducted to effective repellents.
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Our research group aims at contributing to the welfare
and health of humankind and the development of the
science in bioresources through the evaluation and
analysis of the fate and biological effects of chemicals in
the environment.

1. Studies on the fate of hazardous chemicals in
ecosystem and ecotoxicity evaluation

Various kinds of chemicals are released into the
environment and end up in the sea through water
channels, rivers and lakes. In this study, we investigates
the fate and ecotoxicity of these chemeicals, which
redistribute to water, suspended matters, sediments, soils
microorganisms and higher fauna and flora via various
physical, chemical and biological processes. This study
may shed light on how toxicity of hazardous chemicals is
affected by environmental physico-chemical factors.

The integrated ecotoxicity of chemicals is evaluated by
bioassays utilizing bacteria, yeasts, phyto-planktons,
crustaceans and plants. We utilize growth inhibition,
mortality, physiological and biochemical responses, and
photosynthetic activity of test organisms for the endpoint
of the assays.

In order to evaluate the ecotoxicity of chemicals, we
are investigating the interaction of hazardous chemicals
quantitatively so that joint effects of chemicals:
synergistic, additive and antagonistic effects are
evaluated.

2. Integrated evaluation of the safety of landfill site for
industrial wastes
Chemical characteristics of leachates, the fate and
ecotoxicity, risk management of landfills for industrial
wastes are under investigation.

3. Development of a high throughput bioassay technology
for toxicity evaluation of hazardous chemicals
Development of high throughput toxicity evaluation

technique is demanded to allow a comprehensive toxicity
assessment and risk evaluation of environmental water,
such as wastewater from landfill sites. In this study, we
are developing a high throughput bioassay utilizing cell
oxidation as the biomarker.
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1. The biological function of the BNYVV RNA4-encoded

p31

BNYVV RNA4 mutational analysis revealed that the p31
ORF on RNA4 was involved in efficient fungal
transmission and slight enhancement of symptom
expression in some Beta species. No effects of RNA4 on
virus accumulation in infected tissue were observed.
Furthermore, the p31 ORF was involved in the induction
of severe symptoms by BNYVV in Nicotiana
benthamiana plants without effects on viral RNA
accumulation, but RNA3-encoded p25 had no effect on
such symptoms. Neither p31 nor p25 was able to suppress
RNA silencing in leaves, but the presence of p31
enhanced a silencing suppressor activity of BNYVV in
roots without alternation in viral RNA accumulation.
Thus, BNYVV p31 plays a multifunction role in efficient
fungal transmission, enhanced symptom expression and
root-specific silencing suppression.

2. Determination of the taxonomic position of Orchid
fleck virus (OFV)

OFV has an unusual bipartite negative-sense RNA
genome with clear sequence similarities to those of
nucleorhabdoviruses. Similarities between OFV and
nucleorhabdoviruses were also found in their genome
structure, virion morphology, subcellular distribution
patterns and formation of nuclear viroplasms. Therefore,
OFV can be regarded as a nucleorhabdovirus with a
divided genome. We proposed that OFV be designated the
type species of a new genus ‘Dichorhabdovirus’ in the
family Rhabdoviridae.

3. Baculovirus expression of the 11 Mycoreovirus-1
genome segments and identification of the
guanylyltransferase-encoding segment
The type member (MyRV-1) of a newly described genus

Mycoreovirus, isolated from a hypovirulent strain 9B21 of

the chestnut blight fungus, has a genome composed of 11

dsRNA segments (S1 to S11). Infection of insect cells by

baculovirus recombinants carrying full-length cDNAs of S1
to S1I resulted in over-expression of protein products of
sizes expected based on their deduced amino acid
sequences. We utilized this expression system to identify
the S3-encoded protein (VP3) as guanylyltransferase by
an autoguanylylation assay. A series of progressive
deletion and site-directed mutants lead to identification of
the a/vxxHxgHyf/lvf motif as an active site for
guanylyltransferases of “turreted” reoviruses within the

Orthoreovirus, Aqareovirvus, Cypovirus, Oryzavirus,

Figivirus, Coltivirus, and Mycoreovirus genera as well

as for the proposed Dinovernavirus genus.
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Microorganisms are important degraders in the natural
ecosystem as well as are plants as producers and animals
as consumers. Prokaryotic microorganisms include
bacteria and cyanobacteria and eukaryotic microorganisms
include yeasts, molds and mushrooms. They have far
higher abilities to adapt to environmental stresses than
plants and animals, which can be applied to agricultural,
environmental and industrial purposes. The aim of our
group is to improve the environment, directly or indirectly,
through the studies on genetic and biochemical control,
adaptation to environmental stress, and genetic evolution
of microorganisms.

1. Microbial degradation of xenobiotic polymers and
aromatic compounds

The structure of PEG operon was determined and the
gene structure was found to be well conserved among
PEG-utilizing sphingomonads. The PEG operon was
regulated by two transcriptional regulators (AraC-type
and GalR-type regulators) which are induced by PEG.
The gene structure for PVA degradation is also under
investigation.

The genes for the upper pathway of naphthalene
degradation were isolated from thermophilic PCB/
naphthalene-degrader Bacillus sp. JF8. The isolated gene
fragment did not contain a gene encoding the meta-
cleavage enzyme suggesting the existence of a gene in
another site on the chromosome.

2. Analysis of Al-resistant microbes and their application
Soil samples were collected from northern part of
Thailand and the effects of a low pH and aluminum on the
microbial population were analyzed. DGGE analysis
suggested that acidic soil samples collected from
pineapple or bamboo plantation soil were composed of a
simple microbial population. This simple population may
have derived from the accumulation of acid-tolerant
bacteria during plantation. The effects of a low pH and
aluminum on the microbial population in soil from tea
fields in Japan were also examined by DGGE analysis.
Inheritable and epigenetic aluminum-tolerance newly
found in Rhodotorula glutinis IFO1125 was analyzed.
The genes encoding ATPase and laccase were isolated as
tolerance-related genes and these enzymes were
suggested to decrease the acid stress in the cell.

3. Production of biosurfactants by marine bacteria

Myroides sp. SM-1 isolated from seawater produced
biosurfactants (BSs) when grown on crude oil or marine
broth. Strain SM-1 was taxonomically identified as a new
species of genus Myroide and designated as Myroides
pelagicus strain SM-1. Crude oil caused rough cell
surface compared with marine broth. The relationship
between the morphological change and physiology of the
cells are under investigation.

4. Development of a method for monitoring bacterial

physiology

Many microorganisms can degrade hazardous materials
in soil. To assess the physiological status of bacterial cells
in soil during degradation, we developed a monitoring
method for evaluating degradation activity. In the present
study, to monitor the physiological effect of metabolites,
detection and calculation methods for the effect during
the early stage of colony formation were constructed. The
effect was successfully detected from the very early stage
of colony formation and hydroxylated metabolites were
suggested to cause the effect. The fluorescence from
bacteria was successfully measured during degradation
and a difference of activity was evaluated by this method.
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The ecophysiological interactions between plant and
meteorological environment under various conditions are
being studied at each level from ecosystem, vegetation,
individual leaves to plant cells.

1. Studies on plant response to meteorological stresses
The drought resistance under different water potential
was compared by growing Hongmaimai and
Shirasagikomugi in PEG solutions of different
concentration, with seed pack growth pouches. The
results clarified that under low water potential conditions;
Hongmaimai grows faster than Shirasagikomugi and has
higher water absorption and retainment ability. Further,
concentrations of gases such as CO2 and O: inside culms
or seeds of plants are experimentally studied.
Germination of barley under a low oxygen content is
stimulated by GA. The stimulation is suppressed by ABA .
Sensitivity to GA and ABA is different among varieties.

2. Studies on protection and preservation of the
ecosystem
In order to protect and preserve the ecosystem, we
have made meteorological observations in Rasyomon
doline. We measured time variations of carbon dioxide
within culms of bamboo and in bamboo woods in
Kurashiki.

3. Effect of climate change on phenology

Coloring date of Japanese maple (Acer palmatum
Thunb. Subsp. Palmatum) was delayed for several days in
this decade in Chugoku-Shikoku area. There is a good
correlation between coloring date and minimum
temperature before coloring date. Increase of anthocyanin
in leaves is highly correlated with the sum of daily
minimum temperature under 14°C.

4. Observation of acid rain in Seto inland sea district

We have been continuing observations of acid rain for
20 years with co-researchers at Kagawa University.
Acidification of rain water is serious. Sixty five percentage
and 95% of rainfall is so called acid rain in Kagawa and
Kurashiki respectively. Acidity of rain water is high when
wind direction is SSE at Kurashiki and W at Kagawa.

5. Studies on environmental effects of greening of
buildings
We measured the temperature of rooftops or inside the
building to examine the environmental effects of rooftop
greening and wall greening. We also analyzed the
cooling effects of rooftop greening with aquatic plants
and paddy field of our Institute.
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Our group has been investigating the adaptive
mechanisms for bioenvironmental stresses, using . coli,
filamentous musty-odor producing cyanobacteria, yeast or
higher plants.

1. Studies on the response to diamide and heavy metal

stress in a musty-odor producing cyanobacterium

A cysteine-rich, heavy metal-binding protein MT
(metallothionein) (named BmtA) was induced upon
exposure to both monovalent (Cu and Ag) and divalent
(Cd and Zn) heavy metal ions in Oscillatoria brevis cells.
Pretreatment of O. brevis with Zn decreased intracellular
peroxidation products caused by diamide, a specific thiol
oxidant, and heavy metals such as Cu and Ag. These
results imply that MT induced by Zn-pretreatment
functions to protect O. brevis cells against diamide and
heavy metal stress. The fluorescence probe DCFH-DA
(2, 7-dichlorofluorescein diacetate) was used to monitor
intracellular generation of reactive oxygen species by
heavy metals such as Cu and Ag. DCF fluorescence in O.
brevis cells was monitored by fluorescent microscope or
fluorescent spectrophotometer. Thus, O. brevis can be
used for monitoring heavy metal pollution in the aquatic
environment.

2. Characterization of the gene functions of bxal against

heavy metal stress in yeast transformants

Yeast transformants carrying the bxal gene specifically
showed sensitivity for Cd. A morphological observation of
the yeast cells by an electron microscope and detection of
the localization of the Bxal::GFP fusion protein within the
yeast cell by a fluorescent microscope suggested that
accumulation of the Bxal protein in ER causes the
sensitivity to Cd.

3. Molecular genetic analyses of resistance mechanism
and gene-induction mechanism to Al stress in plants

We suggest that a higher gene expression of FIE10.5
leads short root hairs in the isolated new Al resistant
Arabidopsis enhancer tagging line, #355-2. Moreover, we
speculated that the lower Al uptake from the short root
hair is one of the mechanisms in the Al resistance of this
line.

We are also screening Al resistance genes from two wild
plants, Andropogon virginicus L. and Miscanthus
sinensis, by a finger printing method.

To characterize the gene response mechanism against
Al stress in plant, we have isolated and characterized
several clones encoding transcription factors related to
gene expression of the AtGST11. A DNA-protein binding
assay confirmed that these clones can bind to promoter
region of this gene.
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A. Group of Barley

We have preserved ca. 10,000 accessions of cultivated
barley including experimental lines and ca. 400
accessions of wild relatives. The subjects of our research
are 1) collection and preservation of barley germplasm,
evaluation of genetic diversity and characteristics,
construction of the barley germplasm database and
worldwide sample distribution; and 2) efficient use of the
resources for genome analysis including EST, molecular
markers and DNA libraries to study the genome-based
barley diversity and the genetic analysis of important
traits in barley.

1. Evaluation of barley germplasm
(a)  QTL analysis of barley seed dormancy

To access genetic mechanism of barley seed dormancy,
which may be associated with preharvest sprouting in
small grains including barley, a high density linkage map
around the QTL on the long arm of chromosome 5H using
a large segregating population from recombinant
chromosome substitution lines (RCSL). BLAST search
using barley ESTs linked to the QTL indicated the
colinearity of the QTL region in barley chromosome 5HL
and rice chromosome 9L. Estimation of candidate genes
and BAC clone screening were conducted based on the
rice genome information. The BAC sequencing, physical
map development and expression analysis of the target
gene are underway.
(b) Classification of B-amylase

In the grain of malting barley, B-amylase is one of the
most important hydrolytic enzymes. We examined more
than 8,000 cultivars and wild barleys for thermostability
and IEF pattern of B-amylase, and classified them into 14
groups with some rare types. In order to explore novel
alleles of the B-amylase gene, we analyzed cDNA
sequences in all the groups, and identified several novel
alleles.

2. Collection and distribution of barley genetic resources

In addition to seed, cDNA and BAC library (including
individual clones, pooled BAC DNA for screening, high-
density replica membranes and complete clone set of
barley) were distributed with the support of the National
BioResource Project (NBRP).

3. Barley genome analysis

With the support of the Japan Science and Technology
Agency (JST), we carried out a project named
‘Development and control of genomic function in barley’.
The project aims to analyze the genic information on the
barley germplasm preserved at the Barley and Wild Plant
Research Center, Okayama University and propose the
effective strategy to breed barley cultivar using genome
information.

From 2006, the project ‘Identification of genes of
important traits and their application in barley breeding’
started with support of Bio-oriented Technology
Research Advancement Institution (BRAIN). The project
aims to sequence genes on chromosome 3H and isolate
genes responsible for brewing traits and stress tolerances.
The full length ¢cDNA projects on barley are also
conducted by National Bioresource Project.
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B. Wild Plant
* Preservation of seedbank and herbarium of wild plants
(As of October 12, 2006)

Herbarium Seed Live seed
Family 252 225 202
Species 6,088 4,761 3,170
Accessions 57,650 28,543 14,117

1. Funded by the Ministry of Education, Science and
Culture, we worked on below two things as a joint
research.

(1) The route of the invasion, and estimation of the

spreading:

We found that Andropogon virginicus L. first invaded
Japan in 1940 through investigating the specimens. The
species northern limit is Sendai and Jouetsu city, the
southern limit is Kagoshima city according to the field
investigation. It proved that the species is tolerant to the
acid soil and adapts itself to the wide moisture range of
the soil.

(2) Developing the database for Risk assessment:

We developed a database of seed images of naturalized
plants in Okayama Pref. and released it on the WEB. It is
the largest site in Japan and we can search for the plant’s
name from their seed images.

2. Molecular phylogeny based on DNA nucleotide
sequences
We have started setting up of a laboratory for DNA
analysis, and are analyzing phylogenetic relationships
within the families Liliaceae and Cyperaceae. We are also
working on the molecular phylogeny of the entire
monocotyledons as a joint research project.

3. Investigations overseas

(1) In Galapagos Islands, we investigated the invasive
species and how to prevent their distribution to revive
the native plants.

(2) On Hawaii Island, we investigated the distribution of
Andropogon virginicus. The species was found at the
volcanic crater and grasslands; this clarified that the
species is highly invasive. Also we have clarified some
invasive species mainly growing on Hawaii Island.

(3) In the Korea Forest Research Institute, Forest
Practice Research Center, we set up a permanent quadrat
in the forest dominated by Quercus serrata and Q.
aliena for monitoring dynamics. We investigated the
vegetation around the quadrat and the Naejangsan
National Park in the southern part of Korea. We collected
materials for phylogenetic analysis of the species
distributed in Korea and Japan.

4. Contribution to “Flora of Japan”

We worked on the Liliaceae and Dioscoreaceae for the
publication project of “Flora of Japan”. We have examined
the specimens preserved in the various herbariums in
Japan. Especially on the species distributed in Kyushu
and Ryukyu, we reexamined the circumscriptions by
Ohwi (1975) and Hatusima (1975).
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We have been studying the physiological function and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Analysis of the cell walls of Hong Mang Mai wheat

Hong Mang Mai (HMM) wheat has been planted in arid
and semiarid soils and is known as a drought-tolerant
cultivar. To elucidate the drought-tolerance, we
compared the metabolism of cell walls of coleoptile and
leaf sheath from Hong Mang Mai with those of
Shirasagikomugi (SK) during development. After 15 d of
culture, the length of coleoptile and leaf sheath of HMM
was 1.7-fold longer than those of SK and an increase in
Xyl and Ara and a decrease in Glc were observed. The
content of pectin of HMM was 2.4-fold higher than that
from SK, and much decrease was observed. The content
of HI fraction was similar in the two, whereas the HII
content was low in HMG. A decrease was observed in the
content of HII in SK during development. HI from both
cultivars showed an increase in Xyl content and a
decrease in Glc content. This shows that the metabolism
of the cell walls of HMM is greatly different from that of
SK during seedling development. In addition, the
glycosylhydrolase activity was high in the protein
fractions from HMM, and some enzymes showed markedly
increased activity during development.

2. Structure and function of plant serine racemase

A number of D-amino acids have been detected in
plants, but the function and metabolism of D-amino acid
are obscure. To clarify the mechanism of D-amino acid
synthesis and degradation in plants, we have screened a
serine racemase gene from plants. The putative open
reading frame of the gene, predicted from the genomic
DNA sequence of Arabidopsis thaliana, was a homolog
of mammalian serine racemase, and was amplified by RT-
PCR with the synthetic primers. The deduced amino acid
sequence of A. thaliana showed about 45% identity with
mammalian serine racemase and conserved amino acid
residues for binding pyridoxal 5-phosphate (PLP) as well
as mammalian serine racemase. The open reading frame
of the gene was cloned into a pET vector and expressed
in Escherichia coli. The gene product, which has a
molecular mass of about 35kDa estimated by SDS-PAGE,
was purified from the £. coli harboring the serine
racemase gene. The purified protein catalyzed not only
racemization of serine but also dehydration of serine to
pyruvate in the presence of PLP and divalent cations, Ca®"
or Mg2+, however, not required ATP, by which the activity
of mammalian serine racemase is increased. Northern
hybridization analysis showed that the serine racemase
gene was expressed in the shoots, roots, rosette, and
inflorescence of A. thaliana.
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Our group studies the plant adaptation to
environmental stresses at molecular, cellular and
individual level. Especially, we focus on chloroplast and
mitochondrion, the organelles that derive from
endosymbiosis and participate in the energy transfer
systems of photosynthesis and respiration, respectively.
These organelles have developed novel functions that
contribute to the plant adaptation. We also study the
molecular mechanism of uniparental organelle inheritance
in higher plants.

1. Leaf-variegated Mutants and Quality Control of

Chloroplast Proteins

The photosynthetic apparatus is constantly damaged by
photooxidation. The quality control of chloroplast
proteins, which are rapidly repaired after damaged, is
crucial for minimizing this photodamage. This is especially
important when reaction center protein DI in
Photosystem II, which is located on thylakoid membranes,
is photodamaged during photosynthetic electron transfer.
FtsH is a membrane-bound ATP-dependent
metalloprotease and is involved in degradation of
damaged proteins. We have shown that chloroplastic
homologues FtsH5 and FtsH2 in Arabidopsis are the
responsible genes of leaf-variegated mutants, varI
(YELLOWVARIEGATED1) and var?2 respectively. varl
and var2 mutants exhibited reduced PSII activity upon
exposure to high-intensity light. For better understanding
the quality control of chloroplast proteins, we tried to
isolate regulatory factors by molecular genetic
approaches. We isolated the suppressor mutant of var2
(sv2), which exhibited the normal leaf color phenotype.
sv2 mutants recovered PSII activity earlier than var2
mutants after high-intensity light exposure. We
performed map-based cloning and showed that SV2 gene
encodes chloroplast translation initiation factor 2 that is
involved in protein translation in chloroplasts. In var2
mutants, a single amino acid substitution was occurred in
SV2 proteins and protein translation activity was impaired
compared with wild-type plants and var2 mutants. These
results show that the balance of synthesis and
degradation of damaged proteins is important for the
quality control of chloroplast proteins.

2. Molecular Characterization of Organelle Inheritance

Since plastids and mitochondria are originated from
endosymbiosis of cyanobacterium and archbacterium,
respectively, they contain their own DNAs. These
organellar DNAs are unique genetically in that, unlike
chromosomes, they are not inherited from both parents
but inherited only from one parent. In general, organelles
are inherited maternally in higher plants. It is suggested
that disappearance of organellar DNAs in mature pollens
is one of the mechanisms causing maternal inheritance.
To study this further, we have screened and isolated
several mutants in which disappearance of organellar
DNAs is altered in developing pollens.

To study the dynamic behaviors of these organelles in
pollens, we constructed the transgenic plants that
express green fluorescent protein targeted to
mitochondotria and plastids. These plants enable us to
visualize these organelles in living pollen. Because few
reports have been made about the dynamics of these
organelles in pollens, pioneering results can be expected.
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Tsujimoto, H., Tanaka, H., Tsuyuzaki, H., Linghua, T., Park, E., Long, C., Dhaliwal, H. S., Tomar, S. M. S. and
Kawagishi, J. 2006. Genetic assay and study of crop germplasm in and around China (3rd). 85pp. Research
Institute for Bioresources, Okayama University.

(6) Yoshino, N., Wang, G. X., Ito, M., Auld, B., Kohara, H. and Enomoto, T. 2006. Naturalization and dissemination of two
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subspecies of Lindernia dubia (Scrophulariaceae) in Japan. Weed Biology and Management. 6(3): 174-176.

(1) /ANEEE . - B EAT - BN 2006, FEWEERE X OO AIHED S A X ) 7 v AV DERERE, MERIESE 51
() : 116-117,
(Ozawa, Y., Kataoka, H. and Enomoto, T. 2006. The characteristic of Andropogon virginicus through geminate
experiment and distribution investigation. Weed Sci. Tech. 51 (Suppl.) : 116-117.)

(8) AFILfRfs - BEAHYL - FriAfEAT - INEG - RTNEET-, 2006, MILOREY). B D AR, pp.19-40, & REEL
BRI,
(Kariyama, S., Enomoto, T., Kataoka, H., Ozawa, Y. and Kinoshita, N. 2006. Plants of Mukouyama. Nature of
Kurashiki. pp.19-40. The Environment Part, The Citizen Environment Bureau, Kurashiki City, Japan.)

Mg A44bs 7 v — 7" (Group of Cytomolecular Biochemistry)

(1) AUiE# 2006, WANEY) (27 - %) ORRLAGEESESER LR TR0, WMEEN BB R AR
WEIFEL R — M 75  pp. 79-85,
(Konno, H. 2006. The mechanism of heavy metal accumulation and environmental remediation by moss and fern.
Report of the Yakumo Foundation for Environmental Science, 7: 79-85)

(2) Fujitani, Y., Nakajima, N., Ishihara, K., Oikawa, T., Ito, K. and Sugimoto, M. 2006. Molecular and biological
characterization of a serine racemase from Arabidopsis thaliana. Phytochemistry 67: 668-674.

BB IRBEREREAT 77 )V — 7 (Group of Genetic Resources and Functions)

(1) Matsushima, R., Ozawa, R., Uefune, M., Gotoh, T. and Takabayashi, J. 2006. Intraspecies variation in the kanzawa
spider mite differentially affects induced defensive response in lima bean plants. J. Chem. Ecol. in press. The first
two authors contributed equally to this work.

(2) Takanashi, H., Arimura, S., Sakamoto, W. and Tsutsumi, N. 2006. Differences in DNA amount in each mitochondrion in
tobacco cultured cell and rice root. Genes & Genetic Systems 81: 215-218,

(3) Sakamoto, W. 2006. Protein degradation machineries in plastids. Annu. Rev. Plant. Biol. 57: 599-621.

(4) Xiao, W.M., Su, Y., Sakamoto, W., and Sodmergen 2006. Isolation and characterization of Tyl/copia-like
retrotransposons in mung bean (Vigna radiata). J. Plant Res. in press.

(6) @A VA% T DMURE, MEE—. IR, SARE, HhE, IEAREERE, ik
(Genetics of Organelles with Double membranes, eds. Hayashi, J.-1., Sugiyama, Y., Sakamoto, W., Tanaka, K.,
Masaki, H., Kyoritsu Shuppan, Tokyo, Japan)

(6) M R, WGHIE, PaRhe< 2. 2006, WP O/NMUEHRONEEER, 77 v F S AT 4 v 7 2 —HPICES—, K
A&t 2 - 74—+ TR, 293298
(Matsushima, R., Shimada, T. and Hara-Nishimura, I. 2006. Plant mimetics -learning from plants-, NTS Ltd. 293-
298)
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B N PSR NIV Sy VA
(International Conference and Symposium)

BERERA - #I7EIEBPY (Division Functional Biology and Genetics)
RS RE 20 1-iddT 7 )V — 7" (Group of Nuclear Genomics)

(1) Nagaki, K., Kashihara, K., Murata, M. Dynamic changes of centromere-specific histone H3 amount during mitosis in
the holocentric plant Luzula nivea. Plant and Animal Genome XIV Conference. San Diego, CA, USA, January 14-
18, 2006.

YA b L A& 53 FdlT 7 v — 7" (Group of Physiology and Molecular Biology of Plant Stress
Responses)

(1) Yamaji, N. and Ma, J. F. Spatial distribution and temporal variation of rice Si transporter Lsil. Workshop on Silicon in
Plants. Kurashiki, Japan, May 25, 2006.

(2) Mitani, N., Katsuhara, M. and Ma, J. F. Functional analysis of rice silicon transporter Lsil. Workshop on Silicon in
Plants. Kurashiki, Japan, May 25, 2006.

(3) Tamai, K., Konishi, S., Yano, M. and Ma, J. F. Isolation and characterization of a rice mutant with low Si and cloning of
the responsible gene. Workshop on Silicon in Plants. Kurashiki, Japan, May 25, 2006.

(4) Ma, J. F., Ueno, D., Yamaji, N. and Murata, Y. Functional analysis of HvYS1 in barley. 13th International Symposium
Iron Nutrition and Interactions in Plants. Montpellier, France, July 3-7, 2006.

(5) Ueno, D. and Ma, J. F. Iron-deficiency enhances the uptake and xylem loading of Cd in Arabidopsis halleri. 13th
International Symposium on Iron Nutrition and Interactions in Plants, Montpellier, France, July. 3-7, 2006

(6) Yamamoto, Y., Rikiishi, S., Demiral, T., Sasaki, T. and Matsumoto, H. A role of salicylic acid in aluminum toxicity
mechanism in plant cells. The 18th World Congress of Soil Science. Philadelphia, Pennsylvania, USA, July 9-15,
2006.

(7) Matsumoto, H., Shen, H., Yang, Z. M., Osawa, H., Sasaki, T. and Yamamoto, Y. Ameriorative effect of excreted organic
acids from plant roots on aluminum toxicity in acid soils. The 18th World Congress of Soil Science, Philadelphia,
Pennsylvania, USA, July 9-15, 2006.

A PR REfRNT 2V — 7 (Group of Molecular and Functional Plant Biology)

(1) Azad, AK., Katsuhara, M., Sawa, Y., Ishikawa, T., Shibata, H. Cloning and functional analysis of plasma membrane
aquaporin subfamilies of tulip petal. PlantBiology2006. Boston, USA, August 5-9, 2006.

(2) Ligaba, A., Matsumoto, H., Katsuhara, M. A molecular investigation of an aluminium-induced malate secretion from
rape (Brassica napus L.). PlantBiology2006. Boston, USA, August 5-9, 2006.

(3) Katsuhara, M., Ligaba, A., Sugimoto, G., Panda, S.K., Shibasaka, M. Salt and osmotic stress regulates differentially
plasma-membrane-type aquaporin gene expression in salt tolerant and salt sensitive barley. Gordon Research
Conference — Salt & Water Stress In Plants. Oxford, UK, September 3-8, 2006.

e ) LBV — 7 (Group of Crop Genome Modification)

(1) Ikeda, K., Ito, M., Nagasawa, N., Kyozuka, J., Maekawa, M. and Nagato, Y.: ABERRANT PANICLE ORGANIZATION 1
(APO1) encodes the F-box protein regulating the spikelet number in rice. 4th International Rice Functional
Genomics. Montpellier, France. Oct. 9-11, 2006

(2) Tsugane, K., Maeckawa, M., Takagi, K., Eun, C. H., and Iida, S.: An active DNA transposon nDart causing leaf
variegation and mutable dwarfism and its related elements in rice. 20th International Congress of Biochemistry
and Molecular Biology, Kyoto, June 18-23, 2006.
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RiE RIS EMTEEPY (Division of Environmental Response Analysis)
{22 b L R AEREINE 7 )V — 7 (Group of Ecological Response for Environmental Stress)

(1) Mori, L.C., Okazaki, K. and Aoyama, I. High throughput bioassay for toxicity evaluation of landfill leachates. 2'* JSPS-
VCC Seminar on Environmental Toxicity Evaluation and Risk Management, Osaka, Japan, November 22-23, 2006.

(2) Lei, L. and Aoyama, 1. Toxicity identification evaluation on industrial and municipal waste landfill leachates. 2 JSPS-
VCC Seminar on Environmental Toxicity Evaluation and Risk Management, Osaka, Japan, November 22-23, 2006.

(3) Cher, T.S,, Ling E.L, Rajag, N., Sahalan, A.Z., Heng, L.Y., Mokhtar, M., Aoyama, I. and Inayat-Hussain S.H. Genotoxicity
and cytotoxicity evaluation of industrial waste water. 2" JSPS-VCC Seminar on Environmental Toxicity
Evaluation and Risk Management, Osaka, Japan, November 22-23, 2006.

Ky - $EME HEAMR 7 v — 7" (Group of Plant-Microbe Interactions)

(1) Sun, L.-Y., Nuss, D. L. and Suzuki, N. Synergism between a mycoreovirus and a hypovirus mediated by the papain-like
protease p29 of the prototypic hypovirus CHV1-EP713. The 9" dsRNA Virus Symposium. Cape Town South
Africa. October 21-26 2006.

AEYIRSRERRNT 7"V — 7" (Group of Applied Microbiology)

(1) Charoenpanich, J., Tani, A., Moriwaki, N., Kimbara, K. and Kawai, F. Dual regulation of a polyethylene glycol-
degradative operon by AraC-type and GalR-type regulators in Sphingopyxis macrogoltabida strain 103, The 5"
JSPS-NRCT Joint Seminar, Pattaya, Thailand, November 7-10, 2006.

(2) Katemai, W., Mannerat, S., Kawai, F. and H-Kittikun A. Isolation and screening of biosurfactant producing-yeast from
oil contaminates soils, The 5" JSPS-NRCT Joint Seminar, Pattaya, Thailand, November 7-10, 2006.

(3) Miyazawa, D., Hatta, T. and Kimbara, K. Characterization of genes for naphthalene degradation in the thermophilic
naphthalene and PCB degrader, Bacillus sp. JF8, The 5" JSPS-NRCT Joint Seminar, Pattaya, Thailand,
November 7-10, 2006.

(4) Somyoonsap, P., Minami, T., Charoenpanich, J., Tani, A., Kimbara, K. and Kawai, F. Involvement of acyl-CoA
synthetase and glutathione-S-transferase in PEG degradation by Sphingomonads, The 5" JSPS-NRCT Joint
Seminar, Pattaya, Thailand, November 7-10, 2006.

(5) Kimbara, K., Kawai, F. and Shimomura, Y. Detection and assessment of physiological activity of bacteria in soil,
International Workshop on Biomonitoring of Global Environment, Okayama, Japan, October 2, 2006.

(6) Kawai, F., Charonpanich, J., Shimizu, Y., Tani, A. and Kimbara, K. Molecular aspects of intracellular degradation of
xenobiotic polymers by bacteria. International Symposium ‘Biomaterials’ and 29" Hamburger Makormolekulares
Symposium, Hamburug, Germany, October 1-4, 2006.

(7) Kimbara, K., Kawai, F. and Shimomura, Y. Detection and assessment of physiological activity of bacteria in soil, The 7"
International Symposium on Global Renaissance by Green Energy Revolution, Nagaoka, Japan, September 29-30,
2006.

(8) Shimura M., Shimomura, Y., Kimbara, K. and Hayakawa, T. A detection method for GFP expressing Azoarcus sp. in
sludge confocal microscope, 11" International Symposium on Microbial Ecology, Vienna, Austria, August 20-25,
2006.

(9) Shimomura, Y., Ohno, R., Kawai, F. and Kimbara, K. Detection and assessment of physiological activity of bacteria in
soil, 11™ International Symposium on Microbial Ecology, Vienna, Austria, August 20-25, 2006.

(1) Kawai, F., Ohta, T., Liu, X., Kawabata, T., Nishikawa, K., Tani, A. and Kimbara, K. Characterization of polyethylene
glycol dehydrogenase as a new flavoprotein dehydrogenase belonging to a GMC group. 20™ JTUBMB International
Congress of Biochemistry and Molecular Biology and 11" FAOBMB Congress, Kyoto, Japan. July 18-23, 2006.

(1) Shimomura, Y., Ohno, R., Kawai, F. and Kimbara, K.: A method for quantitative analysis of viability of bacteria in the
early stage of colony formation on a simulated natural environment, Leipzig, Germany, July 9-13, 2006. (Second
Prize for Best Poster32 &)
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(12) Araki, Y., Senda, M., Sugimoto, K., Hatta, T., Kimbara, K., Fukuda, M. and Senda, T. Crystal structure of extradiol type
dioxygenases —Comparison of reaction intermediate structure and their implications-, The 50™ Anniversary of
Oxygenases, Kyoto, Japan, April 10-12, 2006.

A BREEE IS eim L2 7 )V — 7 (Group of Advanced Engineering of Adaptation for Bioenvironment)

(1) Ezaki, B.: Molecular genetical characterization of tolerant and response mechanisms for aluminum stress and oxidative
stress in plant. Invited lecture series in International Bio-seminar in Seoul University. Seoul. Korea. November 6,
2006.

(2) Nakashima, S.: Development of monitoring system of heavy metal pollution in the aquatic environment using the

cyanobacterium Oscillatoria brevis. International Workshop on Biomonitoring of Global Environment. Okayama,
October 2, 2006.

KRE - BEEYERAIE Y Y — (Barley and Wild Plant Resource Center)
K& - WY& 7 v — 7 (Group of Barley and Wild Plant Resources)

A. K (Barley)

(1) Sato, K., K. Hori and K. Takeda. QTLs for seed dormancy from wild barley Hordeum vulgare ssp. spontaneum. Plant,
Animal & Microbe Genomes XIV, Jan. 14-18, San Diego, CA, U.S.A., 2006

(2) Hori, K., K. Sato and K. Takeda. Comparisons of Fusarium head blight resistance loci in barley RI populations. Plant,
Animal & Microbe Genomes XIV, Jan. 14-18, San Diego, CA, U.S.A., 2006

(3) Sato, K., H. Tsujimoto and T. R. Endo. Applications of barley EST markers for the analysis of Triciceae germplasm.
ITMI (International Triticeae mapping ititiative) workshop/ ACPFG Genomics Symposium, Aug. 27-31, Victor
Harbor, Australia

fRas 744t 2 v — 7 (Group of Cytomolecular Biochemistry)

(1) Fujitani, Y. and Sugimoto, M. : Serine racemase from Arabidopsis thaliana is a bifunctional enzyme catalyzing
recemization of serine and dehydration of serine to pyruvate. 20th IUBMU International Congress of Biochemistry
and Molecular Biology, Kyoto, Japan, June 18-23, 2006.

BIEBERBEREMENT 7V — 7" (Group of Genetic Resources and Functions)

(1) Matsushima, R., Hattori, C., Sodmergen and Sakamoto, W., Characterization of organellar DNA metabolism during
pollen development using model plants, The 53rd NIBB Conference, Okazaki, Japan, July 14-17, 2006.

(2) Miura, E. Kato, Y., Matsushima, R. and Sakamoto, W., The investigation of the factors causing variegation in the
Arabidopsis var2 mutant, The 53rd NIBB Conference, Okazaki, Japan, July 14-17, 2006.

(3) Sakamoto, W., Genetic dissection of leaf variegation: a study in the Arabidopsis var2 mutant, The 53rd NIBB
Conference, Okazaki, Japan, July 14-17, 2006.

(4) Sakamoto, W., Miura, E., Kato, Y. and Matsushima, R., Loss of chloroplast FtsH metalloproteases in Arabidopsis: leaf
variegation, suppression and reactive oxygen species, Gordon Research Conference, Oxford, England, August 13-
18, 2006.

(5) Matsushima, R., Hattori, C., Sodmergen and Sakamoto, W., Characterization of organelle DNA metabolism during
pollen development using model plants, Gordon Research Conference, Oxford, England, August 13-18, 2006.

(6) Sakamoto, W., Genetic and biochemical dissection of leaf variegation: a study in the Arabidopsis var2mutant, 6th
Symposium of Agricultural Plant Stress Response, Gwangju, South Korea, September 12, 2006

(7) Matsushima, R., Characterization of plastid DNA metabolism using model plants, Mini-Workshop on Photosynthesis
and Chloroplast Biogenesis, Okayama, Japan, October 13, 2006.

(8) Kato, Y., Post-translational regulation of CND41 protease during leaf senescence, Mini-Workshop on Photosynthesis

28




and Chloroplast Biogenesis, Okayama, Japan, October 13, 2006.
(9) Sakamoto, W., Loss of chloroplast FtsHs in Arabidopsis: leaf variegation, suppression, and reactive oxygen species,
Mini-Workshop on Photosynthesis and Chloroplast Biogenesis, Okayama, Japan, October 13, 2006.
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HEHB LN U RY Y AFRE

(Domestic Conference and Symposium)

BERERAF - Hl1EIEBPT (Division of Functional Biology and Genetics)
RS RE 20 1-iddT 7 )V — 7" (Group of Nuclear Genomics)

(1) HEHBLT - SHE - NHIE > oA 25 X BRI Y & ko8, HARBGERBT8MARE, » CIE
20064F 9 H25-27H
(Yokota, E., Shibata, F., Murata, M. Chromosome behavior of novel karyotypic plants in Arabidopsis thaliana.
78" Annual Meeting Genet. Soc. Japan, Tsukuba, Sept. 25-27, 2006)

(2) Jaudal, M. C. BliEZ « NHEE S04 XFRF NverP v —F v 7 EORE LSRN, HABREYSET78
K%, < IE, 20064 9 H25-27H
(Jaudal, M. C., Nagaki, K., Murata, M. Identification and functional analysis of chromosomal passenger proteins in
Arabidopsis thaliana. 78" Annual Meeting Genet. Soc. Japan, Tsukuba, Sept. 25-27, 2006)

(3) EkiE#E WYICE 5Ly bu X7 OBEMNT. 20065 (55570]) PR EaEs Rk s - Jafkan
XY LERYVRY YL, THE, 12H23-24H 2006,
(Nagaki, K. Functional analyses of centromeres in plants. The 57" annual meeting of the society of chromosome
research. December 23-24, 2006, Chiba)

YEnfE 7% 2 v — 7" (Group of Crop Seed Science)

(1) RVEERA » KEIET - BFHMIE @ 2 & X DABLRGEIS O Bl & FeBifgtr, Bffiye B109nEES, By
768 (ifit1%5) 134, HEEETRY 3 H29, 30H, 2006
(Ohnishi, N., Himi, E. and Noda, Kaz.: Isolation and expression of ABI5like gene in wheat. 109" meeting of
Breeding Society of Japan, Breeding Science 8 (Suppl. 1): 134. Mar. 29-30. 2006. Tokyo Inst. Tech.)

(2) RPUEA - BPHME © 2 & X DABISKGEIS T O R AR IE & BN FiliYe SB10MEEHS, YAt
768 (pliit245) :53, ZHERY: 9 H22, 23H, 2006
(Ohnishi, N and Noda, Kaz. : Chromosomal location and expression of ABI5like gene in wheat. 110" meeting of
Breeding Society of Japan, Breeding Science 8 (Suppl. 2): 53. Sep. 22-23. 2006. Ehime Univ.)

(3) 1l RS - SUEFIESE © 4 RMFLD TNV T S — L ORI L, HARZLAR20065E K2, 5UAR. 2006, 3 H
26-28H
(Yamasaki, Y. and Konno, H. Purification and characterization of pullulanase from endosperm of rice. Kyoto. Mar.
26-28, 2006)

(4) SEHERR - hEZET - LR - BRAH] 4 R BRSNS =)L & AV ZADOMIBEELFED MR, HA
BEELAA2 20065 R 2, Hif. 2006, 3H26-28H
(Konno, H., Nakato, T., Yamasaki, Y. and Tsumuki, H.. Characteristics of the cell wall polysaccharides from gall
and callus of Distylium racemosum. Kyoto. Mar. 26-28, 2006).

(6) Ll RAs, ATJICHEEE . SEPNGEE © A R IRFLO WK MR (B 2 0178, HARRZAU A hPUE SRS 14052
f=1l, 2006, 1 H28H
(Yamasaki, Y., Maekawa, M. and Konno, H. Study on starch-degrading enzymes from endosperm of rice.
Fukuyama. Jan. 28, 2006)

(6) LGRS, R . SEIEE A FMILD a- 2V as ¥ — L ORSEL L EE ., HA BV b Y E S 1500]
AESY, L, 2006, 5 H13H
(Yamasaki, Y., Nakashima, S. and Konno, H. Purification and characterization of o -glucosidase from endosperm
of rice. .Matue. May 13, 2006)

YA+ v A5 Tkt 7 v — 7 (Group of Physiology and Molecular Biology of Plant Stress
Responses)

1) 8B A 20T A RWRINZ E 28EFOHREEE T, T4 T ARESRERY YRS T A —A T MEGET
RIZBTESZ? —), 2<KIE, 3 H22H, 2006.
(Ma, J. F.: Isolation and characterization of genes encoding silicon uptake in rice. The 47th Annual Meeting of the
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Japanese Society of Plant Physiologists. March. 19-21, 2006, Tsukuba)

@2 & @ AFLXICBT S IRV A L RAIMME HYEMERERS VAP L, A4 LXT ) O - E
7. ks e—nEc, o<IE, 3 HI9H, 2006.
(Ma, J. F.: Resistance of barley to mineral stresses. The 47th Annual Meeting of the Japanese Society of Plant
Physiologists. March. 19-21, 2006, Tsukuba)

(3) Ma, J. F. : Roles of an NIP gene in silicon transporter in rice. fE¥EHARESR S VR P 7 A, Plant NIP-their
structure function analysis and roles in plant physiology, < X, 3 H21H, 2006.

(4) BB DI - REFEMH - B @55 0 A 2R A BN B EEE T Lsi2n 7 v — = v 7 HARY A8
g, o<KUE, 3 HI19-21H, 2006.
(Tamai, K. Konishi, S. Yano, M and Ma, J. F.: Cloning of a novel gene (LsiZ2) responsible for Si uptake in rice. The
47th Annual Meeting of the Japanese Society of Plant Physiologists. March. 19-21, 2006, Tsukuba)

(65) =AFERZFE--HEFE BRI B A 27 A BIGEE FLsilOERR R E O, HATSEIER S F 2, FH,
9H5-7H, 2006.
(Mitani, N. Katsuhara, M. and Ma, J. F. : Functional characterization of a rice silicon transporter Lsil. Annual
meeting of the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita).

(6) =AREZF - thiER - HB - AT - REFEMG - 1§ 8485 © 7 A BRIRIIGES Lst IOWKREMNT. HAKEY)
ERrEAAES, O UE, 3 HI19-21H, 2006,
(Mitani, N. Yamaji, N. Tamai, K. Konishi, S. Yano, M. and Ma, J. F. : Functional characterization of a Si transporter
gene Lsi 1 in rice. Annual Meeting of the Japanese Society for Plant Physiologists. March 19-21, 2006, Tsukuba)

() W)L A - 0 R - AL - BRERIER ¢ ALME R & OVEZEA A 2 X OREGIC BT 2 MRS TR EUENT. H
AP EAES ©IE, 3 H19-21H, 2006,
(Furukawa, J., Ma, J. F., Sato, K. and Takeda, K. : Transcriptiomic analysis of gene expression pattern in the root
tips of Al-tolerant and -sensitive cultivars of barley. Annual meeting of the Japanese Society of Plant
Physiologists. March 19-21, 2006, Tsukuba)

(8) I A - J5 - RERIA - BERIEE © A4 L XD 7V S =7 ARG § 2 8B FOWEKR, HARTERKY
2MES, BKH, 9H5-7H, 2006.
(Furukawa, J., Ma, J. F., Sato, K. and Takeda, K. : Investigation of the genes related to the Al-tolerance in barley.
Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita)

(9) LHbTER - B 8% 0 4 R 7 A BRI B ELE S FLsi2O BERE BT, HAMM MY SES, R, 3 A19-21H,
2006,
(Yamaji, N. and Ma, J. F.: Functional analysis of rice silicon transporter LsiZ. Annual meeting of the Japanese
Society of Plant Physiologists. March 19-21, 2006, Tsukuba)

10 EH—BL - LHmER - S - NI - RIEFEMR - S @8 A 27 A BN BEGE (S FLsi2o i@, H
AASENERA2, BH, 9H5-7H, 2006
(Tamai, K., Yamaji, N., Mitani, N., Konishi, S. Yano, M and Ma, J. F.: Characterization of rice silicon transporter
gene LsiZ2. Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita)

W) a3 A 2 ORITB T 27 A BRWUNBIEE(S O o0 & FBUENT. HATSERRES, TH, 9H5
-7 H, 2006,
(Yamaji, N. and Ma, J. F.: Distribution and expression analysis of rice silicon transporter genes. Annual meeting of
the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita)

(12 EBPREA - T 2 - 15 H% ¢ Arabidopsis halleril 813 % 4 B 27 LA ORI NEE DT —F 1 > B OfRET.
HA gk A2, #KH, 9H5-7H, 2006,
(Ueno, D., Iwashita, T. and Ma, J. F.: Characterization of uptake and xylem loading of Cd in Arabidopsis halleri.
Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita)

B & - BEPRE - (LMERS - NHEEET A X L X OF— L X FMEE - 7 v AR — 5 BB T HLEE & R,
HA LR A2H 4, #KH, 9H5-7H, 2006,
(Ma, J. F'., Ueno, D., Yamaji, N. and Murata*, K.: Cloning and characterization of a gene encoding transport of Fe-
mugineic acid complex in barley. Annual meeting of the Japanese Society of Soil Science and Plant Nutrition.
Sept. 5-7, 2006, Akita)

(4) Huang C., Yamaji N. and Ma J. F. : Cloning and characterization of a rice Al-tolerant gene Alsl. Annual meeting of the
Japanese Society of Plant Physiologists. March 19-21, 2006, Tsukuba.

(1 Huang C., Nagao S. and Ma J. F.: Isolation and characterization of a novel Al-resistance gene Als2 in rice (Oryza sativa
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L.). Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Sept. 5-7, 2006, Akita.

16) R - e REEAT « INARIERH - IUARTET @ 74 A FICEB T 2ALMT WHIFGELS Ot 85478 H AR 4= Biley:
&L, o EW, 3 H19-21H, 2006,
(Fukuyama, K., Sasaki, T., Matsumoto, H. and Yamamoto, Y.: Analysis of the ALMT I ortholog genes in rye. The
47" annual meeting of the Japanese Society of Plant Physiologists. March 19-21, 2006, Tsukuba)

(0 JGHIBAGEL - % RFEAT « IAARIEW] - [LIARVET @ Z Y alEMId 2 Hv 72 2 A FALMT1S v o8 7 B o i m v o fig
Br. AT HAREY AR e g, o CFl, 3 H19-21H, 2006,
(Motoda, H., Sasaki, T., Matsumoto, H. and Yamamoto, Y.: Analysis of transmembrane topology of wheat ALMT1
protein based on immunostaining in tobacco cultured cells. The 47th annual meeting of the Japanese Society of
Plant Physiologists. March 19-21, 2006, Tsukuba)

18 NFIEREE - AR+ &3 a Bl 6/3%@@0&& XY B TV S = A DEERE, SE47RIH A
WY ES, o3, 3A 19—21E|,
(Ozuka, S. and Yamamoto, Y. Mechanism of aluminum-caused inhibition of sucrose uptake in cultured tobacco
cells. The 47" annual meeting of the Japanese Society of Plant Physiologists. March 19-21, 2006, Tsukuba)

(19 Demiral, T., Sasaki, T. and Yamamoto, Y.: Vacuolar collapse precedes cell death in cultured tobacco cells under
aluminum stress. The 47" annual meeting of the Japanese Society of Plant Physiologists. March 19-21, 2006,
Tsukuba.

@) s REFEAT - I - AR « IUAVET 24X ICBIT 270 3 =7 AN E L ALMT I EREETI O fFfT. H
AASENR A2, FKH, 9H5-7H, 2006,
(Sasaki, T., Kikui, S., Matsumoto, H. and Yamamoto, Y. : Correlation between aluminum resistance phenotype and
the upstream sequence of ALMT1 gene. Japanese Society of Soil Science and Plant Nutrition, September 5-7,
2006, Akita)

@ IARTES - ANFIEKER « AR - A RET  HMIIICE T 2 7V S 27 AT X B > 3 BEWRINBH EH RS o fig
br. AARLEEIERY:Z, BKH, 9H5-7H, 2006
(Yamamoto, Y., Ozuka, S., Rikiishi, S. and Sasaki, T. : Inhibition mechanism of sucrose uptake by aluminum in
plant cells. Japanese Society of Soil Science and Plant Nutrition, September 5-7, 2006, Akita)

@ IUARTVET - A RET  BETEREOMYICH o s 7L 2 = LEE LMD T, HAZ RS
m%7z—?A,%%i%?@*%~:/77V/x&ﬁ41/7474y7-1%/t/a/~,%ﬁ%,
12H 6 -8 H, 2006.
(Yamamoto, Y. and Sasaki, T. : MBSJ 2006 Forum: Molecular Biology-the Next Decade-Conference & Scientific
Exhibition, December 6-8, 2006, Nagoya)

IR PEEREANT 7 v — 7 (Group of Molecular and Functional Plant Biology)

(1) HEEAR - RN D KBE L A A4 L X OGBSI, HAMWY 4B A 220060 EE2, R, 3 H19H-22H,
2006,
(Katsuhara, M. and Sugimoto, M. : Regulation of barley gene expression under water-related stresses. The 47"
Annual Meeting of the Japanese Society of Plant Physiologist. March 19-22, 2006, Ibaraki)

(2) SRR - HEFEEAR: 77 711“\ Y VT OIEER IR ) T E GO L), HAREY) A Bl 2 20064E EE AR 2,
Rk, 3 HI9H-22H, 2
(Shibasaka, M. and Katsuhara, M. : Changes of backbone structure of aquaporin molecule during transportation
of substrate. The 47" Annual Meeting of the Japanese Society of Plant Physiologist. March 19-22, 2006, Ibaraki)

(B) 7YV aUANAREY - HFEAKR: 4 37777 FD7 NI =y AFERY) v IR EDO s u—=v 7L
PEREMENT. HANY A Bl 20066E FEAE 2, KU, 3H 19H-22H, 2006,
(Ligaba, A., Matsumoto, H. and Katsuhara, M. : Cloning and functional analysis of an aluminium-induced malate
transporter gene from rape (Brassica napus). The 47™ Annual Meeting of the Japanese Society of Plant
Physiologist. March 19-22, 2006, Ibaraki)

(4) HEEAR - BHET - NHRRE - G.C.Chung « I - BIRAW @ AKREHED 371K - 727 7R Y v LRI, 5552
SR EY) Tf e S —, #ild, 5 H26H-27H, 2006
(Katsuhara, M., Sakurai, J., Murai, M., Chung, G.C., Izumi, Y. and Tsumuki, H. : Molecular mechanism of water
transport: aquaporins and cryobiology. The 52nd Annual Meeting of Japanese Society for Cryobiology and
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Cryotechnology. May 26-27, 2006, Fukuoka)

(6) HEEAKR: 7277RY YDKA L ANDIEE L LR, RILRENE L I — Th@mz2ZX2A 5072 AT
L—HEYIDOKBINZ 1279 T7 7 7R > WO, ST, 9 H29H, 2006,
(Katsuhara, M.: Various functions of aquaporin and its response to water stress. Tohoku Agriculture Research
Seminar *Molecular System Supporting Life — Frontier of Aquaporin Research¥. September 29, 2006, Iwate)

(6) HIFEAR: R LEBEIIGE T 20T =5 —ROME, MILKYE - Z2INCOE T&IRAY 2 M v 7 iBRER R 0 €
=8 —ROREE LB~ DIGH ) Bl —2 > a2y 7, i, 10H 2 H, 2006,
(Katsuhara, M. : Monitoring the As and heavy metals using stress-sensitive plant systems. International Workshop
on Biomonitoring of Global Environment. October 2, 2006, Okayama)

e’y 7 LB 7 )V —7" (Group of Crop Genome Modification)

(1) IramsE - BiIEE © 2 2 X O TRIRMEDMET L 72 2R BRI K T 2 ABARZWE O, HATHSS
109G 2, AL, 20064£3H 29-30H
(Rikiishi, K. and Maekawa, M. Analysis of ABA sensitivity in wheat mutants with reduced seed dormancy. The
109th meeting of Japanese Society of Breeding, Tokyo, March 29-30, 2006)

(2) PENFA - WiIHEE - A 2a7aL 7> a VR ET-65 pyl-stb & ORMEF1OGERHE. HARB Y25 1000 5HE 2
HE, 20068234 29-30H.

(Nishimura, H. and Maekawa, M. :Agronomical characteristics in Fls of the crosses between core collection lines
and T-65 pyl-stb in rice. The 109th meeting of Japanese Society of Breeding. Tokyo, March 29-30, 2006)

(3) AT - HIIHEE - BHR—K - S @ 4 F OTEME R DNAB K FnDartd b 7 Y ARV v 74 A7V A, HA
HEERF 100 FES ., Hal, 20064 3 H29-30H,

(Takagi, K., Maekawa, M., Tsugane, K. and Iida, S. :Agronomical characteristics in Fls of the crosses between
core collection lines and T-65 pyl-stb in rice. The 109th meeting of Japanese Society of Breeding. Tokyo, March
29-30, 2006)

(4) FHAZT, PNEE. BIHEE B ARIRICBED 2 a2 L XbZIPY o) 7 E OffNT, HARE AN 109REHE 2
HHL, 20064F 3 H29-30H.

(Utsugi, S., Nakamura, S. and Maekawa, M.: Analysis of a wheat bZIP protein related to seed dormancy. The
109th meeting of Japanese Society of Breeding. Tokyo, March 29-30, 2006.)

(5) HiJIIHEE - Nisar Ahmed -« MEHJIEDHAST - AN FA « BEAST - Eun Chng. Ho « B « BRHE—K - AEHYE :

A BB FOBEREMENTICIAIT 72DNA b 7 ¥ AR Y v nDart DR O FIFERERNT & 2 OFH. HABMEYSH
110/m[GEE 2, 20064£9H 22-23H ., ML,
(Maekawa, M., Ahmed, N., Ikeda(Kawakatsu), K., Nishimura, H., Takahara, H., Takagi, K., Eun, C. H., Shimatani,
Z., Tsugane, K., and lida, S.: Regulatory mechanisim of transposition of DNA transposon nDart and its application
to functional analysis of uncharacterized genes in rice. The 110th meeting of Japanese Society of Breeding,
Matsuyama, September 22-23, 2006)

(6) TR T, PREE. BJIHEE 2 4 FVIVIPAROUS] (TavPl) 12 k 2T OKIR & FF 0. HAGEYS
F110mIGEEE S, M, 2006529 H.,

(Utsugi, S., Nakamura, S. and Maekawa, M.: Control of seed dormancy and germination by a Triticum aestivum
VIVIPAROUSI (TaVP1). The 110th meeting of Japanese Society of Breeding. Matsuyama, September 22-23
2006)

(7) fREYE. wiAEE ., BHR—J, SIARMRT. Eun Chang-Ho, BA#EY-, MH (IEF) 4T, Nisar Ahmed £ *®D
DNAMI b 5 > 28 vnDart DI L B{E -7 ¥ v 7. HAEEASE 78S, < 1E, 200649 A
25-27H.

(Ilida, S., Maekawa, M., Tsugane, K., Takagi, K., Eun, C. H., Shimatani, Z., Ikeda(kawakatsu), K. and Ahmed, N.:
Transposition ability of DNA transposon, nDart and gene-tagging in rice. The 78th meeting of the Genetic Society
of Japan. Tsukuba, September 25-27, 2006)

(&) JrafzE : A4 LFIPEEHOBUR, H—RIEUHE R A £ v & — Y Eisiiim s (2006, 1130H. #
e, BT e R T RE Bl A e 2 v & —)

(Rikiishi, K. The present state of barley transformation. In 1st workshop for plant transformation. 2006 November
30, Yokohama)
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RiE RIS ENTERPY (Division of Environmental Response Analysis)

BRtE B HubgRE 7 L — 7° (Group of Insect Physiology and Molecular Biology)

sy

Ashfaq, M., Sonoda, S., and Tsumuki, H.,: cDNA cloning, sequence analysis and expression of two storage protein
genes in the diamondback moth, Plutera xylostella L. 50th Annual Meeting of the Japanese Society of Applied
Entomology and Zoology, Tsukuba, March 26-28, 2006

FH k- R - WARE - AR - BRKAH:E T @Ikt 2 HERIBHO KIS N T 2 2 E 0%
2. BRI HAICHEY R RS I 3H26-28H. 2006
(Tian, R., Izumi, Y., Fukumoto, T., Saito, T. and Tsumuki, H. Effect of a repellent on the reaction of fruit-piercing
moths to the volatiles emitted from peach fruit. 50th Annual Meeting of the Japanese Society of Applied
Entomology and Zoology, Tsukuba, March 26-28, 2006)

M &bk R P - R - EARE - BARAW: € 7 v 7 & 2 RIS O M i J0F 3 Sl
P, HARICHBY BB AahERG &M g% 10H13H. 2006
(Tian, R., Izumi, Y., Saito, T., Fukumoto, T. and Tsumuki, H.: Effect of a repellent on the number of fruit-piercing
moths captured in a peach trap. Joint Meeting of the Japanese Society of Applied Entomology and Zoology,
Chugoku Branch and Entomological Society of Japan, Kurashiki, October 13, 2006)

Haque NAKM. - HPEA - FHER] - WHIEE @ #ERICKZRNAY A L v o v ZOBRNFEEOIEK 5 3 <A
ERAES A 7 I A VRSN S v X VBB FEAEY ORI, HE20m HA Y AV 2Fe, 56 H
19-23H, 2006
(Haque N.A.K.M., Tanaka, Y., Sonoda, S. and Nishiguchi, M.: Transitivity of RNA silencing through grafting;
utilization of transgenic plants transformed with the coat protein gene from Sweet potato feathery mottle virus.
29th Annual Meeting of the Molecular Biology Society of Japan, Kyoto. June 19-23, 2006)

HEEAR - BT - SR - G.C.Chung « ZEF- - BIRAP] @ AKEED 7 F-H8kE - 727 7 R Y v &I, %52
MR Tt S 4 —, fElid, 5H26H-27H, 2006
(Katsuhara, M., Sakurai, J., Murai, M., Chung, G.C., Izumi, Y. and Tsumuki, H. : Molecular mechanism of water
transport: aquaporins and cryobiology.The 52nd Annual Meeting of Japanese Society for Cryobiology and
Cryotechnology, May 26-27, 2006, Fukuoka)

Kurban, A. « FHH¥EE - & H°F - FHEE - BARAH @ 44 & 32 2O IERIRR ORI & fas, 55500
HAICHBYRERAARES I 3 H26-28H, 2006
(Kurban, A., Yoshida, H., Sonoda, S. Izumi,Y. and Tsumuki, H.: Cold hardiness and sugar content in non-
diapausing strains of Helicoverpa armigera. 50th Annual Meeting of the Japanese Society of Applied Entomology
and Zoology, Tsukuba, March 26-28, 2006)

A. Kurban « fH¥%SL - EHER] - 5 P - BIRAW 0 A4 & N a P& 1 2 ZakOARIREG S, HASHH)
YR RSP EEGRA M A% 10H13H. 2006
(Kurban, A., Yoshida, H., Sonoda, S. Izumi, Y. and Tsumuki, H.: Low temperature injury in the individual tissues
of pupae in Helicoverpa armigera. Joint Meeting of the Japanese Society of Applied Entomology and Zoology,
Chugoku Branch and Entomological Society of Japan, Kurashiki, October 13, 2006)

SUPHERR - RF T - LR - BRAB 4 R FHEEICRE I NS =L & AV ZADORMIKEEL FED MR, HA
BEEAR RS 5 3 H25-28H, 2006
(Konno, H., Nakato, T., Yamasaki, Y. and Tsumuki H. Characteristics of the cell wall matrix polysaccharides of gall
and callus of Distylium racemosum. Annual Meeting of Japan Society for Bioscience, Biotechnology, and
Agrochemistry, Kyoto, March 25-28, 2006)

ST - BRAM 1 = X A AR RIS E T B RS & RS, 5500 H ARG B R dEa R/ hMER R
¥ 3 H27H. 2006
(Izumi, Y. and Tsumuki, H.: Freezing injury and avoiding mechanism in larvae of the rice stem borer, Chilo
suppessalis Walker. Round Table in 50th Annual Meeting of the Japanese Society of Applied Entomology and
Zoology, Tsukuba March 27, 2006)

BT - R - BEARAH 0 = A XA DY HRICE T 2 IEEOZIL, 0PI HAIGHEY R REARE
3 H26-28H. 2006
(Izumi, Y., Katagiri, C. and Tsumuki, H.: Changes of lipid composition in larvae of therice stem borer, Chilo
suppressalis Walker. 50th Annual Meeting of the Japanese Society of Applied Entomology and Zoology, Tsukuba,
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March 26-28, 2006)

W BT - BARAH : = A X4 HgHIc B T 2 MERERE D2, HARRESFEeOM A2 BIRE 9 H16-18H.,
2006
(Izumi, Y. and Tsumiki, H. : Changes of haemolymph osmotic pressure in larvae of the rice stem borer, Chilo
suppressalis Walker. The Entomological Society of Japan 66th Annual Meeting, Kagoshima, September 16-18,
2006).

(1 BEHEF] - M. Ashfaq - BERAW @ 2+ D x 5 v GRIAERESUECHEG T2 V8 F A S—F 7V A7 27—
YBIETF Ot Ho0 HA)SHEIY R R Ke Hik 3 H26-28H. 2006
(Sonoda, S., Ashfag, M. and Tsumuki, H. : Characterization of glutathione S-transferase genes involved in
resistance to a chitin synthesis inhibitor in the diamondback moth. 50th Annual Meeting of the Japanese Society
of Applied Entomology and Zoology, Tsukuba, March 26-28, 2006)

1B) PSR + A, Kurban « BORAW @ A A &3 a 7 ORIREK & SRl & ofBEE, 550 HA)CHE E RARRE
i 3 H26-28H. 2006
(Yoshida, H. Kurban, A. and Tsumuki, H.: Relationship between diapause induction rate and larval period of
Helicoverpa armigera. 50th Annual Meeting of the Japanese Society of Applied Entomology and Zoology,
Tsukuba, March 26-28, 2006)

{22 b v AAEREIRNE 7 v — 7 (Group of Ecological Response for Environmental Stress)

() fnTE, BFRc. #£5. NHEAT. aHE,. BAEET  BRZHOEEBEA ML AIRED 71 74 — 4
firtr, HARZAA220066E FEBIE SR 2, 9 H30H-10H 1 H, 2006, .
(Fukumoto, C., Amako, K., Mori, I.C., Murata, Y.,Goda, K. and Otani, M.: Proteomic analysis of reactive oxygen
stress response using the yeast, Saccharomyces cerevisiae. September 30 to October 1, 2006)

(2 fnTE, BFuc., &%, NHAEFT. GG, BA=8T  BRO ZRIuSE kiR ¢ &7 G kR ik
T2 AL AIVERRE, HARDFEWER20067 +—7 4, %4itilE, 12H6-8H, 2006
(Fukumoto, C., Amako, K., Mori, I.C., Murata, Y.,Goda, K. and Otani, M.: Two dimensional electrophoresis
visualization of reactive oxygen species-dependent stress response mechanisms in the yeast, Saccharomyces
cerevisiae. Molecular Biology Society of Japan 2006 Forum, December 6-8, 2006, Nagoya)

(3) Mori, I.C., Murata Y., Yang, Y., Munemasa, S., Wang, Y.F, Andreoli, S., Triac, H., Alonso, J.M., Harper, J.F., Ecker, J.R.,
Kwak, J.M. and Schroeder, J.I.: CDPKs CPK6 and CPK3 function in ABA regulation of guard cell S-type anion-
and Ca2+-permeable channels and stomatal closure. FfE SIS ZE TR DS WIR LGB SRy 7—20 > a v 7,
BT, 10H27-29H, 2006
(Mori, I.C., Murata Y., Yang, Y., Munemasa, S., Wang, Y.F, Andreoli, S., Triac, H., Alonso, J.M., Harper, J.F., Ecker,
J.R., Kwak, J.M. and Schroeder, J.I. CDPKs CPK6 and CPK3 function in ABA regulation of guard cell S-type
anion- and Caz+—permeable channels and stomatal closure. Workshop on Plant Nutrition and Transport, October
27-29, 2006, Kyoto)

(4) Masuda, C., Tani, C., Watanabe, M., Uraji, M, Mori, I.C. and Murata, Y.: Proteomic approach for identification fo novel
signal molecules involved in ABA-induced stomatal closing. R E FEIZANZE THEY) DE WL & JEB Ry T —7 >
a v 7, B#H, 10H27-29H, 2006
(Masuda, C., Tani, C., Watanabe, M., Uraji, M, Mori, I.C. and Murata, Y.: Proteomic approach for identification fo
novel signal molecules involved in ABA-induced stomatal closing. Workshop on Plant Nutrition and Transport,
October 27-29, 2006, Kyoto)

(65) #F B EVOMIEREL B L - 2 EMIm S EiiE i O FI¥E. International Workshop on Biomonitoring of
Global Environment. 105 2 H, L, 2006
(Mori, I.C. Development of acute cytotoxicity evaluation technology utilizing cellular oxidation of
microorganisms. International Workshop on Biomonitoring of Global Environment. October 2, 2006, Okayama)

(6) Lei, L. H1LE) : EREPNRHKOTIEIC X 25, 3 H15-17H, K3 CRBF), 2006
(Lei, L. and Aoyama, I.: Toxicity identification evaluation on industrial and municipal waste landfill leachates.
March 15-17, 2006, Daitou, Osaka)
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WaY) - AEMMEAER 7 v — 7" (Group of Plant-Microbe Interactions)

(1) EHIHE - L B. Andika * YT : Beta maritima M8 (281} % Beet necrotic yellow vein virus DB AT DFHHK
R ISR JE HAREY N B B e R AL 6 H 3 -5 H2006
(Tamada, T., Andika, I. B. and Kondo, H. Characteristics of systemic movement of BNYVV in Beta maritima M8.
Annual Meeting of the Ptytopathological Society of Japan. June 3-5, 2006, Sapporo)

(2) I B. Andika - VTEEFM « EHETH : Beet necrotic yellow vein virus (BNYVV) BYHEY DIE & HRICE 1T ZRNAY
AV ey ZIEEOHEL, SFRISHEEE H AR YRR P2 K2 #LIE 6 H 3 -5 H2006
(Andika, I. B., Kondo, H. and Tamada, T. RNA silencing-mediated host recovery in Beet necrotic yellow vein
virus-infected Nicotiana benthamiana occurs in leaves but not in roots. Annual Meeting of the
Ptytopathological Society of Japan. June 3-5, 2006, Sapporo)

(3) EHEH :RNAYA LYo v Tk 37 9 A 2 ) BUROIEGE, H8 Il WY A v 2Wiisis g 616
H 2006
(Tamada, T. RNA silencing-mediated resistance against Beet necrotic yellow vein virus. The 8" PSJ Plant Virus
Disease Workshop. June 6, 2006, Sapporo)

@) EHEE : 734 D% IR RENE LGOS TR, B4TN R AGES s 3HITH 2006
(Tamada, T. Rhizomania of sugar beet: molecular aspects of pathogenicity and resistance. The 47" Tokachi
Agriculture Research Meeting. March 17, 2006, Memuro)

(5) Cope, A.E., Suzuki, N., Sadeghi-Garmaroodi, H., and Taga, M. Electrophoretic and cytological karyotyping of the
chestnut blight fungus, Cryphonectria parasitica. The Annual Meeting of Japanese Phytopathological Society.
June 3-5, 2006, Sapporo, Japan.

(6) Sun L.-Y., Maruyama, K., Nuss, D. L. and Suzuki, N. Synergism between a mycoreovirus and a hypovirus mediated by
the papain-like protease p29 of the prototype hypovirus CHVI-EP713. The Annual Meeting of Japanese
Phytopathological Society. June 3-5, 2006, Sapporo, Japan.

(7) Supyani, S., Hillman, B. 1. and Suzuki, N. Baculovirus expression of all the Mycoreovirus 1 genome segments to
identify a guanylyltransfearse The Annual Meeting of Japanese Phytopathological Society. June 3-5, 2006,
Sapporo, Japan.

(8) FKJFEAR . - Wei Taiyun - %ith % « $WAR(S5A - WE7K 5 - Chen Hongyan « KIBIH A 225 7 A )L A &GN
IZB T 27 ANV AHKPnsds o8 7 HOFEME. PIRISERE H A YW Re ALk 6 H 3-5 H2006
(Hagiwara, K., Wei, T., Kikuchi, A., Suzuki, N., Shimizu, T., Chen, H. and Omura, T.: Pns4 of Rice dwarf virus is
a phosphoprotein, localized around the viroplasm matrix and forms minitubules. The Annual Meeting of Japanese
Phytopathological Society. June 3-5, 2006, Sapporo, Japan)

(9) RWEHE - Wei Taiyun « Z§ith & - SFL@EN - FREHS - /K T - #5482 - Chen Hongyan - i ES -« —K
(R BRESH @ A 2280 A )V A 3B B U AT IS Pns 108 » 8 7820 & BRI S 4 5 B RS R 2 R
T %, PIRISEE HAMYEI A2 R2 Ak 6 H 3-5 H2006
(Omura, T., Wei, T., Kikuchi, A., Moriyasu, Y., Suzuki, N., Shimizu, T., Hagiwara, K., Chen, H., Takahashi, M. and
Ichiki-Uehara, T.: Rice dwarf virus exploits tubular structures constituted by Pns10 for its intercellular spread in
insect vector cells. The Annual Meeting of Japanese Phytopathological Society. June 3-5, 2006, Sapporo, Japan.)

10) $% BEZE - ALLAIZ -+ Donald L. Nuss * #8155 : A R 7 A WV ACHVI-EPTISD /S84 Uik 70T 7 —EIC L - T
BMINE2AALATANRENL KT A NVAB DY F P —5F, 2R PUE Y £ VA E BEORY R
8 6 H10-11H2006
(Sun L.-Y., Maruyama, K., Nuss, D. L. and Suzuki, N. Synergism between a mycoreovirus and a hypovirus
mediated by the papain-like protease p29 of the prototype hypovirus CHV1-EP713. 22" Chugoku/Shikoku
Regional Meeting on Virology, Tottori University, June 10-11, 2006.)

(1) #HALSIA - Donald L. Nuss * $&  BEYE : /NA RV A )V ACHVI-EP7I3D 84 vk 70T 7 —XIC k> T EN b=
AALATANVAENA RTANAEDY F =R, HEY AV A¥e HlREEESWEY  19-21H 2006
(Suzuki, N., Nuss, D. L. and Sun L.-Y 2006: Synergism between a mycoreovirus and a hypovirus mediated by the
papain-like protease p29 of the prototype hypovirus CHV1-EP713. The Annual Meeting of Japanese Society for
Virology. November 19-21, 2006, Nagoya, Japan.)

(12 Supyani, S., Hillman, B. I. and Suzuki, N. Baculovirus expression of all the Mycoreovirus 1 genome segments and
identification of a guanylyltransfearse-encoding segment. The Annual Meeting of Japanese Society for Virology.
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November 19-21, 2006, Nagoya, Japan.

1) THEFE - B - EHEE S VA ZBT A VA (OFV) ORFIBBICEES T34 VAY v 7 EDON
. CPFEISHEEH AP R Ak 6 H 3-5 H2006,
(Kondo, H., Hirokado, C. and Tamada, T. : Identification of the Orchid Fleck Virus Proteins Required for the
Formation of OFV-like Particles. Annual Meeting of the Phytopathological Society of Japan. June 3-5, 2006,
Sapporo)

) TEEFHH - BT - EHESE 0 5 2 2B A VA (OFV) 232 — R ¥ 30RF3% v 8 7 E OFBSHEENT. TR
ISFEE H AN B A 2 BAVE 25U 10 28-29H 2006,
(Kondo, H. Nakamura, R. and Tamada, T.: Function Analysis of ORF3 Protein Encoded by Orchid Fleck Virus.
Kansai Division Meeting of the Phytopathological Society of Japan. October 3-5, 2006, Kyoto)

AEYIRSEERAFE 7" )V — 7" (Group of Applied Microbiology)

(1) #EM, THNESR, MeEkT, @FENFE, 7a—34 X Y %2 L8R OPCBI M4 WITEE O T
(Analysis of PCB-degrading microbial community in soil by flow cytometry). #5220 H AR # YA fE2¢ 2, 2006.
10. 27-30, I,

(2) & W%, Charoenpanich, J.,, @EHIFH, WEEKET. Sphingomonas/BMEIC X 2R ) =FL v 7)) a—L55f@E
R v O EEREHIH (Conservation and transcriptional regulation of polyethylene glycol-degradative
operon in Sphingomonad). HALY) 244, 2006. 9. 11-13, KK,

() WM, MEEET. R —HATRR RDOEEET NV EZOWPMEICEIT 5254 (Studies on mathematical
models for depolymerization of polymers and their applicability). HARZEY 244, 2006. 9. 11-13, KK,

(4) fREAR, THEX, WMaEks, SEMF. 7u—3A b X b Y Z2H0EEEROPCBO R AEY O BEEE DB
(Development of a method for the isolation of PCB-degrading bacteria from soil by flow cytometry). HAZ4:Y1
4 2006.9.11-13, KBk,

(5) WM, WEEkT. RV —HERE TN OREKFEICBI T 2%% (Studies on mathematical models for
biodegradation of polymers and their time-dependence). F&EAFRENMFILE, 2006.9, HE.

(6) Fd 81T, & W4, Charoenpanich, J., @EIFH, WAEEWT. polyethylene glycolf Wiz B 2 Sphingomonas
macrogoltabidusiZacyl-CoA synthetase D21} (Characterization of acyl-CoA synthetase in PEG
degradation by Sphingomonas macrogoltabidus). HAEZLEE20065EE K2, 2006. 3.25-28, AL,

(M & B4, HLETESE, JNEES, S5, WEEET. Rhodotorula glutinisiZEBV 5 7V 3 =7 Ak & 2
Fayv B PEOREIZ O T (Relationship between Al-resistance and mitochondrial morphology in
Rhodotorula glutinis). HARRZALAZ2200650: K2, 2006.3.25-28, Hi#f.

®) NIEZFEE, & WA, HLTESE @FENF, WasEkT. KRalRRhodotolura glutinis® 7V 3 =7 Atk iz
Bib 2 8In D71 —=>7 (Cloning of the genes for Al-resistance in Rhodotorula glutinis). HZASE (L 2E4E
20065EE K4, 2006. 3 .25-28, HUAL.

9 THEZR, &FEE WMaskT, KFHEE SFEN5. REEVITHREO 20 = —EEROIRICS 2 5 E DR}
fili (Evaluation of toxic effect of metabolites on early stage of colony formation). HZASEEZAL 22420064 K4,
2006. 3 .25-28, H#L.

() ¥E/KIET, Chantawannakul, P., Lumyoung, S., ©JFEf17%, WEEET. BEBEEES I 7LV I =Y 2EMITNT 5
7 A AR HEOBAEYRHE O ZEFZ (. (Change in bacterial population of soil from northern part of Thailand by
the addition of acid and aluminum). HAEZE{LF20066E K4y, 2006, 3.25-28, HUHAF.

W WEEET, & WA, HKET. EpH, SRE7L IV LARETCEE AW S (Bacteria which grow on
low pH and high concentration of aluminum). HZANEZ{V#220065 5 K4, 2006. 3.25-28, HLHR.

1) THAEZ KRiFkE @FENFH. HEBERLOESEEEZHS (Investigation of lifestyle of bacteria in soil). H
BTV A2 20065 BR 2y, 2006. 3.25-28, HiHD.

YR RA:HE 7 )L — 7 (Group of Meteorological Ecology)

(1) kBB - = F%— - FI B - AP LESE 2006, fdhilE ikl & @Yo R & ORIR. HABERRY
L2006 EEERS (i), 4 H4H.,
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(Maitani, T., Miyashita, K. ,Yoshikawa, K. and Tanakamaru, S. 2006. Relationship between building rooftop
greening with acquatic plants and air temperature inside building, Spring meeting of the society of Agricultural
Meteorology of Japan in Matsudo, 4 April)

(2) KRBMRE - B M%— - HPALESE 2006, 114k & T OREDONEED SRR O BEIRE,  EEEEBIE L 2B 22 22 20064F &
Rz (fLBE), 9 H11H~15H
(Maitani, T., Miyashita, K. and Tanakamaru, S. 2006. Measurement of gas concentration inside culm of bamboo
and in bamboo woods. Joint Coference on Environmental Engineering in Agriculture 2006 in Sapporo,11~15
September.)

(3) HIHAEESE - B MR— - KB/RE 2006, KIEHEIRIESMATOA A L FWEOIEFITHT 2 H V€ v DFE,
BEEBRI T oA Bl 2 22 20064 A T/ K2 (FLIE), 9 H11H~15H
(Tanakamaru, S. Miyashita, K. and Maitani, T. 2006. Effects of plant hormone on barley germination under low
oxygen stress. Joint Conference on Environmental Engineering in Agriculture 2006 in Sapporo, 11~15
September.)

(@) BT FH)I OB HPALESE - RBRE 2006, FLEEOROWIK - BiARHE & AABRIEROG, FEEEBRE T
B~ 20065 (AR 2 (ALiE), 9 H11H~I15H
(Miyashita, K.,Yoshikawa, K., Tanakamaru, S. and Maitani, T. 2005. Dehydration and recovery response of roots of
Hongmaimai. Joint Conference on Environmental Engineering in Agriculture 2006 in Sapporo, 11~15
September.)

(5) ROMRE - HAPMESE - W FR— - WA - R 2006, A2 A L 2B 274, H
REFELAR AR PE - MESGARS, (L), 12H14H~15H
(Maitani, T., Tanakamaru, S. Miyashita, K., Sugaya, H., Shibata, S. and Matsumura, S. 2006. Environmet control
system utilizing a mountain slope. Annual meeting of Chugoku-Shikoku Chapter of the Society of Agricultural
Meteorology of Japan in Yamaguchi, 14~15 December)

(6) KBBE2006. HIRAEVBIAMEFTEYRAL 70y = 7 b % L foldE. H2RFFREYRIES VRS T L
(B%0. 12H2H.
(Maitani, T. 2006. Outline and progress report of greening project in RIB. The 23rd RIB Sympozium on Global
warming and building greening in Kurashiki, 2 December).

Ay BRI S L% 7 )V — 7 (Group of Advanced Engineering of Adaptation for Bioenvironment)

(1) JLEX—, 73 =74 (A) A LRSS 2V O & RSN, ENBREMAR Y —2>ay 7 TR
g DAL B R AT & AEYEICEERS ) 20064 3 H17H-18H, » <12,
(Ezaki, B. “Resistant mechanism and response mechanism against aluminum (Al) stress in plant” Workshop in
National Institute for Environmental Studies. “Chemical Dynamics and Biological Adaptation for Environmental
Toxicity” March 17-18, 2006, Tsukuba.)

(2) TLRSC—, VEIRE ., IATEH, i i REMBILOALR F L AEEEZIT 5 ¢ Arabidopsis®FIE10.58 5T D
EFEE D HARTEIL & AL E I B 2 ArREPEIC D T, 47N H AR R B 4E S 20064F 3 H19-21H
2.
(Ezaki, B., Kiyohara, H., Matsumoto, H., Nakashima, S. Possible relation of FOE10.5 gene for formation of short
root hairs and Al resistance in Arabidopsis. Annual Meeting of Japanese Society of Plant Physiology, March 19-21,
2006, Tsukuba.)

(3) Yulita, K., Ezaki, B., Nakashima, S. Gene response mechanism of Arabisdopsis At{GSTI1 gene during al stress. Annual
Meeting of Japanese Society of Plant Physiology, March 19-21, 2006, Tsukuba)

(4) WARETLA, Bl i, TLIRSC—, RIRIE T v #EEOscillatoria brevis D BE4A BN Rbra ES T O EERHE E AR
ICEB T DIEREART. 54710 HARREY) A Bp 4R 2 20064 3 H19-21H, < If.
(Nakakihara E., Nakashima S., Ezaki, B. Characterization of heavy metal stress transporter gene, bxal derived
from Oscillatoria brevis, in yeast transformant. Annual Meeting of Japanese Society of Plant Physiology, March
19-21, 2006, Tsukuba)

(5) VLC—., REEEE, 15 M. Arabidopsis®FIEIOSEETFOEFABUS LY FH A P =2 ZIC X 2R2 6D
AMRINZ I 2 2 ATREME IS DWW T HAR LR A2 20064E -k R 2, 2006599 H 5-7 H. FKH.

(Ezaki, B., Nagao, E., Nakasima, S., Possible inhibition of an endocytosis mediated Al uptake in root region by an
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overexpression of FIE10.5 gene in Arabidopsis. Annual Meeting of Japanese Society of Soil and Plant Nutrition,
September, 5-7, 2006, Akita.)

I, d s o, JLIRSC—., 7 Y #EO0scillatoria brevisH iDL =— 7 7z EAE M GIHEIR O 5 FEE AR
. HARTSEREEA22006E KR 2, 20065E9 H 5-7 H, FKHI.

(Tagawa, S., Nakashima, S., Ezaki, B. Molecular genetic analyses of the regulation system for heavy metal
resistant mechansism in Oscillatoria brevis. Annual Meeting of Japanese Society of Soil and Plant Nutrition,
September, 5-7, 2006, Akita)

FRORIETLA], dEE, LI —, SRR T 3 Oscillatoria brevisH2R D B A BHEHERR bra EIGT % FEI T 5 L
. CAliEZM L %25, H16nEOBS § 2 EARBEKIG v AT A, 200656 H 1-2 H, HAL,
(Nakakihara, E., Nakashima, S., Ezaki, B. Expression of the heavy metal transporter gene, bxal, derived from the
filamentous cyanobacterium Oscillatoria brevis results in super-sensitivity to Cd stress in yeast. The 16th
Symposium on Role of Metals in Biological Reactions, Biology and Medicine (SRM2006). June 1-2, 2006, Tokyo.)

JERE, TLRSC—, Bl b, Pl . J v EEOscillatoria brevisDEEBBKMOMLA FL ALk Ay uF 4
24 v (MT) DIEEICBT 250 7M. B16RRE OB 5T 2 A ARGy v R A, 20060E6 A 1-2
H. B
(Hirose, K., Ezaki, B., Liu, T., Nakashima, S. Molecular mechanism on the response of metallothionein (MT)
against heavy metals and oxidative stresses in the cyanobacterium Oscillatoria brevis. The 16th Symposium on
Role of Metals in Biological Reactions, Biology and Medicine (SRM2006). June 1-2, 2006, Tokyo.)

BAHOS, ILKL—, 5 i »>UCRWE J v #EOscillatoria brevisDEEB/A 4 12 X 2IHHBEDFAE L
Z oM. HAKNBLA Y2 8843R K2, 20064117 15-17H., {iliA.

(Hashimoto, A., Ezaki, B., Nakashima, S. Generation of reactive oxygen species (ROS) in the musty-odor
producing cyanobacterium Oscillatoria brevis by heavy metal ions and its ROS suppression. 43th Annual
Meeting of Japanese Society of Water Treatment Biology, November 15-17, 2006, Sendai.)

IR EAE, RS . SRR, 4 AMAD a-7 N as ¥ - ORE L E, HARERZELYE A hPuE S5 5 1500
a2y, 20064E 5 H13H, AT,

(Yamasaki, Y., Nakashima, S., Konno, H. Purification and characterization of « -glucosidase from endosperm of
rice. May 13, 2006, Matsue).

KE - BEEYERMAZR Y — (Barley and Wild Plant Resource Center)

K - WAEMYEN 7 v — 7" (Group of Barley and Wild Plant Resources)

A. K#E (Barley)

(1)

(@)

VgL « RHEAIZE, A A LXONLF Y Y —2A=ShRIEL 7 7 & —. SBATRREY) A Bl A il g B S 14-3
(Sato K. and K. Takeda. Bioresource in barley — diversity and genome-. Sumary of 47" Annual meeting of
Japanese Society of Plant Physiology P373)

PERERIL, 777 50 Y — ZADORFE LG, SB4A7RIREY) A Bl AE 2 3
(Sato K. and K. Takeda. Development and application of genome resources. Sumary of 47" Annual meeting of
Japanese Society of Plant Physiology S02-1)

REHERIA, A4 DX OLRIEERIRZ 2V Y — Z%fii  SBATINREY) 4 B2 23 R 5 S 14-3
(Sato K. Development of Genome Resources to Capture Barley Diversity. Sumary of 47" Annual meeting of
Japanese Society of Plant Physiology S14-3)

PETE A - EERUL - AR - BRI, A4 4 X128 T 2IRIREDQTLMT. HAB MR H100MEHES Tk
18 3 H29 - 30H, HEETRY:
(Hori, K., K. Sato, M. Ishii and K. Takeda. QTL analysis for seed dormancy in barley. Ikushugaku Kenkyu 8: Suppl.
1: 154, 2006)

YETE A - o - EEERUA - KA, &4 AL X0 by 7MICHR T ZRIENICE 1 2 7475 QR Hi1E
QTLO M, HAFMEYARH100mG 2  F-I18%: 3 H29 - 30H, HAUR TR
(Hori, K., Y. Motoi, K. Sato and K. Takeda. Comparison of Fusarium head blight resistance loci among top cross
RI populations in two-rowed barley. Ikushugaku Kenkyu 8: Suppl. 1: 159, 2006

AR EAT - FAAASE - Judhhin - SEAERE - RS - REAIZE, A4 LA XESTZ W GBEBEERO 7 4 V=7 v
T4 v 7 BT DA, HABMERF 109 FES  FRISHE 3 H29 - 30H, Al LRy
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V)

/\/\
— =
=
=

—~
=

(Mizukami, H., N. Nankaku, Y. Motoi, K. Hori, K. Sato and K. Takeda. Trial for germplasm fingerprinting and
association analysis by barley ESTs. Ikushugaku Kenkyu 8: Suppl. 1: 255, 2006)

FERERL - R, A A LXFOSMMEL 7Y 7 29 Y —2 HABEERE10RGEHS Y v R Y7 AHE36-37,
R I8E9H 22 - 23H, BEIE R
(Sato, K. and K. Takeda. Diversity and genome resources in barley. Ikushugaku Kenkyu 8:Suppl. 2: 154, 2006)

REFET - SR - SR - Rl - SRR - JIIRHE = - IR B - iR B 4 2 F SRR 1
ZUGTHBACA Y T 4 JOME, HAFGMYSHEOBGHHEY v AP v LHE 1 66, FRISHE I H22 - 23
H, ZERY
(Amano, S., T. Awayama, D. Saisho, K. Sato, K. Takeda, S. Kawasaki, T. Matsumoto, and S. Taketa. Construction
of a BAC contig spanning the hulled or naked caryopsis locus (Nud/nud) in barley. Ikushugaku Kenkyu 8:Suppl.
2: 66, 2006)

R - M.LVales « Jii&l - fEBERIA - P. M. Hayes. &4 & X D\ BIFIIERFLES FRMo ik 9 £ A JHRHK
PUEEIEfMlaz & OR gene” 7 28 —Ef5ICHET 2. HAHHERB1I0RERHEE S » R P 7 LAEEF 1 99,
RIS 9 H22 - 23H, B KY:

(Inukai, T., M.I.Vales, K. Hori, K. Sato and P.M. Hayes. RMol confers blast resistance in barley and is located
within the complex of resistance genes containing Mla, a powedery mildew resistance gene. Ikushugaku Kenkyu
8:Suppl. 2:99 , 2006)

FERERIA, A A L X7 7 AEORER EIGH. HAREY)F2 K2 i#H % F 2a5C3,

(Sato, K. Progress and application of barley genome research. Sumary of Annual meeting of Japanese Plant
Society 2aSC3)
PERER)L, A A L X ORI D 28570178, HARWY 2R 25 2 5 3aSBb,

(Sato, K. Progress and application of barley genome research. Sumary of Annual meeting of Japanese Plant

Society 3aSBb)
PFERERIL - REAIZE., A4 LX7 7 59 Y — A% FA L ARIRMEOBEEM@NT. 5120 FMRS, FRISET H
6-7H. #liif

FERERA, XA LX77 ) JHD S HREGN. CRESTH TS v APy A, FHRI8HE 1 H23Ha 7 ak—)b, Hil

HHME, MYEREE S/ A%, CRESTHR TS VAP A, FRISFEIH23H a7 ar—b, HIE

FEERIIA. DNAR—A—%2FHA L7 A 4 L X OBEMEA. 2T IANA 477 /08— 3 F—2006, FHRISFE L H
0H, »IFET7ATIT7HR—)L, KEH

B. Bp4EHiY (Wild Plant)

(1)

AR, ARV & Z DM DT = RXR=—2A2EKT 5. Rt IF— IBREYD TV 27, 2#{XTEIEZ P
IE33%. &% 3H5H, 2006,
(Enomoto, T. To create the database of the invasive species and their seeds. Investigating the “Risk” of the
invasive alien plants to prevent them to be widespread. Open Seminar. March 5, 2006. Kurashiki City, Japan.)

BN, SBRTEERINC TG0 d 6 LWESY, AR LR, AR, 8 H27H, 2006,
(Enomoto, T. Rate plants living in Sumitori River, Kasaoka City. Replanting the Triglochin asiatica. August 27,
2006. Kasaoka City, Japan.)

AN, fli1h 6 Z20fEEZHET 2 MY T — 9 XR—2ADEK—. KRix I+— Jkhio TV 27, %
AR CEIEZ IS 5, fHld, 10H21H, 2006,
(Enomoto, T. To clarify the species from their seeds—To create the database of invasive species—. Investigating
the “Risk” of the invasive alien plants to prevent them to be widespread. Open Seminar. October 21, 2006.
Fukuoka City, Japan.)

NG, fh o 2 ofEEHET 5 — Ik T — % R— 2D/ —. H5 e - — Jkiimo TY 2
71 ZPFXTEIEZPIET 5, Hn. 12H10H, 2006,
(Yamashita, J. To clarify the species from their seeds—To create the database of invasive species—. Investigating
the “Risk” of the invasive alien plants to prevent them to be widespread. The 5th Open Seminar. December 10,
2006. Tokyo, Japan.)

ANEER - RRATEAT - AN FEIBRE X OO MHEL O AR AV v AN Y OARERE. HAMR S, ©
CiX. 4H4H-5H, 2006,
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(Ozawa, Y., Kataoka, H. and Enomoto, T. The characteristic of Andropogon virginicus through geminate
experiment and distribution investigation. Weed Science Society of Japan. April 4-5, 2006. Tsukuba City, Japan.)
(6) /NEEE T - BIAKL, AV ANAYOHRICE 2040 LB, MR - 2ANCOE  EIFREY 2 M 721l
HRESE D€ = 8 — RO LB E~OIEH, EEv—22 a3y 7 il 100 2 H, 2006,
(Ozawa, Y. and Enomoto, T. Geographical and historical distribution of Andropogon virginicus in Japan and
environmental factors which control their distribution. COE project of Okayama University on “Development of
biomonitoring systems for global environment and their application to environmental protection”. International
Workshop. October 2, 2006. Okayama, Japan.)

sy 74Ab2E 7 v — 7" (Group of Cytomolecular Biochemistry)

(1) Lk RS - BJCHEES - SEPIGERR. A RIRFLOWK T IRR (S BI 9 2 098, HAR Z U A2 h U SRS 141n)5iH 2,
fE1l, 1 H28H, 2006,
(Yamasaki, Y., Maekawa, M. and Konno, H. Study on the starch degrading enzymes from rice albumen. 14th
Meeting of Chu-shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Fukuyama,
January 28, 2006.)

(2) SUPKEEE - tPOF T - LR A - BORAH, A A FHEECBR I L5 27— &AL ZADORMIKEEELFEO MR, HA
B2 20065E B K2, i, 3 H25-28H, 2006,
(Konno, H., Nakato, T., Yamasaki, Y. and Tsumuki H. Characteristics of the cell wall matrix polysaccharides of gall
and callus of Distylium racemosum. Annual Meeting of Japan Society for Bioscience, Biotechnology, and
Agrochemistry, Kyoto, March 25-28, 2006.)

Q) kR - SEEE A RO 7V 7 YO EWE, HARBRZEAAA220066E k2, 5, 3H25-28H,
2006,
(Yamasaki, Y. and Konno, H. Purification and some properties of pullulanase from rice albumen. Annual Meeting
of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Kyoto, March 25-28, 2006.)

(4) (Ll ELASE - R ESE - SEFIERR. A FMALD -7V a v S — X OREH L EE, HARBRZE A S RESGHAEIN 5 R
fELRER 10l E 2, ML, 5 H13H, 2006,
(Yamasaki, Y. and Konno, H. Purification and some properties of « -glucosidase from rice albumen. 15th Meeting
of Chu-shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Masue, May 13,
2006.)

(6) SUFNGEE., WY (a7 - %) ORELAEFEQBENR LVGRIEOUL, J\EBER AR B K 184
JERgEFE 2, B, 115 1 H, 2006,
(Konno, H. The mechanism of heavy metal accumulation and environmental remediation by moss and fern.
Annual Meeting of the Yakumo Foundation for Environmental Science, Okayama, November 1, 2006.)

(6) F2A 2« REPHORER « SAHKHE - opEfA - AR, A b L ABGUEA 4 4 F CRENICHEBLT 28510
iR, BEARHRBGERS T OFEAE & HIH ) 565 4 RIRBH> > AT A, H5, 1 H23H, 2006
(Sugimoto, M., Yano, K., Saisho, D., Sato, K. and Takeda, K. Study on the genes expressed specifically in salt
stress-tolerant barley. 4th JST Symposium of “Plant Function and Regulation”, Tokyo, January 23, 2006.)

(0 AL - AR E - AR 2 RIAME BEL 4 2 X 0SB T 2 HB0NE MK OMER, () RBleas
iR BB TR OBERE & T 55 4 RIRB S > AP A, B, 3 H19-21H, 2006,
(Sato, K., Sugimoto, M., Sugimoto, M. and Takeda, K. Construction of a global protein map of shoots from
brewering barley. 4th JST Symposium of “Plant Function and Regulation”, Tokyo, January 23, 2006.)

(8) HIFEEAR - 24 24 KB E A4 L X OBATFFBIUGIE, H4700 H AR A2 F 2, > <1E, 3H19-21H,
2006,
(Katsuhara, M. and Sugimoto, M. Regulation of gene expression of barley by water-related stresses. 47th Annual
Meeting of Japanese Society of Plant Physiologist, Tsukuba, March 19-21, 2006.)

(9) BEOHE - thEAREE - S IR - BR 42 vuA XFXFHke ) v 7 v — YEE T OMIE L KRE
figrtr, HARZUAR2006E K2, HUAS, 3 H256-28H, 2006,
(Fujitani, Y., Nakajima, N., Ishihara, K., Oikawa, T. and Sugimoto, M. Structure and function of serine racemase
gene from Arabidopsis thaliana. Annual Meeting of Japan Society for Bioscience, Biotechnology, and
Agrochemistry, Kyoto, March 25-28, 2006.)
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) BEAIE - IRAR H A % uA XFRATHERY VI —YHETOME LBl HAESY 3 v2adf
58|l k4, fEkE, 5 H27-28H, 2006
(Fyjitani, Y., Sakamoto, W. and Sugimoto, M. Function and expression fo serine racemase gene from Arabidopsis
thaliana. 58th Annual Meeting of The Vitamin Society of Japan, Tokushima, May 27-28, 2006.)

W AR % WYOD—7 3/ BAHEEOMG & FERE. B AR AVTZERRIERE Y AU FEAT R b2 £ - —,
K, 6 H5H, 2006,
(Sugimoto, M. Structure and function of plant D-amino acid-metabolizing enzyme. Open seminar of National
Institute for Basic Biology, Okazaki, June 3, 2006.)

Q) FEAE KR H-BA ¥ vuA X FRXTHERY VI —YBEETORI., HARBRZEMES YRR
RINZ 5 A RLasH 1omIEES, AL, 5 HI13H, 2006,
(Fujitani, Y., Sakamoto, W. and Sugimoto, M. Express of serine racemase gene from Arabidopsis thaliana. 15th
Meeting of Chu-Shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Matsue, May
13, 2006.)

B R ¥ WYoOD-—7 I BREEE —v) v Iev—¥— HARRILYASPPUESSERAIN 5 B L& E T
WHEE sy v R A, EfE, 12H 9-10H, 2006
(Symposium for Young Scientist of Chu-Shikoku Branch of Japan Society for Bioscience, Biotechnology, and
Agrochemistry, Matsue, December 9-10, 20)

BB RBERERRENT 7 L — 7 (Group of Genetic Resources and Functions)

(1) MER - IRETRET - SREEHR - AR H € 7 ANYI%R 2 1724 )L % 7 DNAD RHMSEIR ICBY § 2 F7E, 5547
M H AN A B 202y, D <IUE, 3 H19-21H, 2006,
(Matsushima, R., Hattori, C., Sodmergen and Sakamoto, W.: Molecular characterization of organelle inheritance in
higher plants using model plants. 47th Annual Meeting of the Japanese Society of Plant Physiologists, March 19-
21, 2006, Tsukuba)

(2) ST - MER - BWARH  BEA D ERE B fkoar2TIEE L L OIGHIEESER T 5. 4710 H AR 4 B e 4
M4y, o<, 3 HI9-21H, 2006
(Miura, E., Matsushima, R and Sakamoto, W.: High level of ROS accumulation in an Arabidopsis leaf-variegated
mutant var2. 47th Annual Meeting of the Japanese Society of Plant Physiologists, March 19-21, 2006, Tsukuba)

(3)  APRZER - IhE R - BRES TR F - SRASSEHAMR - ARE - [ k1) 2 ZLﬂxiJ % 7 DNAR DN 54 2R 9 A2 Bk
DFERT. AT H AW B A2, 5, 3 H19-21H, 2
(Kubo, M., Matsushima, R., Hattori, C., Sodmergen and Sakamoto, W.: Arabidopsis male gametophytic mutants
deficient in organellar DNA disappearance. 47th Annual Meeting of the Japanese Society of Plant Physiologists,
March 19-21, 2006, Tsukuba)

(4) IAHE - Marta Gibala-Litwin + Hanna Janska : >0 A X+ X FICEIF 5 I Fay FY PFRsHA Y v 7077 —€K
IR R OfRNT, 4T H ARY A B E 22, <, 3 H19H-21H, 2006,
(Sakamoto, W., Gibala-Litwin, M and Janska, H. : Characterization of T-DNA insertion mutants for genes encoding
mitochondrial FtsHs. 47th Annual Meeting of the Japanese Society of Plant Physiologists, March 19-21, 2006,
Tsukuba)

(5) BHKSE - YWAHE - FEAFNG « SFE—EB - I JERHERREER O M LR IC KT THE~I P a vy FY 7k
WD v 7 L UTHRRET 20 2 ~, 4TI H AR R, 2 <1E, 3 HI9H-21H, 2006,
(Yoshida, K., Sakamoto, W., Shikanai, T., Terashima, I. and Noguchi, K.: Effects of dysfunction in defense systems
toward photoinhibition on mitochondrial respiration. 47th Annual Meeting of the Japanese Society of Plant
Physiologists, March 19-21, 2006, Tsukuba)

(6) REpELC - IRKAE - FIHH = > u A XFAFFesH7 07 7 — X OBEREMENT. 284710 H ARV E I A2,
¥, 3 HI9H-21H, 2006
(Amano, T., Sakamoto, W. and Sioi, Y.: Overexpression and characterization of FtsHs protease from Arabidopsis.
47th Annual Meeting of the Japanese Society of Plant Physiologists, March 19-21, 2006, Tsukuba)

(7) ﬁﬁ%-@%ﬁ-@ﬁw(::ERﬁ?4%Eﬁﬁw:yﬁ—%wﬁﬁn%é%ézéﬁ4Ffw@mmmnm
lectind¥RE, HATRIHAMWY A2 FS, <, 3 HI9H-21H, 2

(Nagano, A. J., Matsushima, R. and Hara-Nishimura, I.: Identification of cytosolic activation factors of b-
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glucosidase, PYK10, in the ER body. 47th Annual Meeting of the Japanese Society of Plant Physiologists, March
19-21, 2006, Tsukuba)
(8) MMER - WAH : WEMHY DR E T 2 7Rk 7 2 2N 2098, ERLEG AP E 2,
=&, 11H8-9H, 2006,
(Matsushima, R. and Sakamoto, W.: Characterization of plastid DNA metabolism using male gametophyte.
Workshop on Plant Reproducion in National Institute of Genetics, Novemver 8-9, 2006, Mishima)
(9) WAH : PEADZEMRZER LR DT, 853 THYERE, >Ry v A, ki, 11H 8 H, 2006,
(Sakamoto, W.: Variegated mutants and genetic analysis. 3rd Sinposium on Clinical Plant Science, September 8,
2006, Okayama,)
RE R - fREE HAR - IRAE  HEY) O B ADNADE R R & ICDNAHNC B T 20198, BHAD FHEY
22006 7 4+ —7 &, 4R, 12H6-8 H, 2006,
(Matsushima, R., Sodmergen and Sakamoto, W.: Molecular characterization of organelle inheritance and DNA

metabolism in higher plants. MBSJ 2006 Forum: Molecular Biology — the Next Decade, December 6-8, 2006,
Nagoya)

(10)
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EFTEN T L 72> v R L%
(List of Symposium Superintended by the Member of Institute)

H2MEIREVR A VR T A

HA - PRISEIZH 2 1 (1)
Gl BB EEE T A > 7 8 —
7 — iRl & B L - @Al - 2 OB LY
=T A Y= BREYREETE Bk L 7oy = 7 F— 4
(B LR~ B IR AL B ADEFERT)

1. B Ekfbd o @~ —H3E - ©0 22 - PHEOWIH—

T = 1 SR SR e B BT T2
2. HOTRIE L DOERE L X A = 2 4
ST R RS
3. YRiT okl b BEAE
Iz 2 B AR O BIEOR R
4, BRAFICET 2B LMLoY s —ibRE it e L s LT —
BT SRR A IR
5. EMAZ RN L 7R iR
TR (W) BEIR AT 27/ A
6. B L uEm o
Il (k) 2> B P
7. BEEVREERRIHRE 70 Y x 7 b ORESE L FORES
Ktz B | K27 R A R R
The 23" RIB Symposium

December 2", 2006. Kurashiki City Geibunkan Ai-theater
Title: Global Warming and Building Greening
Organizer: RIB greening project team (RIB Okayama University)

1. From rooftop greening to the greening construction — Perspective of greening business and study —
Mitsuo Kondo (Tokyo University of Agriculture, Faculty of Regional Environment Science)
2. The present situations and mechanism of city warming.
Fumiaki Fujibe (Japan Meteorological Agency, Meteorological Research Institute)
3. School eco-repair and environmental education.
Yashuyuki Ozaki (Ministry of the Environment, Environmental Policy Bbureau)
4. Approach of rooftop greening in Shimane University with aquatic eco-systems
Morihiro Aizaki (Shimane University, Faculty of Life and Environmental Science)
5. Technology of rooftop greening using symbiotic microorganisms
Toshihiro Kurusu (The General Environmental Technos Co., Ltd)
6. Development of materials of greening in rooftop
Kazunori Fujii (Minoru Industrial Co., Ltd)
7. Outline and progress report of greening project in RIB
Toshihiko Maitani (Okayama University, RIB)
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PSR LR LR A B IR A MR ERE e AT A B 7 a 2775 4

HI : Sk 184 5 H26H~6 A 3 H
LET @ LR 2ZEE IR AR VB AF ST ik 5
ML BT OREYI2)

1. 7=V ERBAF%2DL 5 5H27H (1) sl HEE ERAEYREAIZEAT
2. fHlEEED NS & L X H6E S EE ERAEYREEUIZET
3. LEFY 29k 6 H3H (£) A i ERAEMREEDIZEAT
4. #< Y oS S EREYIRESESERT
—APXFYIREDIHICE L D —
Program of RIB Open Lectures, Okayama University 2006 (May 26~June 3, 2006, RIB)
Title: Plants in nature
1. Breeding of rice adaptable to low input condition. July 23 Masahiko Maekawa
2. An important function of cell walls. Haruyoshi Konno
3. Invasion of alien plants into Japan. July 30 Takashi Enomoto
4. Action of plants — How Momosa moves —. Izumi Mori

IR AAAHNCOEEE Y — 27 2 a v 7

H IR : 20065E10H 2 H
5 0 BLRAERIN A RS Hi R — L
F—= B R O HBREREE O € = 4 — 2 OREE L B R A DG
F—=HF A= &FEMFE (K- EE)

International Workshop on COE Program of Okayama University

October 2, 2006, Okayama University 50" Anniversary Hall
Title: Construction of Monitoring Systems for Global Environment by Bioresources
and their Application for Environmental Safeguard

1. Research progress of the COE project

Project members (RIB, Okayama University)
2. Detection and assessment of physiological activity of bacteria in soil
Kazuhide Kimbara (RIB, Okayama University)
3. Genomic insights into the potent pollutant-degrading abilities of a soil bacterium
Lindsay Eltis (Professor, University of British Columbia)
4. Monitoring the trends of organic and inorganic contaminants using Rothamsted long-term experiments
Fangjie Zhao (Principal Research Scientist, Rothamsted Research)
5. Molecular markers from wolf spider for the risk assessment of heavy metal exposure
Si Hyeock Lee (Associate Professor, Seoul National University)
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The Symposia in the 47" Annual Meeting of the Japanese Society of Plant Physiologist

March 19" 2006, Tsukuba University
Title: Functions of Barley Genome: from Genes, Plants to Beer
Organizers: Maki Katsuhara, Kazuhiro Sato (Okayama University, RIB)

Development and application of genome resources
Kazuhiro Sato (Research Institute for Bioresources, Okayama University)
Positional cloning systems in barley
Takao Komatsuda (National Institute of Agrobiological Sciences)
Toward improving fusarium head blight resistance
Kiyosumi Hori (Research Institute for Bioresources, Okayama University)
Regulation of barley gene expression under water-related stresses
Maki Katsuhara, Manabu Sugimoto (Research Institute for Bioresources, Okayama University)
Characterization of barley enzymes involved in the lipid oxidation and the flavor stability of beer.
Hisao Kuroda (Frontier Laboratories of Value Creation, SAPPORO BREWERIES LTD.)
Tolerance mechanisms of mineral stress in barley
Jian Feng Ma (Research Institute for Bioresources, Okayama University)
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Symposium on “Microorganisms Living in the Underground World”

At 2006 Annual Meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry

(Kyoto Women'’s University) on March 28 2006

1. Microorganisms involved in formation of soil spheres

Kazuyuki Inubushi (Fac. Horticulture, Chiba Univ., Japan)

2. Microorganisms supporting plants in rihizospheres

Tatsuhiro Ezawa (Grad. Sch. Agr., Hokkaido Univ., Japan)

3. Microorganisms tolerant to low pH and high Al concentrations

Fusako Kawai, Akio Tani and Yoriko Shimizu (Res. Inst. Biores., Okayama Univ., Japan)

4. Investigation of lifestyle of bacteria in soil

Yumi Shimomural, Rhyzo Ohno' and Kazuhide Kimbara® (lTkyo Inst. Tech. and 2Okayama Univ., Japan)

5. Bacteria involved in chloroethene respiration in the environment

Masatoshi Goto, Yasumoto Futakami and Kensuke Furukawa (Grad. Sch. Agr., Kyushu Univ., Japan)

6. Newest microbial features in the lithosphere

9:30- 9:40

9:40-10:15

10:15-10:50

11:10-11:25

11:25-11:40

11:40-11:55

13:10-13:45

13:45-14:00

Ken Takai (JAMSTEC, Japan)
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Workshop on Silicon in Plants

At Kurashiki Gebunkan Hall on May 25", 2006
Organizer: Jian Feng MA (RIB, Okayama University)

Welcome address by Jian Feng MA
Chairman: Belanger, R.
Datnoff, L. (Univ. Florida)
The effect of silicon on components of host plant resistance
Rodrigues, F. (Vicosa Fed. Univ.)
Silicon-mediated resistance in monocots: the rice-Magnaporthe grisea model
Chairman: Rodrigues, F.
Kanto, T. (Hyogo Pref. Tech. Center Agri.)
Effect of soluble silicon on the plant-microbe interaction (strawberry and powdery mildew fungus)
Iwasaki, K. (Kochi Univ.)
Effect of silicon fertilization on the production of nasunin, an anthocyanin in eggplant peels
Hattori, T. (Tottori Uni.)
Effect of silicon application on water relation of sorghum under osmotic stress
Chairman: Datnoff, L.
Kinrade, S. (Lakehead Univ.)
Effect of silicon on primary cell wall structure
Yokoyama, T. (Kyushu Univ.)
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Specific concentration and deposition of silicic acid in rice plant

14:00-14:15 Kindomihou, V. (Abomey Calavi Uiv.)
Relationships between silica concentration and other leaf traits in tropical fodder grass species
14:15-14:30 Abe, J. (Univ. Tokyo)

Silicon deposition in leaf and root of four forage grass species
Chairman: Kinrade, S.

14:50-15:25 Belanger, R. (Univ. Laval)
Can transcriptome analysis explain the role of silicon in plant biology?
15:25-15:40 Tamai, K. (Okayama Univ.)
Isolation and characterization of a rice mutant with low Si and cloning of the responsible gene
15:40-15:55 Yamaji, N. (Okayama Univ.)
Spatial distribution and temporal variation of rice Si transporter Lsil
15:55-16-10 Mitani, N. (Okayama Univ.)

Functional analysis of rice silicon transporter Lsil
Chairman: Ma, J. F'. (Okayama Univ.)
16:10-16:40 Fujiwara, T. (Univ. Tokyo)
Boron transporters: their regulation and application for growth improvement

ICEM 2006 in Yamaguchi

HP : 188 A28H—10A 1 H
Bt ¢ IR, G
7 — < ! Management of Sustainability and Ecological Modeling
Conference Chair : Masao Ukita (Yamaguchi University, Japan)
International Advisory Committee : Isao Aoyama (Okayama University, Japan) % {174

”

ICEM2006 in Yamaguchi “Management of Sustainability and Ecological Modeling
At Faculty of Medicine, University of Yamaguchi, Ube, Yamaguchi, Japan

1. Organized Sessions
2. Modelling for ecosystem management
Use of ecological modelling as a tool for managing ecosystem
3. Ecological modelling techniques
Presentation of new techniques in ecological modeling
4. Modelling growth and development processes in ecosystems
Use of ecological modelling as a tool for understanding ecosystem
5. Modelling different types of ecosystems
Application of ecological models to various types of ecosystems, such as forest ecosystems, aquatic ecosystems,
grassland ecosystems, agricultural ecosystems, etc.
6. Modelling catastrophic changes in the environment:
Models concerning the spread of invasive species, extinction, eco-toxicology, outbreaks etc.
7. Other topics related to ecological modelling
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Symposium on “Comprehensive Analyses of Microbial Strategy and
Evolution for Biodegradation of Xenobiotic Polymers Based on
Polymer Science, Microbiology and Mathematics”

At 58" Annual Meeting of The Society for Biotechnology, Japan (Osaka Univ.) on September 13, 2006

1. Controlling of biodegradability for microbial polyesters
T. Iwata (Polymer Chem. Lab., RIKEN, Japan)
2. Crystal structure of a fungal PHB depolymerase
T. Hisano (Spring-8 Center, RIKEN Harima Inst., Japan)
3. Biodegradation of plastics and microbial diversity in soil environment-new degrading genes and their applications
T. Nakajima (Grad. Sch. Life Env. Sci., Univ. Tsukuba, Japan)
4. Biodegradable plastic-degrading microorganisms and natural polymers
Yutaka Tokiwa (AIST, Japan)
5. Purification, characterization, gene cloning and molecular characterization of extracellular poly (L-lactic acid) depoly-
merases from Amycolatopsis sp. strain K104-1
N. Abe, H. Tamakawa, E. Matsuda and Y. Kamio (Grad. Sch. Agric. Sci., Tohoku Univ., Japan)
6. Conservation and transcriptional regulation of polyethylene glycol-degradative operon in Sphingomonads
A.Tani, J. Charoenpanich, K. Kimbara and F. Kawai (Res. Inst. Biores., Okayama Univ., Japan)
7. Studies on mathematical models for depolymerization of polymers and their applicabilit
Y. Watanabe and F. Kawai (Grad. Sch. Environ. Sci., Res. Inst. Biores., Okayama Univ., Japan)
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Okayama ESD International Conference 2006 “Towards realizing a sustainable society”

At Okayama University 50™ Anniversary Hall and Graduate school of natural sciences building conference room
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(Okayama City) on October 12"-15", 2006

1. Opening
Okayama Univerisity, Okayama city and UNESCO
2. Education for International Understanding
Chair: Toru Okigaki (The Okayama Prefectural International Exchange Foundation)
3. Education and Disaster Preparedness
Chair: Hideki Yamamoto, Kenji Okubo (Okayama University)
4. Environmental Education
Chair: Yusaku Nogami (Okayama University of Science)
5. RCE conference
Chair: Katsunori Suzuki (United Nations University Institute of Advanced Studies)
6. Plenary Lecures
Hans van Ginkel (the Rector of the United Nations University)
7. Panel Discussion
Chair: Isao Aoyama
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