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(Research Activity)

(Division of Functional Biology and Genetics)

Group of Nuclear Genomics
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Our research group is studying the molecular structures
and functions of nuclei and chromosomes, mainly in plants.
Our recent goal is to construct artificial plant chromosomes
by analyzing chromosome functional elements;
centromeres, telomeres and replication origins.

1. T-DNA-insertion-induced centromere breakage in

Arabidopsis thaliana

Two novel minichromosomes (a and ¢ ) in addition to
two other aberrant chromosomes (f and y ) were found in
a transgenic Arabidopsis plant produced by an in planta
vacuum infiltration technique. Fluorescence in situ
hybridization (FISH) indicated that both minichromosomes
originated from the short arm of chromosome 2. The mini
a chromosome contained the whole short arm 2S and a
truncated centromere (180-bp repeat cluster), whereas
mini ¢ lacked the terminal region including telomere
repeats. Pachytene FISH clearly revealed that mini ¢
comprised a ring chromosome carrying two copies of the
region from the 180-bp repeat cluster to BAC-F3C11. Both
of the 180-bp clusters (each ca. 500 kb in length) were
thought to possess normal centromere functions since the
centromere-specific histone H3 variant (HTR12) was
detected on both clusters. Notwithstanding this dicentric
and ring form, mini ¢ was stably transmitted to the next
generations perhaps due to its compact size (<4 Mb).
Chromosome [ also comprised a dicentric-like structure,
with one of the two 180-bp repeat sites derived from
chromosome 1 and the other from chromosome 2. However,
the latter was quite small and failed to bind HTR12. The
data obtained in this study indicated that 500 kb of the 180-
bp array of the chromosome 2 centromere is sufficient to
form a functional domain.

2. Analysis of centromere-specific DNA sequence in tobacco

Centromeres play an important role in the segregation of
chromatids into daughter cells at mitosis and meiosis.
Although the centromere function has been conserved
among all eukaryotes including yeasts, animals and plants,
centromeric DNA sequences involved in the centromere
function are diverged among closely related species. Since
long DNA can be transformed into tobacco, tobacco has a
potential as a model plant for artificial chromosomes
construction. However, centromeric DNA and proteins,
which are necessary to construct and characterize artificial
chromosomes, have not been investigated in tobacco.
Hence, we started investigations of centromeric
components in tobacco, and isolated and characterized
centromere specific histone H3 variants in tobacco
(NtCENH3) last year. This year, we isolated a centromeric
DNA sequence (Nt2-7) from tobacco by chromatin
immunoprecipitation using an antibody against the
NtCENHS3, and localization of the Nt2-7 was investigated by
fluorescence in situ hybridization. Hybridization signals of
the Nt2-7 were observed on all tobacco centromeres. These
results suggest that the Nt2-7 is a functional centromeric
DNA in tobacco.

3. Establishment of novel karyotypic lines in Arabidopsis

thaliana

Two reconstructed karyotype lines (2n=12) of
Arabidopsis thaliana have been produced from a progeny
of a transformant G40. In the original transformant, four
structurally changed chromosomes (a, f, y and J) were
found. These novel chromosomes have been maintained by
crossing to wild-type plants and selfing. In the selfed-
progeny, a plant carrying pairs of chromosome a and y
instead of a pair of normal chromosome 2 appeared.
Another type of plants carrying pairs of chromosome a , f
and y instead of chromosomes 1 and 2 was also obtained.
These were fertile, showing that a, f and y can
complement to the function of chromosomes 1 and 2. At
meiosis, paring between the pairs was quite limited. Since
these novel chromosomes were stably transmitted to the
next generations in spite of the size and specificity, these
novel karyotypic strains were established.
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Group of Crop Seed Science
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We have been studying the mechanism of grain
dormancy and germination of wheat and barley at the
molecular level.

1. Isolation and expression of the genes in the abscisic
acid (ABA) signal pathway related to wheat grain
dormancy.

The level of wheat grain dormancy is affected by the
embryo sensitivity to ABA, which suppresses germination
of grain. Highly dormant grains show high sensitivity to
ABA. Several proteins in the ABA signal pathway are
related to the sensitivity to ABA. The ABI5 transcription
factor (bZIP-type) of Arabidopsis is a protein in the last
step of the ABA signal pathway, and plays an important
role in ABA signaling. We are interested in the wheat
homologue (TaABIb5) of Arabidopsis ABI5 transcription
factor gene (AtABI5). We found that wheat had many
(ca. twenty) TaABIbs in the genome and succeeded in
isolating nine of these TaABI5 genes.

2. Study on millet seeds germinated under acidic stress

When millet (Panicum miliaceum L.) seeds were
soaked in 20 mM acetate buffer, pH 3.5, and grown on
moist absorbent cotton at 28°C for 3 days, about 40 % of
seeds (germinated seeds) grew normally after
germination. The germinated seeds and ungerminated
seeds were homogenized in a homogenizer with 50 mM
acetate buffer, pH 5.3, containing 0.5 M NaCl. The pl
value of [ -amylase from germinated seeds was different
from that from ungerminated seeds. f-Amylase from
germinated seeds readily hydrolyzed soluble starch and
the Km value of the enzyme for soluble starch was about
three times higher than those of f -amylase from millet
seeds germinated in water. Therefore, when millet seeds
germinate under acidic stress, starch in millet seeds will
be hydrolyzed more slowly than starch in millet seeds
germinated in water and millet seeds will result in slow
germination and growth.

3. Study on pullulanases from endosperm of rice seeds

and germinating rice seeds

Pullulanase increases during the germination of crop
seeds and plays a role in the digestion of starch. The
enzyme is found in abundance in the endosperm of rice
(Oryza sativa L., Himohikari) seeds. Eight days after
germination, the activity of pullulanase increased to three
times that in non- germinating seeds. The pl value of
pullulanase in seeds 8 days after germination was equal to
that in non-germinating seeds. The enzyme isolated from
non-germinating seeds rapidly hydrolyzed pullulan to
liberate only maltotriose. The hydrolysis was strongly
inhibited by pullulan at a higher concentration. The
enzyme also readily hydrolyzed amylopectin, soluble
starch and f -limit dextrin, but was not inhibited by these
substrates. We are studying the physiological aspects
further.

4. Study on PPO of bran

Polyphenol oxidase (PPO) is a candidate factor for
browning of wheat flour. We isolated PPO enzyme from
bran. The amino acid sequence of the N-terminal region
of the enzyme was different from that of known PPO
enzyme and was in accordance with that of serpin. Flour
color turned brown after treatment with the PPO enzyme
isolated.
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Group of Plant Stress Physiology
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Our group focuses on the response and tolerant
mechanisms of plants to mineral stresses. Work has been
done at different levels from intact plants to genes. Our
main achievements during 2008 are described below.

1. Identification of arsenite transporter in rice

We found that arsenite is taken up by rice roots
through transporters similar to Si (Lsil and 2). Yeast and
oocytes expressing Lsil showed transport activity for
arsenite, but not for arsenate. The concentration of
arsenic in the mutant shoots of Isz1 and Isi2 was only half
of that in the wild-type (WT) rice. The arsenic
concentration in the grain of [si2 was almost half of that
of WT, but there was no difference in the grain arsenic
concentration between [szI and WT.

2. Identification of silicon transporters in plants

We identified a silicon transporter (Lsi6), which is
involved in xylem unloading of Si and subsequent
distribution of Si in rice. Lsi6 is located in parenchyma
cells of the xylem. When the gene is knocked out, the
distribution of silicified cells was altered and some
epidermal cells were also silicified. Moreover, more Si
was found in the guttation.

We also identified three Si transporters from maize
(ZmLSil and ZmLSi6) and barley (HvLsil). All of them
showed transport activity for Si like OsLsil, but they have
tissue localization and expression patterns different from
those of OsLsil.

3. Analysis of Cd hyperaccumulation process

We characterized Cd translocation from the roots to the
shoots in a Cd-hyperaccumulating plant, Arabidopsis
halleri. We found that the translocation is a rapid and
energy-dependent process and may be mediated by a Fe
transporter. Furthermore, we found that Cd is
translocated in an ionic form in the xylem.

4. Identification of a citrate transporter involved in

efficient translocation of iron

We identified a transporter (OsFRDL1), which is
involved in Fe translocation in rice. OsFRDLI1 showed
transport activity for citrate and is located in the root
pericycle cells. When this gene was knocked out, Fe
precipitation in the root stele, Fe-deficiency-induced
chlorosis, and decreased concentration of Fe and citrate
in the xylem were observed. The expression of this gene
was not affected by Fe deficiency. These results indicate
that OsFRDLI is required for efficient translocation of
iron from the roots to the shoots by forming a Fe-citrate
complex.

5. Isolation of a novel Al-sensitive rice mutant

We isolated a novel rice mutant (c¢68) sensitive to Al
This mutant showed alterations in root morphology and
also was sensitive to other metals. The responsible gene
was mapped on chromosome 2.
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Group of Molecular and Functional Plant Biology
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We have been conducting molecular and cellular
studies on the responses of plant cells including
membranes, to environmental stress. The following topics
are under investigation.

1. Identification and salt-stress response of barley

aquaporins, and root hydraulic conductivity

In barley, EST data suggests the presence of 23
putative aquaporin genes. We have isolated 21 of the 23
full length ¢cDNAs; the remaining two belonging to SIP
subgroup. The expression of some PIPs (plasma
membrane-type aquaporins) was suppressed under salt
stress, which is consistent with the reduction of root
hydraulic conductivity (Lpr) measured by a pressure
chamber method. In addition to aquaporin expression, the
reduction of aquaporin activity via phosphorylation was
also suggested to be involved in salt-induced reduction of
Lpr.

2. Regulation of aquaporin activity via heteromerization.

PIP aquaporins belong to either the PIP1 or PIP2
subgroup. Aquaporins are supposed to form homo- or
hetero-tetramers in vivo. PIP1s homotetramers show no
water transport activity in Xenopus oocyte heterologous
expression system, but show enhanced water transport
activity when coexpressed with PIP2s (heterotetramer).
We concluded that N-terminals were involved in the
activation.

3. Screening of new functions of barely and rice
aquaporins using yeast system.

We developed a substrate screening system using
various yeast mutants to search for new functions of rice
and barley aquaporins. Barley HvPIP2;5 and HvTIPZ2;2
aquaporins were found to cause a growth defect in H2O-
hypersensitive mutant skn7 cells in the presence of 0.5
mM H:0., suggesting that these channels facilitate H20-
transport.

4. Studies on environmental signal recognition mechanism
in guard cells.

We have been analyzing the function of stomata
reverse-genetically using Arabidopsis as the model plant
in order to dissect intracellular signal integration process
in stomatal movement. Involvement of glutathione in
abscisic acid-induced stomatal closure and the roles of
type 2A protein phosphatase in abscisic acid- and methyl
jasmonate-induced stomatal closure were revealed.

5. Regulation and function of HKT-type Na* permeable
transporters in rice (Oryza sativa)

We developed a ¢cDNA library screening system using
yeast cells to isolate possible regulators of the OsHKT2;1
Na* selective transporter. OsHKT2;3 and 2;4 genes
encode similar amino acids sharing 93% identity.
OsHKT2;3 and 2;4 were deduced to have Na*-K* co-
transport activity from the sequence of the putative filter-
pore-forming regions. Complementation tests using K*
uptake deficient yeast strain revealed that only OsHKTZ2;4
shows K* uptake activity. Co-expression of OsHKTZ2;3 and
2;4 in yeast cells suggested that OsHKT2;3 would be a
“silencer” of OsHKTZ2;4, which binds and down-regulates
the ion transport activity of OsHKT2;4.
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Group of Crop Genome Modification
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In this group, genetic factors for greater production
efficiency by using transposon-tagging lines and
introgression from wild species and the mechanism of
gene expression by phytohormone are been studied.

1. Characterization of nDart-inserted regions in rice

An endogenous DNA transposon, nDart1-0 (non-
autonomous DNA-based active rice transposon)
identified in a mutable virescent NIL derived from a wide
cross is frequently transposed under a natural growth
condition. In order to reveal characterization of nDart-
inserted regions, nDart-inserted flanking sequences of
06nD23-8, an anomalously elongated internode mutant
was analyzed using the nDartI-0-specific inverse PCR
method. As a result, nDartI-0was found to be inserted in
nine genes located in 8 out of 12 chromosomes, seven of
the genes being inserted in the promoter region. These
results indicated that nDartI-0 tends to be inserted into
the genic region and that the transposition activity of
nDartI-01is very high.

2. Discovery of suppressor of the autonomous element

aDart

So far, two active aDarts responsible for mobility of
non-autonomous element nDartI-0 have been identified.
We found the presence of a dominant Suppressor which
inactivates aDart1-27 in the F2 of the cross between O.
longistaminata-derived progeny and pyl-v plant carrying
active aDart1-27. We are now mapping the Suppressor to
identify the gene.

3. Expression analysis of dormancy related genes in wheat

mutants with reduced seed dormancy

RSD mutants were derived from wheat cultivar, Norin
61, and showed reduced seed dormancy. The differences
of gene expression between RSD32 and Norin 61 were
investigated in embryos at 30 days after pollination (DAP)
by ¢cDNA subtraction and several clones were isolated.
ST49 was specifically expressed in embryos. Although the
expression of ST49 was higher in Norin61 at both 30DAP
and 35DAP, similar expression levels were detected at the
other developmental stages. The sequence of ST49
indicated higher similarity to AAR01634 (rice), MUG21_2
(A. thaliana) and EMB23 (P. glauca). The function of
these genes was unknown, but the expression of ST49
was also reduced in other RSD mutants, suggesting that
ST49 is important for the seed dormancy.

4. Expression analysis of genes related to seed dormancy
and germination in wheat using a microarray.

Abscisic acid (ABA) plays important roles in regulating
the promotion of seed dormancy and inhibition of
germination. We revealed the expression profile of ABA-
or dormancy-related genes in seeds of a wheat ABA-
insensitive mutant by large-scale analysis of expressed
sequence tag. Novel genes which were related to water-
transport, and encoded a protease inhibitor and seed
(storage) proteins were found and their effects on seed
dormancy and germination are being analyzed.
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Our group studies the plant adaptation to
environmental stresses at the molecular level. Especially,
we focus on chloroplast and mitochondrion that derive
from endosymbiosis and participate in the energy transfer
systems of photosynthesis and respiration.

1. Study of Leaf Variegation Mechanisms

The photosynthetic apparatus is constantly damaged by
photooxidation. The quality control of chloroplast
proteins, which are rapidly repaired after damage, is
crucial for minimizing this photodamage. FtsH is a
membrane-bound ATP-dependent metalloprotease and is
involved in degradation of damaged proteins. We have
shown that chloroplastic homologues FtsH2 in
Arabidopsis are the responsible genes of leaf-variegated
mutants, var2 (YELLOWVARIEGATEDZ2). For better
understanding the mechanisms of leaf variegation, we
isolated the suppressor mutant of var2 by molecular
genetic approaches. Map-based cloning of the suppressor
mutant fugl (fu-gaeril) showed that FUG I gene encodes
chloroplast translation initiation factor 2 (IF2) that is
involved in protein translation in chloroplasts. In fugl
mutants, a single amino acid substitution occurred in IF2
protein and chloroplastic proteins translation activity was
impaired. This result suggested that the balance of
synthesis and degradation of damaged proteins is
important for the leaf variegation. To further characterize
the mechanisms of leaf variegation, we also attempted to
visualize abnormal plastids in the white sector of varZ2 by
GFP analysis. We successfully visualized plastids in the
white sectors by expressing chloroplast-targeted GFP.
This result suggested that cells in the white sectors are
active. Observation of plastid DNAs by a DNA-specific
fluorescent dye DAPI showed that plastid DNAs in the
white tissues were organized as nucleoids typically
detected in undifferentiated plastids. Thus, the white
sectors of var2 seem to contain cells with undifferentiated
plastids throughout leaf development.

2. Molecular Characterization of Organelle Inheritance
Since plastids and mitochondria originally derived from

endosymbiosis of cyanobacterium and archbacterium,

respectively, they contain their own DNAs. These
organellar DNAs are unique genetically in that, unlike
chromosomes, they are not inherited from both parents
but inherited only from one parent. The organellar DNAs
encodes proteins related with agriculturally important
traits, such as photosynthetic activity and male
gametophytic development. In general, organellar DNAs
are inherited maternally in higher plants; however, the
underlying mechanism has remained unknown. The
mechanism to exclude male organellar DNAs may be
essential to guarantee the maternal inheritance.

Degradation of organellar DNAs in pollen tissues can be

one of such mechanisms. To clarify the mechanism of

organellar maternal inheritance, we performed the
following analyses.

i) Characterization of Arabidopsis mutants in which
disappearance of organellar DNAs is altered in
developing pollens.

ii) Live imaging analysis of organellar behavior during
fertilization.

iii) Characterization of biparental organelle inheritance
using Medicago truncatula
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We have been studying the physiological function and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Changes in cell wall matrix polysaccharides and
glycoside hydrolases during callus development of
Distylium racemosum.

The amounts of rhamnose, arabinose, and glucose in
the cell walls increased 2-fold, whereas galactose
remained more or less constant during growth. The
amounts of solubilized pectin and hemicellulose
accounted for 17% and 23%, respectively, of cell wall dry
weight. Pectin was composed mainly of uronic acids,
whereas xylose and glucose were the predominant sugars
in hemicellulose. The activities of a -L-arabino-
furanosidase, 1,3-1,4- f -glucanase and 1,3- § -glucanase in
the buffer-soluble protein fraction and f -xylosidase and
a -L-arabinofuranosidase in the LiCl-soluble protein
fraction increased distinctly during callus development.

2. Effect of space environment on plant growth

In space, plants are exposed to the extreme
environment, especially space radiation is suspected to
induce oxidative stress by generating high-energy free
radicals and microgravity would enhance the effect of
space radiation. However, current understanding of plant
growth and responses on this synergistic effect of
radiation and microgravity is limited. Barley was cultured
in a plant growth chamber “LADA” aboard International
space station (ISS) in order to clarify the effect of space
environment on plant growth. The seeds of barley,
Haruna Nijo, were transported to ISS, kept in the Russian
module “Zvezda” over 4 months, and set in the root
module of LADA. The height of plants was about 50 to 60
cm after 26 days of irrigation under 24 hr lighting at 25°C,
which were similar to those of the ground control barley,
indicating that barley growth is not affected by space
environment in ISS. To understand the barley response
to space environment, we determined the expression
levels of defense/stress response genes in space- and
ground-grown barleys by RT-PCR. Total RNA was
isolated from leaf samples of space- and ground-grown
barleys frozen at -80°C and cDNA was produced from the
purified mRNA. The expression levels of heat shock
protein (HSP) gene, reactive oxygen species (ROS)
scavenging gene, and pathogen-related (PR) gene were
analyzed by quantitative RT-PCR. The results showed
that the levels of glutathione-S-transferase (GST),
superoxide dismutase (SOD), catalase (CAT), ascorbate
peroxidase (APX) were higher in the space-grown barley
than in the ground-grown barley by 24, 6, 20, and 4 times,
respectively, while the levels of HSP and RP genes in
space-grown barley were not different from those of
ground-grown barley. These results suggest that the
space environment inside ISS induces oxidative stress in
plants.
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We are focusing on aluminum stress in plants in acidic
soils, and investigating molecular mechanisms of growth
inhibition and tolerance.

1. Electrophysiological characterization of wheat ALMT1
protein expressed in tobacco cells.

The wheat aluminum (Al)-tolerant gene ALMTI
(Aluminum-activated malate transporter) encodes the Al-
activated malate transporter. The electrophysiological
function of the ALMT1 protein was investigated in a
heterologous expression system using tobacco cultured
cells. The anionic efflux current was sensitive to an anion
channel antagonist, and was increased by external Al but
not by lanthanum and gadolinium. Furthermore, the
anionic efflux current was highly selective to malate over
nitrate and chloride. The Al-activated currents measured
in ALMT I-transformed tobacco cells were identical to
those observed in the root cells of wheat. These results
indicate that the ALMTI1 alone functions as an Al-
activated malate channel.

2. Post-transcriptional regulation of wheat ALMT1
function

The transcription level of the ALMT1 gene is positively
correlated with the degree of aluminum tolerance in non-
Japanese varieties of wheat, but is less correlated in
Japanese varieties. Two wheat lines derived from the
same Japanese variety differed in Al-tolerance.
Compared with the Al-sensitive line, the Al-tolerant line
showed a higher capability of the Al-activated malate
efflux and Al-exclusion. However, in these lines, no
significant differences were observed in the degree of the
ALMT1 gene expression and the amount of the ALMT1
protein, suggesting that the efflux was activated by a
post-transcriptional regulation of ALMT1 protein in the
Al-tolerant line. Moreover, in F2 progeny of these lines,
the segregation ratio between Al-sensitive and Al-tolerant
phenotypes was 1 : 3, suggesting that the post-
transcriptional regulation is controlled by one gene.

3. Genetic analyses of a rice mutant sensitive to aluminum

during germination stage

Root growth at germination stage in rice is more
tolerant to Al than that in wheat. A rice mutant
exhibiting Al hypersensitivity at germination stage was
newly screened from the Ry progeny derived from the
regenerated Ry progeny of Nipponbare. The sensitivity to
Al at the germination stage and the growth in the paddy
field of the mutant (R4 ~ R progeny) were investigated in
comparison with those in the wild-type. The mutant
phenotype (Al-sensitive) was found to be dominant over
the wild-type (Al-tolerant), and the mutant phenotype co-
segregated with the dwarf phenotype, suggesting that the
gene controlling Al sensitivity during the germination
stage is necessary for normal growth.
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In this laboratory, the behavioral, physiological and
biochemical functions in insects and related genes are
being studied to develop new techniques for insect pest
control.

1. Identification of novel sodium channel mutation
possibly involved in pyrethroid resistance of the
diamondback moth
The field and laboratory strains of the diamondback

moth were classified into four groups according to the

expression patterns of mutually exclusive exons 18a and
18b in the sodium channel gene. Most of the field strains
expressed transcripts containing 18b more abundantly
than those containing 18a, although both transcripts were
expressed in similar proportions in all of the laboratory
strains. Some other insects expressed a chimeric
transcript comprising parts of 18a and 18b. Deduced
amino acid sequences of the chimeric transcript encoded

M918I at the MI18T site in the housefly. The frequency of

the M918I in the field strains was 5.0%-19.4%. The

chimeric sequences were found to be encoded in the
genome.

2. Electroantennographic responses and field attraction to

peach fruit odors in the fruit-piercing moth

The olfactory responses of adult males and females of
the fruit-piercing moth, Oraesia excavata, to lactones as
specific components among ripe peach fruit odors were
examined by electroantennogram (EAG) techniques and
trap capture in the field. The EAG response was the
highest to y -hexalactone, among the six lactones tested,
but was not as high as that to a mixture of five lactones.
There was no significant difference between males and
females in the EAG responses to those compounds. In the
field experiment, the number of moths captured by traps
baited with a mixture of the five lactones was about half
of that captured by traps with ripe peach fruit, and no
moths were captured by traps with individual lactones.

3. Cold hardiness of Helicoverpa armigera

A proportion of Helicoverpa armigera collected in the
southern part of Okayama Prefecture does not enter
diapause when reared under short days at 20C, but they
enter diapause when they are reared at 15C. To
determine whether such photo-insensitive individuals can
overwinter in fields, the cold hardiness and sugar content
of pupae of these individuals exposed to 0C were
observed. LTs of non-diapausing and diapausing pupae
were 17 and 65 days, respectively, indicating that non-
diapausing pupae cannot overwinter, and diapausing
pupae can overwinter only in the mild winter fields of
southern regions of Japan, and not in the severe winter
fields of northern regions. The trehalose content in
diapausing pupae increased, reaching the maximum level
(2 mg/100 mg) 28 days after exposure to 0C, suggesting
that trehalose plays a cryoprotectant role.
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1. Intragenic rearrangements of a mycoreovirus induced
by the multifunctional protein p29 encoded by the
prototypic hypovirus CHV1-EP713

Mycoreovirus 1 (MyRV1), a member of the

Reoviridae family possessing a genome consisting of 11

dsRNA segments (S1-S11), and the prototype hypovirus

(CHV1-EP713) of the Hypoviridae family, closely related

to the monopartite picorna-like superfamily, infect the

chestnut blight fungus and cause virulence attenuation
and distinct phenotypic alterations in the host. Here we
present evidence for reproducible induction of intragenic
rearrangements of MyRV1 S6 and S10, mediated by the
multifunctional protein p29 encoded by CHV1-EP713. S6
and S10 underwent an almost full-length ORF duplication

(S6L) and an internal deletion of three fourths of the ORF

(S10ss). Three different MyRV1 variants, each containing

S6L, S6L plus S10ss, and S10ss, were generated in p29-

expressing fungal strains originally infected with wild-

type MyRVI1. No significant influence on symptom
induction in the fungal host was associated with the S6L
rearrangement. By contrast, infection with the S10ss-
containing viral strains resulted in slightly greater growth
of aerial hyphae and greater virulence, relative to
infection with wild type MyRV1. These indicate that S10-
encoded VP10 is non-essential for MyRV1 replication, but
contributes to virulence reduction and reduced growth of
aerial mycelia. Furthermore, p29 was found to copurify
with MyRV1 genomic RNA MyRV1 and bind to VP9 in
vitro and in vivo, suggesting direct interactions of p29
with the MyRV1 replication machinery. This study
provides the first example of a viral factor involved in

RNA genome rearrangements of a different virus and

shows its usefulness as a probe into the mechanism of

replication and symptom expression of a heterologous
virus.

2. Orchid fleck virus N and P proteins form intranuclear
viroplasm-like structures in the absence of viral
infection
Orchid fleck virus (OFV) induces an intranuclear

viroplasm in infected plant cells. The transient expression

(agroinfiltration) in Nicotiana benthamiana showed

that coexpression of the two viral structural proteins, N

and P, was sufficient for the formation of intranuclear

viroplasm-like structures (VpLS) in the absence of OFV
replication. When expressed alone, the N protein was
distributed throughout the cell whereas the P protein
accumulated in the sub-nuclear foci. Coexpression of the

N and P proteins results in a shift of both proteins into

the intranuclear VpLS region. The P protein contains a

nuclear localization signal (NLS) between amino acids 120

and 140. Yeast two-hybrid assays verified the N-P

interaction. Taken together, these results suggest that the

intranuclear viroplasm formation requires the N-P protein
interaction and the P protein NLS-mediated nuclear
import of N-P protein complex.
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Our group focuses on microbiological research through
studies on bacterial behavior in the environment,
metagenomic analysis of environmental bacteria, and the
beneficial relationship between microorganisms and
plants. By monitoring bacterial behavior in the
environment, we can evaluate the physiological status of
bacteria of interest, such as those that are able to degrade
toxic chemicals in environmental matrices.

Metagenomic analysis is a recent discipline in
environmental microbiology used to isolate genetic
material directly from environmental samples. We are
using this approach to study bacterial community
structures and to screen for useful genes from these
resources.

Studies on the interaction between microorganisms and
plants can lead to the enhancement of crop production.
These studies are based on our previous research in which
we developed a novel method for the monitoring of
bacterial physiological activity. Since biotechnological
applications are almost limitless, improvement of the
global environment can be achieved through the study of
microorganisms and their interaction in the environment.

1. Establishment of a method for isolation of bacteria with

specific functions

We developed a high-throughput method for isolating a
specific bacterium by fluorescence probe. A metabolite of
biphenyl, 2,3-dihydroxybiphenyl, emits green fluorescence
and was used as a probe for isolation. With the aid of flow
cytometry with sorting apparatus, we successfully isolated
biphenyl-degrading organisms from soil.

2. Detection of horizontal transfer of plasmid in the natural

environment

Horizontal transfer of carbazole-degradative plasmid,
pCARI1, was investigated in the natural environment. We
have constructed a method to detect horizontal transfer of
pCARI1 by using a GFP-tagged plasmid, pCARI1::gfp. Native
bacteria obtained from a lake were used as recipients.
Conjugation was performed by mixing the donor strain
containing pCAR1::gfp with lake water. Transconjugants
which emit green fluorescence were sorted by flow
cytometry, collected on a membrane filter and observed by
fluorescent microscopy. Green fluorescence originating
from expression of GFP was observed. Bacterial cells that
did not form colonies were observed after cultivation on
plate medium, suggesting that there are unculturable
recipient bacteria.

3. Application of symbiotic relationship between plants

and microorganisms

Plants emit various substances, which can be used as
carbon sources or signals to attract microorganisms.
Among these microorganisms, there are bacteria that can
enhance plant growth by synthesizing plant hormones.
Many kinds of bacteria were isolated from plant samples
and characterized in terms of their growth promoting
activity towards crops.
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Our group has been investigating the mechanism of
adaptation to bioenvironmental stresses, using E. coli,
filamentous cyanobacteria, yeast and higher plants.

1. Isolation and characterization of tolerant genes against
Aluminum (Al), heavy metals and oxidative stress from
wild plants, Andropogon and Miscanthus,

To characterize the tolerance mechanisms in wild
plants, we isolated tolerance genes from Andropogon
and/or Miscanthus by two approaches. A) Finger printing
was performed to isolate Al-inducible genes and nine
candidates were obtained. These clones were introduced
into yeast to identify which clones can confer Al tolerant
phenotype,. B) Direct screening of stress-tolerance genes
in yeast was also performed using a constructed cDNA
library. Six candidates conferring tolerance to various
stresses were independently isolated.

2. Characterization of BxmR repressor for gene-
expression of bmtA, bxal and bamR under heavy metal
stress in a cyanobacterium Oscillatoria brevis
The repressor gene of O. brevis, bxmR, binds to an

inverted repeat sequence, 12-2-12 domain, which exists in

the upstream region of the bmtA and baxmR genes.

Moreover, binding affinity of BxmR to the mutant DNA

fragment including 12-2-12 domain was examined by

EMSA. A remarkable effect of Au on the release of BxmR

protein from the promoter region of the bmtA and bxmR

genes was observed by EMSA. This release increased the
gene-expression of bxal, bmtA and bamR in vivo.

Moreover, characterization of the Bxal protein is in

progress using yeast and E. colz as model systems.

3. Development of environmental control system using

slope

We developed an environmental control system using
a pipe laid under the slope ground. Through this pipe,
gravity wind cooled by the low soil temperature was
introduced into the greenhouse to control the high air
temperature in summer. The production of tomato was
increased by cooling the root system using this system.

4. Observation of acid rain in Seto Inland Sea

We have been continuing observation of acid rain for 20
years with co-researchers at Kagawa University.
Acidification of rainwater in Seto Inland Sea is serious. In
Kurashiki, the acidity of rainwater was relatively high in
autumn and low in winter. The high acidity in autumn
resulted from the low concentration of Ca? and NH,* of
rain water.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600
accessions of wild relatives. The subjects of our research
are 1) evaluation of genetic diversity and characteristics,
construction of the barley germplasm database and
worldwide sample distribution, 2) collection and
preservation of barley germplasm and 3) efficient use of
the resources for genome analysis including expressed
sequence tags (EST), molecular markers and DNA
libraries to study the genome-based barley diversity and
the genetic analysis of important traits in barley.

1. Evaluation of barley germplasm
(a) Quantitative trait locus (QTL) analysis of barley seed
dormancy

To access the genetic mechanism of barley seed
dormancy, which may be associated with preharvest
sprouting in small grains including barley, we constructed
a high density linkage map around the QTL on the long
arm of chromosome 5H using a large segregating
population from recombinant chromosome substitution
lines (RCSL). A basic local alignment search tool
(BLAST) search using barley ESTs linked to the QTL
indicated the colinearity of the QTL region in barley
chromosome 5HL and rice chromosome 9L. Estimation of
candidate genes and bacterial artificial chromosome
(BAC) clone screening were conducted based on the rice
genome information. Having finished the BAC
sequencing, we are conducting functional analysis of the
target gene.

(b) Evolutionary process of B -amylase thermostability
in domesticated barley.

High thermostability of [ -amylase is preferable in the
breeding of malting barley varieties. In domesticated
barley, higher thermostability type (A-type) was
predominant in Asia (‘Oriental region’), but moderate in
the ‘Occidental’ region. As a result of the investigation of
wild barley populations, the differentiation of [ -amylase
thermostability was the standing variation of wild barley
populations, and A-type was predominantly distributed in
the southwest Asian populations. This evidence indicated
that the ‘Oriental barley’ originated from southwestern
wild barley populations through the independent
domestication event of ‘Occidental barley’ in Fertile
Crescent.

2. Collection and distribution of barley genetic resources

In addition to seed, cDNA and BAC library (including
individual clones, pooled BAC DNA for screening, high-
density replica membranes and complete clone set of
barley) were distributed with the support of the National
BioResource Project (NBRP).

3. Barley genome analysis

The project ‘Identification of genes of important traits
and their application in barley breeding’ started with the
support of Bio-oriented Technology Research
Advancement Institution (BRAIN). The project aims to
sequence genes on chromosome 3H and isolate genes
responsible for brewing traits and stress tolerances. The
full length cDNA projects on barley are also conducted by
National Bioresource Project and Genome diversity
analysis project by MAFF.
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Table 1. Preservation of wild plant seeds and voucher
specimens (As of November 28, 2008)

Herbarium Seed Live seed
Family 256 224 204
Species 6,236 5,180 3,687
Accessions 59,676 30,174 15,980

1. International survey of Echinochloa species

We surveyed Echinochloa species in Bangladesh.
FEchinochloa picta, E. stagnina, and E. oryzicola are the
first records of that area.

2. Revision of the keys to species of "Seed-Image Database
of Naturalized Plants in Japan"

Since March 2007, our website has released a key to seeds
of naturalized plants in Japan by morphological
characteristics. We reexamined all seed specimens used for
web-database, and greatly enlarged their morphological
descriptions and revised the design of our website. The
revised key to seeds is more suitable to search the seeds.

3. Molecular phylogeny of the Cyperaceae

The nuclear ribosomal DNA of about 100 species of
Cyperaceae was analyzed. Because of the shortage of
nucleotide polymorphisms, the result was not suitable for
detailed comparison with the molecular phylogeny based on
the chloroplast trnK gene. At present, there is no notable
conflict between the molecular phylogeny based on the
nuclear ribosomal DNA and that based on the trnK gene .

4. A systematic study on genus Dioscorea L.

(Dioscoreaceae) in Japan and adjacent areas

Dioscorea species are usually dioecious, rarely
monoecious, scandent herbs. About 600 species are
distributed in the world, and "Flora of Japan" (in press)
treats 14 natives and 1 naturalized species in Japan. Some
Dioscorea species are used as important foods (D.
polystachya, D. alata, D. bulbifera, etc.), medicines (D.
nipponica, etc.) and dye (D. cirrhosa, etc.). Many
systematic problems remain unsolved among the species in
Japan and adjacent areas. As the first stage of collaboration
with Osaka City University, we started a study on the
molecular phylogeny and hybridization of Dioscorea
species.

5. Investigations overseas

(1) South China and Vietnam: Inspection of Echinochloa
species

(2) South India and Bangladesh: Inspection of
Echinochloa species

(3) China and Korea: Vegetation surveys at the following
places: vegetation zones of Mt. Changbai in Prov. Jilin,
China; Quercus secondary scrub for sericulture in Prov.
Liaoning, China; and our permanent quadrat in protected
Quercus forest in Kwangneung (the tomb of King Sejo),
Korea.

6. Ex-situ conservation of the threatened wildlife in Japan

For conserving endangered wild plants in Japan, we are
collaborating with Japan Association of Botanical Gardens
by collecting and preserving their seeds.

7. Flora of Okayama Prefecture

We are contributing as members of the committee for
revision of “Okayama Wildlife List 2003” and “Red Data
Book of Okayama”. We aim at publishing “Flora of Okayama
Prefecture”.
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Our group focuses on molecular biological analysis of
the genes controlling spike morphology and quality
characters of barley and its allied species. Our main
achievements during 2008 are described below.

1. Molecular analyses of the gene for the covered/naked

caryopsis in barley

In contrast to other cereals, typical barley cultivars
have caryopses with adhering hulls at maturity, known as
covered (hulled) barley. However, a few barley cultivars
are a free-threshing variant called naked (hulless) barley.
The covered/naked caryopsis is controlled by a single
locus (nud) on chromosome arm 7HL. On the basis of
positional cloning, we concluded that an ERF family
transcription factor gene controls the covered/naked
caryopsis phenotype. This conclusion was validated by (2)
fixation of the 17-kb deletion, harboring the ERF gene,
among all 100 naked cultivars studied, (27) two x-ray
induced nud alleles with a DNA lesion at a different site,
each affecting the putative functional motif, and (277)
gene expression strictly localized to the testa. Available
results indicate the monophyletic origin of naked barley.
The Nud gene has homology to the Arabidopsis
WIN1/SHN1 transcription factor gene, whose deduced
function is the control of a lipid biosynthesis pathway.
Staining with a lipophilic dye (Sudan Black B) detected a
lipid layer on the pericarp epidermis only in covered
barley. The findings inferred that, in covered barley, the
contact of the caryopsis surface, overlaid with lipids to
the inner side of the hull, causes organ adhesion.

2. Evaluation of insect and disease resistance in a silicon

uptake-deficient rice mutant

We examined the effect of silicon on biotic stress such
as pests and diseases, in a silicon uptake-deficient mutant
Ist1 originating from wild-type rice (cv. Oochikara). When
the mutant was grown in a seedling, silicon did not
accumulate in leaves (about 50-80 mg/g dry weight),
regardless of the silicon amendment. In the paddy field,
however, silicon content increased three-fold (373mg/g
dry weight) in leaves with silicon amendment, compared
with those (117mg/g dry weight) without silicon
amendment. Lesion formation by Magnaporthe grisea
was significantly suppressed in the leaves of the wild-type
plant that had a high silicon content, but not in the leaves
of the mutant that had a low silicon content. Pest
resistance was also observed in the leaves of the wild-type
plant, but not in the mutant. These results indicated that
silicon protects rice plants from damage caused by biotic
stresses.
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Miscanthus sinensis are tolerant to multiple stresses including aluminum, heavy metal stresses and oxidative
stress. Plant Cell Report 27: 951-961.

(2) Nakakihara, E., Kondo, H., Nakashima, S. and Ezaki, B. 2008. Role of N-terminal His-rich domain of Oscillatoria brevis
Bxal in both Ag(I)/Cu(I) and Cd(II)/Zn(1I) tolerance. Open Microbiol. J. (in press).

Q) i A REAE - EARDHOS - LI - i A - SUPIEER 2008, 2O RWEEA T Y Oscillatoria
brevisiCBIF A AU FF AL DT OT7 7 A VIIRIFTEERA A+ OB W7 ax b7 77 4 —Bi%E
&k 3(1):53-61. (Nakashima, S., Hirose, K., Hashimoto, A., Ezaki, B., Yamasaki, Y. and Konno, H. 2008. Effect of
heavy metal ions on the profile of metallothionein in the musty-odor producing cyanobacterium Oscillatoria
brevis. J. Prep. Chromatogr. 3(1):53-61).

(4) LR - RS - SEFRER 2008, HHEOI U M T T4 =X BB RIREEORBE. s a< 757
1 —WF7e&iE  3(1):62-64. (Yamasaki, Y., Nakashima, S. and Konno, H. 2008. Purification of starch-degrading
enzymes by various chromatography. J. Prep. Chromatogr. 3(1): 62-64)

(5) Yamasaki, Y., Nakashima, S. and Konno, H. 2008. Pullulanase from rice endosperm. Acta Biochim. Polon. 55: 507-510.

AE - BEEWMERMAELE > 2 — (Barley and Wild Plant Resource Center)
KZ 7 )V—7 (Group of Barley Resources)

(1) Okada, Y., T. limure, K. Takoi, T. Kaneko, M. Kihara, K. Hayashi, K. Ito, K. Sato and K. Takeda. 2008. The influence of
barley malt protein modification on beer foam stability and their relationship to the barley dimericr-amylase
inhibitor-I (BDAI-I) as a possible foam-promoting protein. J. Agric. Food Chem. 56: 1458 1464.

(2) Taketa, S., S. Amano, Y. Tsujino, T. Sato, D. Saisho, K. Kakeda, M. Nomura, T. Suzuki, T. Matsumoto, K. Sato, H.
Kanamori, S. Kawasaki and K. Takeda. 2008. Barley grain with adhering hulls is controlled by an ERF family
transcription factor gene regulating a lipid biosynthesis pathway. Proc Natl Acad Sci USA 105: 4062-4067.

(3) Sato, K., K. Hori and K. Takeda. 2008. Detection of QTLs for Fusarium head blight resistance among top-cross derived
progenies in two-row barley. Molecular Breed. DOI 10.1007/s11032-008-9195-1.

(4) Takahashi, H., M. Noda, K. Sakurai, A. Watanabe, H. Akagi, K. Sato, K. Takeda. 2008. QTLs in barley controlling
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seedling elongation of deep-sown seeds. Euphytica DOI 10.1007/s10681-008-9720-7.

limure, T., K. Takoi, T. Kaneko, M. Kihara, K. Hayashi, K. Ito, K. Sato, K. Takeda. 2008. A novel prediction method of
beer foam stability using protein Z, barley dimeric alpha amylase inhibitor-I (BDAI-I) and yeast thioredoxin. J.
Agric. Food Chem. 56:8664-8671.

Rikiishi, K., D. Saisho and K. Takeda. 2008. Uzu, a barley semi-dwarf gene, suppresses plant regeneration in calli
derived from immature embryos. Breed. Sci. 58: 149-155.

Mochida, K., D. Saisho, T. Yoshida, T. Sakurai and K. Shinozaki. 2008. TriMEDB: A database to integrate transcribed
markers and facilitate genetic studies of the tribe Triticeae. BMC Plant Biology 8: 72.

Iimure, T., N. Nankaku, M. Watanabe-Sugimoto, N. Hirota, T. Zhou, M. Kihara, K. Hayashi, K. Ito, K. Sato: Identification
of novel beer haze-active proteins originating from barley through proteome analysis. Journal of Cereal Science
(in press)

Schulte, D., A. Schulman, A. Graner, G. Muehlbauer, K. Sato, N. Stein, P. Langridge, R. Waugh, R. P. Wise, T.
Matsumoto, T. J. Close: Focus Issue on Grasses -barley-. Plant Physiology (in press)

Wicker, T., S. Krattinger, E. S. Lagudah, T. Komatsuda, M. Pourkheirandish, T. Matsumoto, S. Cloutier, H. Kanamori,
K. Sato, D. Perovic, N. Stein, B. Keller: Analysis of intraspecies diversity in wheat and barley genomes identifies
breakpoints of ancient haplotypes and provides insight in the structure of diploid and hexaploid Triticeae gene
pools. Plant Physiology (in press)

Konno, H., Y. Yamasaki, M. Sugimoto, K. Takeda. 2008. Differential changes in cell wall matrix polysaccarides and
glycoside-hydrolyzing enzymes in developing wheat seedlings differing in drought tolerance. J. Plant Physiology
165:745-754.

Tanaka, N., S. Niikura, K. Takeda. 2008. Relationship between earliness of head formation and developmental
characteristic of cabbage (Brasica olerecea L.) in two different growth seasons, autumn and spring. Breed. Sci.
58:31-37.

Tanaka, N., S. Niikura, K. Takeda: Inheritance of cabbage head formation in crosses of cabbage x ornamental cabbage
and cabbage x kale. Plant breeding (in press)

Rikiishi, K., T. Matsuura, M. Maekawa, K. Takeda. 2008. Light control of shoot regeneration in callus cultures derived
from barley (H. vulgare L.) immature embryos. Breedibg Science 58:129-135.

Hirota, N., T. Kaneko, K. Ito, K. Takeda: Diversity and geographical distribution of seed lypoxygenase-1 thermostability
types in barley. Plant Breed. (in press)

Sameri, M., S. Nakamura, S. Nair, K. Takeda, T.: Komatsuda: A quantitative trait locus for reduced culm internode
length in barley segregates as a Mendelian gene. Theol. Appl. Genet (in press)

¥ EMEY 7 Vv — 7" (Group of Wild Plant Science)

(1

@)

A W (B1E) . 2008 RO 5ZEHF pp9l-112. 52 5 JE - M - HOMREXE. 75k&. B5l. (Enomoto,
T. 2008. Picture book of weeds in garden and cultivated land. pp. 91-112. Banraisha. Tokyo.)

FEIREE - ANEHT - B A 2008, B WS T EER Y B . 8 80T 2 B AR fERE 7 230 1-74.
(Kariyama, S., Kobatake, H. and Enomoto, T. 2008. Vascular plants in Setouchi City, Okayama Prefecture,
Southwestern Honshu, Japan. Bull. Kurashiki Mus. Nat. Hist. 23: 1-74.)

FRIREE - NEH - B e 2008, B 1L E O R AL R (19). &8Ol 37 H A L BRI 8 R 230 111-115.
(Kariyama, S., Kobatake, H. and Enomoto, T. 2008. New records of naturalized plants of Okayama Prefecture,
Southwest honsyu, Japan (19). Bull. Kurashiki Mus. Nat. Hist. 23: 111-115.)

BAR #2008 WREDEMIZEZ 5V A L 2780k, B 504: 24. (Enomoto, T. 2008. Orostachys japonica
on the roof of old houses are reducing dramatically. The Nature Conservation 504: 24.)

Ezaki, B., Nagao, E., Yamamoto, Y., Nakashima, S. and Enomoto, T. 2008. Wild plants, Andropogon virginicus L. and
Miscanthus sinensis Anders, are tolerant to multiple stresses including aluminum, heavy metals and oxidative
stresses. Plant Cell Rep. 27: 951-961.

Nishida, T., Yamashita, N., Asai, M., Kurokawa, S., Enomoto, T., Pheloung, P. C. and Groves, R. H. 2008. Developing a
pre-entry weed risk assessment system for use in Japan. Biol. Invasions (Published online: 23 August 2008)

A - I R N 2008. HARIZBT 2 X)) 7 ¥ v 7 ¥ D5 A DAL & BUIR. MERATZES3 (B):

29. (Enomoto, T., Yamashita, J. and Ozawa, Y. 2008. Naturalization and dissemination of Andropogon
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virginicus in Japan. J. Weed Sci. Tech. 53 (Suppl.): 29.)

(@) WM A BIAR H 2008, B IR EIEAEF WL - HAR DI {E 7 — & X — X OFERGET. MR
7% 53(%)): 134. (Yamashita, J.and Enomoto, T. 2008. Reexamination and revision of the seed-image database of
naturalized plants in Japan, Research Institute for Bioresources Okayama University. J. Weed Sci. Tech. 53
(Suppl.): 134)

(9) Yamashita, J. and Tamura, M. N. 2008. A new species of Dioscorea (Dioscoreaceae) from Japan. Acta
Phytotaxonomica et Geobotanica 59(1): 51-53.

BB IRFEREEANT 7V — 7 (Group of Genetic Resources and Functions)

(1) Taketa, S., Amano, S., Tsujino, Y., Sato, T., Saisho, D., Kakeda, K., Nomura, M., Suzuki, T., Matsumoto, T., Sato, K.,
Kanamori, H., Kawasaki, S. and Takeda, K. 2008. Barley grain with adhering hulls is controlled by an ERF family
transcription factor gene regulating a lipid biosynthesis pathway. Proceedings of the National Academy of
Sciences, U.S.A. 105:4062-4067.

(2) Nakata, Y., Ueno, M., Kihara, J., M. Ichii, Taketa, S. and Arase, S. 2008. Rice blast disease and susceptibility to pests in
a silicon uptake-deficient mutant lsil of rice. Crop Protection 27: 865-868.
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EBRAEBIO YUY RI T A
(List of International Conferences and Symposia)

FERERDR - #If0EBPY (Division Functional Biology and Genetics)
TEREBE T 7 )V — 7 (Group of Nuclear Genomics)

(1) Murata, M., Yokota, E. Minichromosomes in Arabidopsis thaliana. 20" Internat. Congress of Genetics, Berlin,
Germany, July 12-17, 2008.

(2) Murata, M., Yokota, E., Shibata, F., Kashihara, K. Centromere breakage generated by T-DNA-insertion in Arabidopsis
thaliana. 20™ Internat. Congress of Genetics, Berlin, Germany, July 12-17, 2008.

(3) Nagaki, K. Visualization and detection of chromatin status by immunostaining and chromatin immunoprecipitation. 3rd
Asian Chromosome Colloquium, Osaka, December 1-3, 2008

VEWIRE-F-WE9E 77 v — 7 (Group of Crop Seed Science)

(1) Yamasaki, Y., Nakashima, S. and Konno, H. f-Amylase in millet seeds germinated under acidic stress. 45th Congress
of the European Societies of Toxicology, Rhodes, Greece, October 5-8, 2008.

(2) Matsunaka, H., Chono, M., Noda, K., Himi, E., Seki, M., Fujita, M., Kubo, K., and Kokubun, M. Identification of R gene
genotypes in Japanese wheat cultivars. 11th Int.Wheat Genet. Symp. (Brisbane, Australia) Aug.24-29, 2008.

A b L A% 7 )V —7 (Group of Plant Stress Physiology)

(1) Ma, J. F. Influx and efflux transporters of silicon in higher plants. Final Meeting of the DFG-Priority Program 1108.
“Dynamics of Plant Membrane Transport”. Schlob Hirschberg, Germany, May 19-21, 2008.

(2) Ma, J. F. Transporters involved in iron acquisition and xylem loading in gramineous plants. XIV International
Symposium on Iron Nutrition and Interactions in Plants. Beijing, China. Oct. 11-16, 2008.

(3) Yokosyo, K., Ueno, D., Yamaji, N., Mitani, N. and Ma, J. F. Functional analysis of OsFRDLI1, a citrate transporter
involved in Fe translocation in rice. XIV International Symposium on Iron Nutrition and Interactions in Plants.
Beijing, China. Oct. 11-16, 2008.

(4) Ueno, D., Yano, M., Kono, I., Ando, T., Yokosyo, K. and Ma, J. F. A major QTL controlling cadmium accumulation in
rice. XIV International Symposium on Iron Nutrition and Interactions in Plants. Beijing, China. Oct. 11-16, 2008.

(5) Ago, Y., Mitani, N., Yamaji, N., Iwasaki, K. and Ma, J. F. Differential uptake of silicon in two cultivars of pumpkin.
Silicon in Agriculture Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct. 26-31, 2008.

(6) Brunings, A.M., Datnoff, L.E., Ma, J.F., Mitani, N., Nagamura, Y. and Rathinasabapathi, B. Transcriptome analysis of the
silicon-magnaporthe grisea interaction. Silicon in Agriculture Conference South Africa 2008. KwaZulu-Natal,
South Africa. Oct. 26-31, 2008.

(7) Datnoff, L.E, Ma, J.F. and Mitani, N. Influence of insoluble and soluble silicon on leaf blast development in rice. Silicon
in Agriculture Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct. 26-31, 2008.

(8) Kindomihou, M.V., Ma, J.F., Mitani, N., Kazunori, T., Sinsin, B., Matsumae, N. and Meerts, P. Effects of silica gel supply
on leaf silica concentration, other traits and covariations within six tropical fodder grass species grown in humid
conditions. Silicon in Agriculture Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct. 26-31, 2008.

(9) Mitani, N., Yamaji, N. and Ma, J.F. Characterization of silicon transporters from rice and maize. Silicon in Agriculture
Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct. 26-31, 2008.

(1) Mitani, N., Chiba, Y., Yamaji, N. and Ma, J.F. Silicon transporters in maize and barley-comparison of silicon transporters
in different plant species. Silicon in Agriculture Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct.
26-31, 2008.

(1) Rodrigues, F.A., Dallagnol, L.J., Resende, R.S. and Ma, J.F. Silicon in the control of diseases on rice, sorghum, and
soybean. Silicon in Agriculture Conference South Africa 2008. KwaZulu-Natal, South Africa. Oct. 26-31, 2008.

(12 Yamaji, N., Mitani, N. and Ma, J.F. Silicon transporters in rice. Silicon in Agriculture Conference South Africa 2008.
KwaZulu-Natal, South Africa. Oct. 26-31, 2008.
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AR EANT 7 v — 7 (Group of Molecular and Functional Plant Biology)

(1) Katsuhara, M., Chung, G.C., Sugimoto, G., Rhee, J.Y., Kaneko, T., Horie, T. PIP aquaporins and water relations in
barley roots under salt stress. Gordon Research Conference — Salt & Water Stress In Plants (Big Sky Resort,
USA) 20084E9H7H-12H

(2) Horie, T., Ssugimoto, G., Kaneko, T., Shibasaka, M., Katsuhara, M. Transcriptional Regulations and Water Transport
Activity of PIP-type Aquaporins in Roots of Barley. Gordon Research Conference — Salt & Water Stress In Plants
(Big Sky Resort, USA) 20084F9H7H —12H

(3) Horie, T. Physiological roles of HKT-type transpoerters/channels in salinity tolerance and growth in plants. Gordon
Research Conference 3 Salt & Water Stress In Plants (Big Sky Resort, USA) 20084£9H7H — 12H

(4) Katsuhara, M. Water transport in rice and Graminean plants: from whole plant to aquaporins. Beijing Botanical Society

Workshop (AEHRIMRSER S, i NIRIEAIE) 2008411 H29H

Ye®r 7 55/ 7 )V —7 (Group of Crop Genome Modification)

(1) Rikiishi, K., Saisho, D. and Takeda K. Uzu, a barley semi-dwarf gene, suppresses plant regeneration in calli derived
from immature embryos. 10™ International Barley Genetics Symposium. Alexandria, Egypt, April 5-10, 2008.

B 7 MBERRE 7 )V — 7 (Group of Environmental Signaling Systems)

(1) Sakamoto, W. Functional analysis of chloroplast FtsHs involved in protein quality control. Gordon Research
Conference on Mitochondria and Chloroplasts. Biddeford, Maine, USA, August 10-15, 2008.

(2) Sakamoto, W. Functional analysis of chloroplast FtsHs involved in protein quality control. Japan-Switzweland
Workshop on Photosynthetic Adaptation and Chloroplast Dynamics. Nara, Japan, October 7-11, 2008.

(3) Matsushima, R., Hamamura, Y., Higashiyama, T. and Sakamoto, W. Mitochondrial dynamics in plant male gametophyte
studied by fluorescent live imaging. Frontiers of Sexual Plant Reproduction III. Tucson, Arizona, USA, October
17-19, 2008.

(4) Sakamoto, W. Organelle DNA degradation during pollen development: a genetic study in Arabidopsis. International
Symposium on “Bacteria made organelles made eukaryotic cells”. Tokyo, Japan, November 29-30, 2008.

g5 T-A:4b5= 7 v — 7 (Group of Cytomolecular Biochemistry)

(1) Yamasaki, Y., Nakashima, S. and Konno, H. f -Amylase in millet seeds germinated under acidic stress. 45th Congress of
the European Societies of Toxicology. Rhodes, Greece, Octorber 5-8, 2008.

(2) Sugimoto, M., Shagimardanova, E., Gusev, O., Bingham, G., Levinskikh, M. and Sychev, V. Expression of
stress/defense-related genes in barley grown under space environment. 37" COSPAR Scientific Assembly.
Montreal, Canada, July 13-20, 2008.
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IRIERICHFHEBPY (Division of Environmental Response Analysis)
BRI R MRE 7 )V — 7 (Group of Insect Physiology and Molecular Biology)

(1) Sonoda, S. Amino acid substitution and alternative exon usage of the para-sodium channel a -subunit genes from
strains of the diamondback moth with different sensitivity to a pyrethroid. 4™ Pan Pacific Conference of Pesticide
Science. Honolulu, Hawaii, USA, June 1-5, 2008.

WY - AWM EAER 77 Vv —7 (Group of Plant-Microbe Interactions)

(1) Suzuki, N. and Faruk, M. I. A host factor, NAM-1, associated with hypovirus symptom expression in the chestnut blight
fungus. 27" Annual Meeting of American Society for Virology, Ithaca, New York, USA , July 12-16, 2008

(2) Sun, L.-Y. and Suzuki, N. The multifunctional protein p29 encoded by the prototypic hypovirus CHV1-EP713 induces
intragenic rearrangements of a mycoreovirus. The First International Mycovirus Workshop in Japan. Kurashiki,
Japan , April 29-May 1, 2008.

(3) Eusebio-Cope, A., Faruk, M. 1., and Suzuki, N. Chracterization of mutants of the chestnut blight fungus showing
unusual hypovirus symptoms. The First International Mycovirus Workshop in Japan. Kurashiki, Japan, April 29-
May 1, 2008.

(4) Andika, LB., Rahim, M. D., Han C. G., Kondo, H. and Tamada, T. Beet necrotic yellow vein virus RNA4-encoded p31
is involved in efficient vector transmission, symptom severity and silencing suppression in roots. The First
International Mycovirus Workshop in Japan. Kurashiki, Japan, April 30- May1, 2008.

(56) Andika, I.B., Rahim, M. D., Kondo, H. and Tamada, T. Evidence that beet necrotic yellow vein virus has anenhanced
activity of RNA silencing suppression in roots. 7th Symposium of the International Working Group on Plant
Viruses with Fungal Vectors. Quedlinburg, Germany. August 31-September 4, 2008.

(6) Tamada, T., Andika, I. B. Chiba, S. Miyanishi, M. Han C. G. and Kondo H. Geographical variation, virulence and  short-
term evolution of beet necrotic yellow vein virus. 7th Symposium of the International Working Group on Plant
Viruses with Fungal Vectors. Quedlinburg, Germany. August 31-September 4, 2008.

(7) Tamada, T. Chiba, S. Miyanishi, M. Andika I. B. and Kondo, H. The p25 protein of beet necrotic yellow vein virus has a
dual function as a virulence and avirulence determinant in leaves of Beta vulgaris plants. 7th Symposium of the
International Working Group on Plant Viruses with Fungal Vectors. Quedlinburg, Germany. August 31-September
4, 2008.

AR RESENT 7 Vv — 7" (Group of Applied Microbiology)

(1) Kimbara, K., lijima, S., Tanaka, A., Shintani, M., Nojiri, H., and Kawai, F. Detection and assessment of behavior of
bacteria and construction of a method for isolation of bacteria with specific functions. The 24th RIB International
Symposium. Okayama, Japan, Jan. 25, 2008.

(2) Tani, A., Akita, M., Kawaguchi, K., Yurimoto, H., Sakai Y., Murase H., Kimbara K., Plant-growth promotion by
methylobacteria. Molecular basis of microbial one-carbon metabolism, Gordon Conference, Bates college,
Lewiston, ME, July 20-25, 2008.

(3) Akita, M., Murase H., Tani A., Lehtonen M., Valkonen J.P.T., Racomitrium canescens as a material for greening and
physiological study.MOSS 2008, The annual international symposium for moss experimental research Tampere,
Finland. August 15-18, 2008.

(4) Kimbara, K., Iijima, S., Kanesaka, T., and Tani A. Detection and assessment of physiological activity of thermophilic
bacteria during aromatic compounds degradation. JSPS-NRCT Asian Core Program Joint Seminar, Khon Kaen,
Thailand, Dec. 1-3, 2008.
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A ar BRI 77 )V — 7" (Group of Adaptation to Bioenvironment)

(1) Ezaki, B. Wild plants including Andropogon virginicus L and Miscanthus sinensis show high tolerance to
aluminum, heavy metal stresses and/or oxidative stress by combination of their tolerance mechanisms.
International Conference on Molecular Biology and Biotechnology. Banasthali, India, October 19-21, 2008.

(2) Maitani, T. Tanakamaru S. and Miyashita, K. A method of seawater desalination using solar energy. International
Symposium on Agricultural Meteorology 2008. Shimonoseki, March 21-22, 2008, p.112.

(3) Yamasaki, Y., Nakashima, S. and Konno, H. 8 -Amylase in millet seeds germinated under acidic stress. 45th Congress of
the European Societies of Toxicology, Rhodes, Greece, October 5-8, 2008.

KRZE - BEEMEBRMAZE > 2 — (Barley and Wild Plant Resource Center)
KZ& 27"V —7 (Group of Barley Resources)

(1) Kihara M., N.Hirota, T. S. Zhou, T. Iimure, T. Hoki, K. Hayashi, K. Ito, K. Sato: QTL analysis for malting characteristics
based on the high density mapping populations of malting variety, Haruna Nijo, and Hordeum spontaneum,
H602. The 10th International Barley Genetics Symposium. Alexandria, Egypt, April 5-10, 2008.

(2) Timure, T., N. Nankaku, N. Hirota, T. S. Zhou, M. Kihara, K. Hayashi, K. Ito, K. Sato: Proteome analysis of wort, boiled
wort, and beer proteins. The 10th International Barley Genetics Symposium. Alexandria, Egypt, April 5-10, 2008.

(3) Sato, K., Y. Kohara K. Takeda: Sequencing Activities On Japanese Malting Barley Haruna Nijo. Plant & Animal Genome
XVI. San Diego, USA, Jan. 12-16, 2008

(4) Sato, K.: Barley genome analysis in Okayama University. Rice annotation project 5, Tokyo, Nov.14-15, 2008.
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B XY YR IT AFEEK

(List of Domestic Conferences and Symposia)

FEBERA S - HIMIERPY (Division of Functional Biology and Genetics)
TEREBE T 7 )V — 7 (Group of Nuclear Genomics)

(1) REEZ - MRS - BAHEE - SPHE R - BB - AR | CENH3IC X 2Bk V= 27 4 7 A, HAR
BIRFEHESMKE. ZFEW. 20084E9H3-5H. (Nagaki, K., Kashihara, K., Wakimoto, M., Terada, K.,
Yokota, E., Murata, M.: Epigenetics in centromeres. 80™ Annual Meeting Genetics Soc. Nagoya, Sept. 3-5, 2008)

(2) BEHPLT - RBGEZ - SHE D oA X F X FERI =4k 6 Hkoti/hjetafk. HARBRFAREON KRS, 4
WEM. 200849H3-5H. (Microchromosomes derived from minichromosome & in Arabidopsis thaliana. 80"
Annual Meeting Genetics Soc. Nagoya, Sept. 3-5, 2008)

(3) /AL - MEER - A HEE  MidgetHe Rk 2 £ 85% 2 2 FRMOESTHNT. HARBIZFERHSOM KRS, bR
. 200849H3-5H. (Ogura, Y., Kashihara, K., Murata, M.: Analysis of ESTs from a common wheat line carrying
the midget chromosome. 80™ Annual Meeting Genetics Soc. Nagoya, Sept. 3-5, 2008)

(4)  RWEZE Y OB EARRE B R O, IR N Getufk i 2850k & (A S Bk . KRB, 20084121
1-3H. (Nagaki, K.: Analyses of plants kinetochore components. 59™ Annual Meeting Chromosome Soc., Osaka,
Dec. 1-3, 2008)

YEWMFE 1092 7 Vv — 7 (Group of Crop Seed Science)

(1) i EA, hE O SHRR T I EERMELLIEEIRVAAOERD g - VIV T —EIZHT S
Whge. H AR bR I E S ER 22 ma#E . BHGL. 200849 H 12,13 H (Yamasaki, Y., Nakashima, S. and
Konno, H. Multiple forms of a -glucosidase from rice seeds that show scarce f -amylase activity. 22th Meeting of
Chu-Shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Tottori, September 12-
13, 2008.)

) A, e . SRR X e — 7 I 7 - CHEBREEMD S D a — 7 I 7 — O LR 30
<~ NT 74 —WIgEHRFEKS. B 20084E 4H19 H. (Yamasaki, Y., Nakashima, S. and Konno, H. Purification
and properties of a -amylase from crude a -amylase preparation of barley malt. The Third Meeting of Preparative
Chromatography Association, Kurashiki, April 19, 2008.)

() Wl A TORSC—, IR R, SEFRERE ORI T VBRI TESEOER O, sy ua< 757 4 —
M7essE 4, Ak, 20084F 4H19 H. (Nakashima, S., Ezaki, B., Yamasaki, Y. and Konno, H., Analysis of response
of the filamentous cyanobacterium Oscillatoria brevis against heavy metals. The Third Meeting of Preparative
Chromatography Association, Kurashiki, April 19, 2008.)

) BPHME  RIEEPE - 202054, BISHMIEEFNES. A%, ARl RAA2008425/19,10H (Noda, K. Study on
preharvest sprouting-20 years. 13th Annual meeting of preharvest sprouting, Kurashiki, May 9 and 10, 2008)

(5) AT - MEBFEEF - BPHIADS - KRS - BIE T - BRHUHE - ACREEE] - ElHUE © HARD T A F RO Rz {4
Bz F R) ORE. BEPREI4ANERS BEEFZE1050M2. pp260. #E IR KA, 20084:10H12,13
Ho (Matsunaka, H., Chono, M., Noda, K., Himi, E., Seki, M., Fujita, M., Kubo, K., and Kokubun, M. Identification
of grain color genes (R) in Japanese wheat cultivars. Shiga Pref. University, Hikone, Oct. 12,13. 2008)

(6) ¥FHAIZ : DFR@IEF7> 5 A7z a A ¥ oifl. INEEREREES. B, X30E, 20084E12H 6 H (Noda, K. : Wheat
evolution based on the sequences of DFR gene, Sanyo breeding Soc., Kurashiki, Geibun house, Dec. 6, 2008)

i A b L 2427 )V —"7 (Group of Plant Stress Physiology)

D B BHE ALXOTVIZYAMEICHEET 2RIES £ 7ABC T Y AR—F — DT, HARRY A B NES,
ALIBE, 20084:3)JJ20H ~22H

(2) IWHER - =5% /A% - Xiao-Yan Xu - Steve P. McGrath * Fang-Jie Zhao « 5 H# : £ 2O RRIUCBIF L7 A4
RO S HARMY A A FEs, LB, 20084E3H20H ~22H

Q) =ZHmEEFE -l - 5 B Py EuIT oS A RNV AKR—Y —OFE. HARMYABY RS, LI,
20084E3H20H ~22H

4) TERET - Z5ZRFT - s - B B AT 2AFICBILTZAB TV AR—F — 0. HANY AR
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R4S, ALBE, 20084E3H20H ~22H

FEPRE - REFEARS - IV O A - LR - B OB A A0 EEA~OS F Iy AHERICES T 5QTLMEN. H
RAY PR 42, LR, 20084-3H20H ~22H

BEOEAER] - BB R - IHER - A RRF N B A LAOBKBIHITLZ I VBRI T VARS8 —
OsFRDL1DAEREMFAT. H AN R4Sy, AL, 20084F3H20H ~22H

B B A AOr A BT Y AR—F —. HAREZELES, S5E, 2008F3H26H~27H

B e - mES - S8R RF - TERET MO r A5 Y AR=—F —OFE. HEIMFT U AR—F —
WF7e 44, HHB, 20084E6 H7H ~8H

B OESE  ME SO I AT VR ML RIS A ORISR, HABEFAE0E RS, 4R, 20084E9
H3H~5H

B % - (LR - B %HAZF - Fang-Jie Zhao © 4/ A O L FWIUCE TS T VAR —F —OFE. HARTEE
BHARAES, AR, 20084E9H9H ~13H

A - % 918k - RS R - B B8 A AREFEHRFSTARIC X 2 7V 3 =7 Atk &E R 1 o St Bl .
HA IR SRS, AfE, 2008429090 ~13H

REIEAER - BUpRE - LR - =85 RE - B B YOS B A L AIZBI1TF 5 MATERIE T DO RE T
HA LR SES, 4R, 20084:9H9H~13H

OIS - MR - TESAT B OB TV I o AR E BRO Kl L FIEE T oS v ¥
7. HARTEER YRS, AhE, 2008FE9H9H ~13H

REPRE - REPER - B NO R - SR - AUERER - B B D A Aol B~ FI Y AERHICHET 5
QTLM#NT. HATIEIEKRARES, A&, 200849H9H~13H

SRBAE . TRMRET - hES - B B% B2 ARHEWH RO A B N T v AR =5 — SN0 LERR
Br. HARTHEERYS R4S, AR, 2008F9H9H ~13H

ERET- - ZALERT - ER - BRES B B8 A RF v 2 WO S A BRIDUEE T, B A TR
RS, LR, 20084E9H9H ~13H

B A% EREAICBUAHWI ANV T Y AR—F —%. HABRZLSAEW RS, T8, 200849
H12H~13H

B O THBET - IER - SASRE - BIFEZ D ARF Yy RO DO A BRWIDUERE & B ST oM
B, HARTHR S SBCES, 5, 20084E11H28H

ANIARTE - REPRES - B B B4 AWMEICBIT A S NI AEREO K. OARTIEIRR A EE,
B, 2008411 28H

% H$%  Silicon Transporters in higher plants. #5311 H AR T-AWFRES, $HB81M HAELFEFESREEGFRK
&, M, 20084:12H9H ~12H

T HEPRBRRERAT 77V — 7 (Group of Molecular and Functional Plant Biology)

(1)

ISR, TSR BT, IR, BREAR, AFRGEGA. M0 M. fEISRIT © a4 XF X FOREBEEA ML A
FHEVERE b v AR — & —ERD6DOHEREMAT. BMB2008 (4531101 H AR5 T 25 4ES - 881 H ARA (bR 4
K& AFAKE) (L) 2008412H9H-12H

TR, HFREAR DA PLAZBTICBIT 24 4 AXRoKEEME. 42 9 HRAZES (T3) 200841177
H-8H

HIEEAR, BARTGA O R R 54 4+ 2 F 2 ORI B T 2 FREER T 7 7R v o538, % 2 9 B
J¢4x (T-3%) 20084E11H7H —8H

BATTR. WL, Ayalew Ligaba, fE¥#iE. HEEAR [+ AFFEIREREM T 7 78 Y ORH LR IO
WA ML AL ESEOZEOMN. HARMYYRE 7 2MKE (B 200849H25H-27H

FEBTRE. HELFSE, HEEOR, KJIZEE—IE. s, FRIE DA DMLV ARATICBIT 24 F 4 TR O
DAL L GG EE O SRR 2. H AW 226055 2 (L) 200849 H24H-25H

HEER: 707 MEELBAEOHHIZOW T, MILKFEFAEME AR Lt 7o o = 7 AR
& WA (Wil 200848 H4H

HEEAR: ay7) - Mgbt7oy 7. P2 0FEE1RTL O Y — X4 LK) 20084 7 H28H

FFEAR Al LK &Rz D, 453K F % = HRHE —FREL &l & [0 O A HERIREIOBIR &L K] 2008
dETH25H
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9) @18z HFEIEAR 4 A FRITBIT 2 KEBENED 729 Opressure chamberfERE & B OME. 52 8 [
WIFFEes (1ILa) 20084E5H10H

(1) Majid Mahdieh, 3R{IZHH, HIEEKR @ #8372 7R v Ok - B EBRoKEREORIE. 42 8 mIRFES
(Ih11) 20084E5H10H

) HEEA B oIk & BYE - BIFAWFHEIERT OB D M L e, SHoE 7 9 A5 — - 2 afgiEs
V—TiliES 20084E4H17H

) AREESR, EAEA. AEM, HEEKR < XV A Y 2HIZBIT S T ALY OB, F5
2 M HASHBRERSKE Wik) 20084:3H26H-28H

B I, AR TR WS BIR BK L F AFFERERER 7 2 7 R ) L OSRBHIE & KRR, AR
T AR B2 220084 BE 4R (JbifgaE) 20084E3H20H-22H

) ZER=ARGE, HIE BOR  BARYOEETIIBWM A ML AZRSBIHICL > TEMLTWA., AR AMSES
20084 FEAE 2y (AbifgiE) 20084E3H20H-22H

B AREFHE, HIFEEAR, BEHEE. PR MEAE., ARG 43252727 7K YPcPIP2;20 Y AL
(2 & B KEE TR PEANEN.  H AR A B2 452008 4R 4R 4 (ki) 200843 H 20 H-22H

(16) Azad-Abul Klam., HJEFEAR, #ZE5A. A2, 48H3Y © Xenopus oocyte & Pichia pastoris TR I /2 F 2 —1) v
FRFHET 72 TR ¥ OKEREIGENE AT T ZTgPIP2;213 ) Y LIC L o THII S h 5. H AR A Ha25
200847 FEAE 4 (dbifgiE) 200843 H20H-22H

) T HIFEKR © EERYORER & KF v 2. §550E 0 AR RES AN RS (FEk) 200843 14H-31
17H

®) AREES, EAEA. KRB, BEER AV AT TRIZBIF A F AL B A ADOLRIH 02 R L fl e
A A ADTRREIZYE 2 5 3%, 55 HAERBA AWM KRS (FRiR) 2008435 14H -3H17H

YeW o ) 2 EFREZ Vv — 7 (Group of Crop Genome Modification)

(1) FMAZET, PNEE, WIPHEE @ 2 2 FFKRIRZREREOM BT 2~ 707 LA . HREREES
113G &, WH, 3H28H-29H, 2008. (Utsugi, S. , Nakamura, S. and Maekawa, M.: Expression analysis in
seeds of a non-dormant wheat mutant using a microarray. Thell3th meeting of Japanese Society of Breeding.
Mar. 28-29, 2008, Tokyo)

(2) BAEY - §i)IHEE - Eun Chang-Ho - EARMST - SEHEA - AR —K - U@ 0 4 A DDarth b7 Y ARV ¥ @
AABLYYEA XFAFAORE R L 5. HAGTMHERH113M s, B, 3J28H-29H, 2008.
(Shimatani, Z., Maekawa, M., Eun, C.-H., Takagi, K., Terada, R., Tsugane, K. and lida, S.: Transformation of the
rice Dart transposons into rice and Arabidopsis thariana and their transposition. The 113th meeting of
Japanese Society of Breeding. Mar. 28-29, 2008, Tokyo)

(3) Eun Chang-Ho * BT - BAET - R —F - WillIHEE - % © 4 2 DODart;ZDNA b 7 ¥ ARV ¥ OB
ot HABEYSE13M#ES, Hut, 3H28H-29H, 2008. (Eun, C.-H., Takagi, K., Shimatani, Z.,
Tsugane, K., Maekawa, M. and Iida, S.: Transformation activity of Dart DNA transposon in rice. The 113th
meeting of Japanese Society of Breeding. Mar. 28-29, 2008, Tokyo)

(@) WEARJRTF - HIHEE - R—K - SHE  DNA N 7 Y ARV UnDart® 4 A BIFHEB~NORERERIHA. HA
BFREA®E113M#ES, B, 3H28H-29H, 2008. (Takagi, K., Maekawa, M., Tsugane, K. and lida, S.:
Frequent integration of newly transposed DNA element nDart into the genic region of the rice genome. The
113th meeting of Japanese Society of Breeding. Mar. 28-29, 2008, Tokyo)

(5) PR FHA - AR —I - SR - BIIHEEE | O. longistaminata HIRISHEBZRNZ BT B aDartiG IR R 7 OMEE. H
ABFRFAE1130FHE S, HuEl, 3H28H-29H, 2008. (Nishimura, H., Tsugane, K., Tida, S. and Maekawa, M.:
Verification of a factor for inhibiting the transposase activity of aDart derived from the progeny of O.
longistaminata. The 113th meeting of Japanese Society of Breeding. Mar. 28-29, 2008, Tokyo)
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BRYEE Y 7 MERMNE 77 Vv — 7 (Group of Environmental Signaling Systems)

(1

Tang, L.Y., Matsushima, R. and Sakamoto, W.: Maternal inheritance in higher plants: A genetic study on the fate of
organelle DNA during pollen development. Okayama University Symposium “Education of Biological Science with
Integrative Analysis”. Jan. 24, 2008, Okayama.

=HOKRT M A RE BWA H DU XFAFHEADERERE WA D MR B = X A2
B9 2 BIRFWENT. FHNCOE BB Z 2 ) N AV A T AHKE ] PHIGEEERBCRFER S, Wil 1
H24H, 2008. (Miura, E., Kato, Y., Matsushima, R. and Sakamoto, W. Elucidation of molecular genetic mechanism
for plastid differentiation with variegated mutants. Okayama University Symposium “Education of Biological
Science with Integrative Analysis”. Jun. 24, 2008, Okayama)

Zhang, D. Kato, Y. Sodmergen and Sakamoto, W. Rescue of leaf variegation in varZ2 by over-expressing a mutated
version of FtsH2. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo.

FH ORZ - MEE B WA B DT AT FEREOERZIL 2R L L2BEA ) A oA, H AR
PR EAAAES LR, 3H20H —22H, 2008. (Uno, Y. Kato, Y. and Sakamoto, W. Classification of leaf variegation
based on the morphology of plastid nucleoids. Annual Meeting of the Japanese Society of Plant Physiologists.
Mar. 20-22, 2008, Sapporo)

Tang, L.Y., Matsushima, R. and Sakamoto, W.: Pollen organellar DNA retention in ribonucleotide reductase mutants of
Arabidopsis. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 19-22, 2008, Sapporo.

=T R A - R B oA XF XFHEA D 2R Roar 203056 EH i O B 2 PIH S 5. 4549 HA
A A AL, dbilEE, 38 20-22H, 2008. (Miura, E., Kato, Y. and Sakamoto, W. Tolerance of the leaf
variegation mutant var2 to a bacterial pathogen. Annual Meeting of the Japanese Society of Plant Physiologists.
Mar. 20-22, 2008, Hokkaido)

g A S ORT - WA H D ERMAFtsHT U T 7 — B X D10, 0 AR A B A ES LR 3
H20-22H. 2008. (Kato, Y., Miura, E. and Sakamoto, W. : Role of FtsH in the degradation of D1 protein in
Photosystem II. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo)

Tang, L.Y., Matsushima, R. and Sakamoto, W.: Pleiotropic phenotypes of ribonucleotide reductase mutants of
Arabidopsis thaliana: Pollen organellar DNA retention and leaf variegation phenotypes. Plant Organelle Group
Meeting, May 21-25, 2008, Okazaki.

=ilOKRT - EE B - WA B D BEA D BER Roar20 BERAER D O BT ATEEBEM L ¥ 7S NVIREROR
. 58I HANLERIIER A Y Y RY Y A 4dE, 5H30-31H, 2008. R A ¥ —. (Miura, E., Kato, Y. and
Sakamoto, W. High level of ROS accumulation in an Arabidopsis leaf-variegated mutant varZ2. Symposium The
Japanese association for Photosynthesis Research. May. 30-31, 2008, Nagoya)

Zhang, D. Kato, Y. Sodmergen and Sakamoto, W. The FtsH hetero-complex in chloroplasts: Dispensability of the Zinc
binding domain in Arabidopsis FtsH2. Research of priority areas “Organelle Differentiation as the Strategy for
Environmental Adaptation in Plants”. August. 20-22, 2008, Kyoto.

FH OREZ - AWK B 79 AF MBI S T T AT FEARMROEAL S SIS ZE TR o BREE
BIGHENE & L CoF VAR T 5] HFT—2 2 a v 7 5EE, 8A20H —22H, 2008. (Uno, Y. Kato, Y. and
Sakamoto, W. The structural change of the plastid nucleoid in plastid differentiation process. Research of priority
areas “Organelle Differentiation as the Strategy for Environmental Adaptation in Plants”. August. 20-22, 2008,
Kyoto)

BE R-YUK B AERICBT2MET /L ORI S 200%8. ESBRARIEE S [ O
B BT AN T &R (BAEE). =8, 11A5H —6H. 2008 (Matsushima, R., and
Sakamoto, W. : Genetic analysis of pollen organellar DNA degradation. Scientific Meeting of The National
Institute of Genetics, Reproductive Factors in plant genomic isolation, November 5-6, 2008, Mishima)

Nakano, T. R., Matsushima, R., Ueda, H., Hayashi, Y., Tamura, K., Shimada, T. and Hara-Nishimura, 1. endoplasmic
reticulum morphology (ermo) mutants of Arabidopsis thaliana develop a number of novel ER-derived
structures in the cells BMB2008 (553111 H A% FA MR F % - 581 H AL LA A REEFYSR). Dec. 9-12,
2008, Kobe.
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S5 T-H4b22 7 v — 7 (Group of Cytomolecular Biochemistry)

(1

(10)

ey B At - A - SUPREER D -7 I T —EEMEIC LG ELVA FAOEMD -7V aY F—EIZHT L%,
HARZE bp b M E SR 22 3 2. B 20084F9H 12-13H. (Yamasaki, Y., Nakashima, S. and Konno,
H. Multiple forms of a -glucosidase from rice seeds that show scarce [ -amylase activity. 22th Meeting of Chu-
Shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Tottori, September 12-13,
2008)

HEHE - TIISC— - LI B - SBFIEER RIS VB RIZTESEOER O, HE3NGWMrax 777
1 —W7e3ER S, Ak, 200844 H19H. (Nakashima, S., Ezaki, B., Yamasaki, Y. and Konno, H. Analysis of
response of the filamentous cyanobacterium Oscillatoria brevis against heavy metals. The Third Meeting of
Preparative Chromatography Association. Kurashiki, April 19, 2008)

HLIGE LA - St - SBPIER | X3 -7 I 7 — YRR S D a-7 I 7 —EORREME. 83 MmNy o
~ 757 4 —W5E3 RS AL 200844 19H. (Yamasaki, Y., Nakashima, S. and Konno, H. Purification
and properties of a -amylase from crude a -amylase preparation of barley malt. The Third Meeting of Preparative
Chromatography Association. Kurashiki, April 19, 2008)

#7AR% « Shagimardanova Elena + Gusev Oleg - Levinskikh Margarita * Sychev Vladimir * Grigoriev Anatoly : FHi 55
THEETLIREOEETRE. H2URFHEMHE Y >R Y v 4, B, 1H27-28H, 2008. (Sugimoto, M.,
Shagimardanova, E., Gusev, O., Levinskikh, M., Sychev, V. and Grigoriev, A. Gene expression of barley grown in
space. Space Utilization Symposium, Tokyo, January 27-28, 2008)

KARE: - [T R EE /N ERSAEAE © Gusev Oleg + Ryazanskii Sergei « Illyin Eugeny * Orlov Oleg © FH#E FER [
HAA ], E4RFHAMAS Y RYT L, W, 1H27-28H, 2008. (Sugimoto, M., 5" grade students of
Okayama city Higashiune elementary school, Gusev, O., Ryazanskii, S., Illyin, E. and Orlov, O. Space educational
experiment “Space Silkworm”. Space Utilization Symposium, Tokyo, January 27-28, 2008)

REME - AR - AEES D IIXHROR) 7T T —E0 ) R—ERBIZOW T, HARRZE LSS Y E
X212, R, 5H24H, 2008. (Nakajima, N., Sugimoto, M. and Ishihara, K. Lipase reaction of
serine protease from earthworm. 21th Meeting of Chu-Shikoku Branch of Japan Society for Bioscience,
Biotechnology, and Agrochemistry, Okayama, May 24, 2008)

#4542~ « Shagimardanova Elena - Gusev Oleg - Bingham Gail + Levinskikh Margarita + Sychev Vladimir | FHER3E1C
BUIBKEOER LA MLV A, HRFEHEWRS&HE20KE, R, 9A26-27H, 2008. (Sugimoto, M.,
Shagimardanova, E., Gusev, O., Bingham, G., Levinskikh, M. and Sychev, V. Growth and stress on barley in space
environment. 22th Annual meeting of Japanese Society for Biological Science in Space, Nara, September 26-27,
2008)

Shagimardanova Elena * #4%: + Gusev Oleg + Bingham Gail -+ Levinskikh Margarita * Sychev Vladimir : FH B3 C
AETLHIREDZ L ARE - i@ ETF 0%, HAFHARE1140E RS, wHE, 1011-12H, 2008.
(Shagimardanova, E., Sugimoto, M., Gusev, O., Bingham, G., Levinskikh, M. and Sychev, V. Expression of
stress/defense-related genes in barley grown under space environment. 114™ of Annual meeting of Japanese
Society of Breeding, Shiga, October 11-12, 2008)

ARG - SR - RAREEE - WHIE— - FkEE - SAEE - ARBFA - OHE— MK - Gusev Oleg - Bingham Gail -
Levinskikh Margarita - Sychev Vladimir * #4552 RK I ORI — T BRI ICHETE L 72 KM O 1% AC
BT 5 BERERA -, HAFMHSSHE14NGEERS, #H, 10H11-12H, 2008. (Kihara, M., Kanatani, R.
Hoki, T., Arai, S., Saito, W., Takahashi, S., Hayashi, K., Ito, K., Gusev, O., Bingham, G., Levinskikh, M., Sychev, V.
and Sugimoto, M. Analysis of space barley I —Field Performance of the Progeny of Space Barley (Hordeum
vulgare L. cv. Haruna Nijo) —. 114™ of Annual meeting of Japanese Society of Breeding, Shiga, October 11-12,
2008)

Jefeber - EME - G - LAY D ACCIRALEE R BT 2 W HB T 2 A b L AR ZICBIT S
A LRSS - DB RS T 0SB 31 H ARG T AW FERES - B8N H AL PR G RE, T,
12H9-12H, 2008. (Houjyou, Y., Takeda, K., Ito, K. and Sugimoto, M. Expression of stress/defense-related
genes in salt-tolerant barley expressiong ACC oxidase gene constitutively. Biochemistry and Molecular Biology
2008, Kobe, December 9-12, 2008)
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Fi¥y M4 7 )V — 7 (Group of Plant Growth Regulation)

(1) WARFEF - ANFIERRR - NS - 2 RFAT | N a5 B A HERINRAEICIES S 7T VI =T A28 5
M R R EARRE. B KM AR 4R 4 ALIR, 3 H20H-22H, 2008. (Yamamoto, Y., Ozuka, S., Fujikawa, M.,
Sasaki, T.: Mechanism of cell elongation inhibition by aluminum based on the inhibition of sugar uptake in
tobacco cells. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo)

(2) HiliE - AT - NAAR - SRR - ARG - AT - RS - REEY - BIEREBIEE - AT DG
G PE PEMIENREICN S B TV I = A0 HARI A B 4R & AL, 3 H20H-22H, 2008. (Furuichi,
T., Fujimaki, S., Kawachi, N., Suzuki, N., Ishii, S., Ishioka, N., Yamamoto, Y., Matsuhashi, N., Sokabe, M.,
Yamamoto, Y.: Impact of aluminum on the photosynthesis and translocation of photoassimilates. Annual Meeting
of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo)

() FIHEL - krKRET - LEES - IWAET I IAFICBITET VI AHEHALRY) DI v AR—F —
(ALMT1) O¥RHH%FEBIFE QWM. H ALY P2 4R AL, 3 H20H-22H, 2008. (Kikui, S., Sasaki, T.,
Tsuchiya, Y., Yamamoto, Y.: Analysis of post-transcriptional regulation of aluminum-activated malate transporter
(ALMT1) in wheat. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo

(4) WHREK - A2 RZAT - IWARET - ILAF | BEBCRIOquality control: Synechocystis sp. PCC 6803H R DFtsH Y
Or7—CoRE,  HARYERSSES AR, 3 H20H-22H, 2008. (Aminaka, R., Sasaki, T., Yamamoto, Y.,
Yamamoto, Y.: Quality control of photosystem II: purification of a metalloprotease FtsH from Synechocystis sp.
PCC 6803. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2008, Sapporo)

(5) WIAFET - HIEE A - KAIET - BRIDHET- - 4 RFAT D A AORFHICBIT L7V =7 AR EOHT. H
AR 4diE, 9 H 9 H-11H, 2008. (Yamamoto,Y., Kikui, S., Himi, E., Fujikawa, M., Sasaki, T.:
Analyses of aluminum tolerant phenotype in rice at germination stage. Annual Meeting of the Japanese Society
of Soil Science and Plant Nutrition. Sep. 9-11, 2008, Nagoya)

IRIE G SBPY  (Division of Environmental Response Analysis)
B R HAERE 7 )V — 7 (Group of Insect Physiology and Molecular Biology)

(1) Anwar Kurban - ¥ H3EE - RHEHEE - £ P - BARA 12008, 4 & 33 A owimkEE. 5200 H AR HEiHY
BHFESRKEFHE R 116. (Kurban, A., Yoshida, H., Sonoda, S., Izumi, Y. and Tsumuki, H.: Cool-temperature
injuries of the cotton bollworm, Helicoverpa armigera. 52nd Annual Meeting of the Japanese Society of Applied
Entomology and Zoology, March, 2008).

(2) Anwar Kurban « FHH¥ES - RHEEH - 2 P - BORAY 02008, 44 ¥ 33 A owimbEEL HAS HBY R R
FARESCERA RIS (Kurban, A., Yoshida, H., Sonoda, S., Izumi, Y. and Tsumuki, H.: Cool-temperature injuries
of the cotton bollworm, Helicoverpa armigera II. Joint Meeting Meeting of the Chugoku-Branch of Japanese
Society of Applied Entomology and Zoology, October, 2008).

(3) & PET - BARAB D 2008. = AL HA XRME < TERBBOMIRR O K. F5200 H ARG B R R %4
REFHHHER ¢ 115.(Izumi, Y. and Tsumuki, H., Comparison of cold hardiness between rice and water-oast
ecotype of the rice stem borer, Chilo suppressalis. 52nd Annual Meeting of the Japanese Society of Applied
Entomology and Zoology, March, 2008)

4) ® WL - FEARAW 12008, U XA AL YORKERE. AARRRFAESHE KNS HHER37.
(Izumi,Y., Funayama,K. and Tsumuki, H. Cold hardiness of the brown marmorated stink bug, Halyomorpha
picus (Fabricius). 68th Annual Meeting of the Entomological Society of Japan, September, 2008)

(6) A P - H BN ENHE - hPACE - Nl B - BURADT 12008, F v [SEK] ICBT B BEEANC X B R
WO D BiBR. B AR B RN F A ESGB AT F2 (Izumi, Y., Tian, R., Miyashita, Y., Nakanishi, T., Koike,
A. and Tsumuki, H. Contol of fruits piecing moths by using a repellent in Asian pear cultivar, ‘Kosui’ orchards.
Joint Meeting of the Japanese Society of Applied Entomology and Zoology, Chugoku Branch and Entomological
Society of Japan, Matsue, October, 2008)
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(6) MAE—HE - FAARAW « REET - FIHE © 2008, 227 3V ¥ IHA Ofitsfith, B L OBEZEROFE. 520 0 A
o B R RS RATEHE R 188. (Matsukura, K., Hisaaki Tsumuki,H., Izumi, Y. and Takashi Wada, T.:
stimation of cold hardiness and freezing factors in the freshwater apple snail, Pomacea canaliculata
(Gastropoda: Ampullariidae). 52nd Annual Meeting of the Japanese Society of Applied Entomology and Zoology,
March, 2008).

(7) WHETH - BEARAW D 2+ FOFREL 20 FAEIMEDS X ORI RHICBITL2F M) 78 F v AN T V7
TH Ty NEETFOBRIRA T T4 ¥ 7. 5520 H ARG HE R HF R RE, SR8 KA, 200843 H 26
H. (Sonoda, S. and Tsumuki, H.: Alternative splicing of the para-sodium channel a -subunit genes from strains
of the diamondback moth with different sensitivity to a pyrethroid. 52nd Annual Meeting of the Japanese Society
of Applied Entomology and Zoology, March, 2008)

(8) WHET] - HHIER - REF  WEEKHEERICB W CRERALA ZEA L 2-REB B0 540
FEROFHlI ORI, ¥ v R o [RECHHAREMEREOIRIERTE] | BMKEAARA T, 2008411
H27H. (Sonoda, S., Yoshida, H. and Izumi, Y.: Indicator species on functional biodiversity of the peach fields
using a reduced amount of agricultural chemical and development of methods for the evaluation. Symposium
‘Development of Indicator Species on Functional Biodiversity Useful for Agriculture’, MAFF, November 27, 2008)

(9) EHHREE - HARAH 2008, A& Iy NI HHHOFFEGFME L FH. HAGHEY R RS E AR &
(Yoshida,H. and Tsumuki, H.: Host preferences and learning in larvae of the cotton ballworm, Helicoverpa
armigera. Joint Meeting of the Chugoku-Branch of Japanese Society of Applied Entomology and Zoology,
October, 2008).

FaYy - AW EAER 7 )V — 7 (Group of Plant-Microbe Interactions)

(1) PR - R - SAREBIA D N K7 AV ASEREEAEp20IC XV FEI N/ a LA T4 VAT ) b
AR OVERIENT 455610 H A £ v 2% 2, R, 20084:10H26-28H  (Tanaka T., Sun, L., Suzuki, N.
Characterization of the mycoreovirus variants with genome rearrangements induced by the multifunctional
protein p29encoded by the prototype hypovirus. Annual Meeting of the Japanese Society for Virology, October
26-28, 2008, Okayama)

(2) Guo, L., Sun, L., Araki, H., and Suzuki, N.: The downstream ORF B of the prototypic hypovirus CHV1-EP713 is
translated by the coupled translation mechanism. 56™ Annual Meeting of the Japanese Society for Virology,
October 26-28, 2008, Okayama.

(3) Suzuki, N., Sun L.-Y, and Guo, L.-H.: Hypovirus sequence elements affecting efficiency of the coupled translation of its
downstreamORF B. The Annual Meeting of the Kansai Regional Branch of Japanese Phytopathological Society.
September 19-20, 2008, Wakayama.

(4) Eusebio-Cope, A., Faruk, M. 1., and Suzuki, N.: A host factor, NAM-1, associated with hypovirus symptom expression in
the chestnut blight fungus. The Annual Meeting of the Japanese Phytopathological Society. April 26-28, 2008,
Matsue.

(5) Suzuki, N., and Sun L.-Y.: Induction of Mycoreovirus 1 genome rearrangements by the multifunctional protein p29 of
the prototype hypovirus CHV1-EP713. The Annual Meeting of the Japanese Phytopathological Society. April 26-
28, 2008, Matsue.

(6) THEFA - BB - EHEY - SAREIA 0 T ¥ A ZHERT A IV A (OFV) BT DN T DI & Viroplasmtk
EOMEY AR B E S, P20 R &, VL. 20084£4 H26-28 H (Kondo, H., Noda, M.,
Tamada, T. and Suzuki, N.: Assembly of Orchid Fleck Virus-like Particles in Nuclei is Associated with Formation
of Viroplasm-like Structure. Annual Meeting of the Phytopathological Society of Japan. April 26-28, 2008,
Shimane)

(7)) AFNTAT T A TEFHE - EHEETY - ARG D BEERETANZAD Y AT A ) v F 8 8T HIEM
DRNAY A L v ¥ 72§25 HAWPIKE YA, FR20EE RS, BILTH. 200844 26-28H.
(Andika, 1. B., Kondo, H., Tamada, T. and Suzuki, N.: Soil-borne virus-encoded cysteine-rich proteins suppress
RNA silencing in roots. Annual Meeting of the Phytopathological Society of Japan. April 26-28, 2008, Shimane)
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(8) EHEFHM - WFHIEAL - WIHAE - EHER - SAREIL D 7 VR ZHR T AV A(OFV)DR 7 LA F v 7Y Ky w8
7 HBIEF(N) Z 720 R H AR R B2 2, P R204E BERI PG 4y, AIdILTdi, 20084F10 A 18-19
H. (Kondo, H., Noda, M., Maeda, T., Tamada, T. and Suzuki, N.: Phylogenetic Analysis of Orchid Fleck Virus
Based on the Nucleocapsid Protein Gene. Kansai Division Meeting of the Phytopathological Society of Japan.
September 18-19, 2008. Wakayama)

Q) AFTNTAT T4 EHEF - EHEY - SARME5A ¢ Potato virus X (PVX)H 77/ ARNAOFERGIE RNAY
AV Yy 77X DBEERMICHRI SN S AR RIS, P04 BB 2, AL, 20084-10 H
18-19H (Andika, I. B., Kondo, H., Tamada, T. and Suzuki, N.: RNA Silencing Suppresses Potato virus X
Subgenomic RNAs Accumulation in Roots. Kansai Division Meeting of the Phytopathological Society of Japan.
September 18-19, 2008. Wakayama)

) TREF - BEMPA - EHEEY - SAREIA 0 T Y A ZHER T A NV ADKERE S V87 EHEEET BN viroplasmkk
WENFRRE OMEE 560y £ Vv A%, Wil 20084:10 7 26-28 H (Kondo, H., Hirokado, C.,
Tamada, T. and Suzuki, N :Identification of the Orchid Fleck Virus Proteins Required for the Formation of OFV-
like Particles. The 56th Annual Meeting of the Japanese Society for Virology. October 26-28, 2008. Okayama)

() Andika, I B. - JEEEFA - EHAE Y - S5R1E5A © 2008, HIBIRGeME ™ £ )V ABNYVVE X O'TRVIZARIZ B 2 RNAY A
Loy v 7 2RI A HEe6M Y A v A%%, B, 20084£10H 26-28 H (Andika, 1. B., Kondo, H.,
Tamada, T. and Suzuki, N.: BNYVV and TRV suppress RNA silencing in root-specific manner. The 56th Annual
Meeting of the Japanese Society for Virology. October 26-28, 2008. Okayama)

A ERER %6 7 v — 7 (Group of Applied Microbiology)

(1) BIH—% - B - HPIEeT - N - S5 - IIARAR - BRFHH D IncP-TREA VN — VIR 75 A R
FpCARIDTE B OMHT. HAREIEALFR20074 AL, AR, 20084E3H26-29H. (Matsui, K., Shintani,

M., Tanaka, A., Takemura, T., Kimbara, K., Ymane, H., and Nojiri, H. Analysis of host-range of carbazole
degradative plasmid pCAR1 which belong to IncP-7. Annual meeting of Japan Society for Bioscience,
Biotechnology, and Agrochemistry. March 26-29, 2008, Nagoya)

(2) HHIAT - FEBC - BHREM - WEEES - BT | IncP-TREA VN — Vi7" 7 2 I FpCARID Kz
O, HABZEEZ2007EE RS, BHE. 2008453 H26-29H. (Tanaka, A., Shintani, M., Nojiri, H.,
Kawali, F., and Kimbara, K. Detection of horizontal transfer of carbazole degradative plasmid pCAR1 which belong
to IncP-7. Annual meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry. March 26-29, 2008,
Nagoya)

(3) HWPWIAT - HHIEE - WA - & WA - SENF - AV = V5T 7 A I FORBEPICEIT 5 EH O
. HARBZELEAPNESZEHS17H S, Wi, 20084E5H24H. (Tanaka, A., Shintani, M., Nojiri, H.,
Tani, A., and Kimbara, K. Analysis of behavior of carbazole degradative plasmid in the environment. 17% meeting
of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Chugoku Branch. May 24, 2008, Okayama)

(4) WA - FRHEKR - AR - SEAFE R F T OAF 2 RET 2. HARRIE LS T Y E SR 171003
4y, [, 20084E5H24H. (Tani, A. Akita M. Murase H. Kimbara K. Microorganisms that can promote growth
of Racomitrium. 17™ meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Chugoku
Branch. May 24, 2008, Okayama)

(5) AT - HAPWEAT - BH—% - HrA bl - AR BEMEDNAD & 4 F 3 X 4. MRWiZEs, KM, 2008
F6H14H. (Kimbara, K., Tanaka, A., Matsui, K., Shintani, M., and Nojiri, H. Dynamics for DNA of environmental
bacteria. Workshop on Bacteria. June 14, 2008, Nagatsuta)

6) WIH—% - HHEC - BUE - &BEAF - IRAR - BB | IncP-78 A2 VSV = VIMET 7 2 3 FpCARI DA
FIOMHNT. BN AT 27 70T —FR2008FERE. 2 IE, 2008426 ] 25-27H. (Matsui, K., Shintani,
M., Tani, A., Kimbara, K., Ymane, H., and Nojiri, H. Analysis of host-range of carbazole degradative plasmid
pCAR1 which belong to IncP-7. Annual meeting of Japan Society for Environmental Biotechnology. July 25-27,
2008, Tsukuba)

(7 &FEMF - M - U4 BIRBE D OMBEomBEN. HAEY AR RE, i, 200848 27-29H.
(Kimbara, K., Iijima, S., and Tani, A. Methods for the detection of bacteria in the soil environment. Annual
meeting of The Society for Biotechnology, Japan. August 27-29, 2008, Sendai)
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(8) #HHA: - BKHISK - HHHIGILTE - &FEMF A F T AT 2 RET 2MEY . OREM TEEKE, G, 20084
8H27-29H. (Tani, A., Akita, M., Murase, H., and Kimbara, K. Growth promotion for Racomitrium canescens by
bacteria. Annual meeting of The Society for Biotechnology, Japan. August 27-29, 2008, Sendai)

9) BB - 2% - SFMFF - IRAR - BHFER © IncP-7TH A VX — VAR T 5 A 3 FpCARIDHA15EN:
DOFFEMT. HARBRIELER20074F IR IR RS, 1HFL. 20084E10H11H. (Shintani, M., Matsui, K., Kimbara,
K., Ymane, H., and Nojiri, H. Analysis of conjugal transfer ability of carbazole degradative plasmid pCAR1 which
belong to IncP-7. Annual meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Chugoku
Branch. October 11, 2008, Yamanashi)

H v BRIEE)G 77V — 7 (Group of Adaptation to Bioenvironment)

(1) VLWRFSZ— - P 3C - Abudul Kader - Kusumadewi Yulita - W& #E: AiGST1, AIGST1IBIZF &2 W72 &R/ A M LA,
LA P L AEDOLFEDO A DLV AICKT 27 T € KT Y ADISEHMEOMNT. 554910 H ALY £ F S RER,
LI, 3H20H- 22H, 2008 (Ezaki, B., Kohno, T., Kader., A., Yulita, K. and Nakashima, S.: Characterization of
response mechanism of the AtGST1 and AtGST11 genes against metal stress and oxidative stress. Annual
Meeting of the Japanese Society of Plant Physiologists. March 20-22, 2008, Sapporo)

(2) WARBTLA - THEFHR - B & - LG SC— © RIWRIKR T ¥ #E0scillatoria brevis D B4 )&% AR bya TE{ZT DCAA b
L 2B % BEREMRAT. SR49M] H AR A Bl 22 4R &, ALIE, 3J120H- 22H, 2008 (Nakakihara, E., Kondo, H.,
Nakashima, S. and Ezaki, B.: Characterization of the heavy metal transporter bxal gene derived from
Oscillatoria brevis against Cd stress. Annual Meeting of the Japanese Society of Plant Physiologists. March 20-
22, 2008, Sapporo)

(3) VLWG3C— @ HUERERBE L AW OBb Y . WA B3 KR AEE S [ O ACHEKEROBIRE k] &
B, 7TH25H, 2008 (Ezaki, B.: Historical relation between our earth and organisms. 53th Ohara Memorial
Symposium “Present and Future of Earth Environment - A View from Kurashiki”. July 25, 2008, Kurashiki)

(4) VLWF3C— - EHGE 2 - Ashraf Metwaly - %P8 3C - HORELA) - BEF - BN - s o L AR X ) 7 > A v
AXRAAFHRDEEA b L ARRILA b L AR B X OIS S5 2 0T, H A TIRIER 2 R4E
&, 4R, 9OH9H- 13H, 2008. (Ezaki, B., Takahashi, K., Metwali, A., Kohno, T., Nakakihara, E., Higashi, A.,
Enomoto, T. and Nakashima, S.: Characterization of tolerance mechanisms and response mechanisms against
metal stresses and oxidative stresses in the two wild plants, Andropogon virginicus L and Miscanthus
sinensis. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition. September 9-13, 2008,
Nagoya)

(5) RS A - VLIGFSC— - LRy RA - SEPRESE D ORIRIK T VIS RITT ESR O O, B3RS u< b7 77
1 —WFges %, A%, 4H19 H, 2008. (Nakashima, S., Ezaki, B., Yamasaki, Y. and Konno, H.: Analysis of
response of the filamentous cyanobacterium Oscillatoria brevis against heavy metals. Third Meeting of
Preparative Chromatography Association, April 19, 2008, Kurashiki)

6) Wl - RHIKT - BASHOZ LN BEEEA 4 VIS T 200 RWEHEAT VEOIERIN). HA
AL AW oF 23 45K 2%, Bk, 11H 12H - 14H, 2008. (Nakashima, S., Fukuda, Y., Hashimto, A. and Ezaki, B.:
Response of musty-odor producing cyanobacteria against heavy metal ions (1), Annual Meeting of Japanese
Society of Water Treatment Biology, November 12-14, 2008, Akita)

(7) RHBLT - TSS— - e D EEEA 4 VIS 0 RWEELE T VBEOISE S (2). H AR
K45 K4, #kH, 11H12H- 14H, 2008. (Fukuda, Y., Ezaki, B. and Nakashima, S.: Response of musty-odor
producing cyanobacteria against heavy metal ions (2), Annual Meeting of Japanese Society of Water Treatment
Biology, November 12-14, 2008, Akita)

(8) SRHFAF - KBFREZ - HHALES - A - AW L WA A R REREERE > 2 7 22X 52K b~ O ERENE
NPAET RIS EOE. AARRERGFAPE - WESB RS, M, 12H4-5H, 2008. (Shibata, S.,
Maitani, T., Tanakamaru, S., Matsumura, S. and Sugaya, H. : Effect of partial coolojng on production of summer
and autumn harvest tomato with environmental control system using slope. Annual Meeting of Chugoku-Shikoku
Chapter of Society of Agricultural Meteorology. December 4-5, 2008, Fukuyama)
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9) LWF A - s - SR ZH e -7 I 7 - CHBRELPODa - T I 7 - ORE EME. 35S
o~ 774 —WIgEREKS, B3, 4H19 H, 2008. (Yamasaki, Y., Nakashima, S. and Konno, H.: Purification
and properties of a -amylase from crude a -amylase preparation of barley malt. Third Meeting of Preparative
Chromatography Association, April 19, 2008, Kurashiki)

10) R - R - SEREE D BT I T —EEMBIILAEERVAADEMO g - VAT —XIIHT
e, AARRZ LS ESCRR S22 Wk &, K0T, 9H12-13H, 2008.(Yamasaki, Y., Nakashima, S. and
Konno, H. Multiple forms of a -glucosidase from rice seeds that show scarce f -amylase activity. 22th Meeting of
Chu-Shikoku Branch of Japan Society for Bioscience, Biotechnology, and Agrochemistry, September 12-13, 2008,
Tottori)

KZE - FEEMEBRAZE > 2 — (Barley and Wild Plant Resource Center)
K% 7V —7 (Group of Barley Resources)

(1) AR - FIREE - BREE S - SURALEE - ORAMEZ: - A BRO4 - Otk - (EBERDA - € — VEBEMIZBIT %8BT
SZROIGHT. BEY—VEGME (13575 245] L84 4+ 2 F TH602] OfFINERALER TR S hi-%
FBEICHT 2QTL. HABMYAH113M kS, £H, 3/28-29H, 2008. (Kihara, M., T. Zhou, N.
Hirota, T. Iimure, T. Hoki, K. Hoki, K. Hayashi, K. Ito, K. Sato: Application of DNA polymorphism to malting
barley breeding. I. QTLs detected from the double-haploid lines between Haruna Nijo and H602. Ikushugaku
Kenkyu 10: Suppl. 1: 80, 2008)

(2) EHEAUL - eI - M4 - I © A7 A — & =12 X B %+ & F3HGA K F OBACES AT
HAB M 113 a4, 1, 3H28-29H, 2008. (Sato, K., Y. Motoi, N. Nankaku, K. Takeda: BAC
sequence analysis on the barley chromosome 3H by parallel genome sequencer. Ikushugaku Kenkyu 10: Suppl. 1:
129, 2008)

(3) fEHBERIIL - BfIZ33E - Close, T. J. - IHAIZE 1 427/ ASNPT L A 12 & 54+ 2 F gl o EHL & 5. H
AEMFESE113R#EES, 4H, 3H28-29H, 2008. (Sato, K., N. Nankaku, T. J. Close, K. Takeda: Map
development and genetic analysis using whole genome SNP array in barley. Ikushugaku Kenkyu 10: Suppl. 1: 284,
2008)

(4) IUBER - BEAASE - R - EHERL - fSATIDNAT L A4 ¥ A7 A2 X 2SNPRILEOB% (). HAE
4 8113m %%, AEM, 3H28-29H, 2008. (Yamane, M., N. Nankaku, K. Takeda, K. Sato: Preliminary
report for SNP detection by simplified DNA array system. Ikushugaku Kenkyu 10: Suppl. 1: 296, 2008)

(5) HmAHKEE - RHEAIZE AL LF B -7 I 7 —YORZEWIIBIT 2L KT EE. HAFHEXH11400
S, BZME, 10A11-12H, 2008. (Saisho, D., K. Takeda. Evolutionary process of phenotypic variation on b-
amylase thermostability in domesticated barley. Ikushugaku Kenkyu 10: Suppl. 2: 173, 2008)

(6) JEEEM - EREFIL - REFIZE @ PEFMER2SPUE L2+ 4 A O, HAFREESE1I4NF#EHRS, 2], 10
H11-12H, 2008. (Kodama, S., K. Sato, K. Takeda: Evaluation of barley genetic resources collected from south
part of China. Ikushugaku Kenkyu 10: Suppl. 2: 174, 2008)

(1) FREE - BEHIEZ - R 3% - SURALEE - OROARMEZ: - A BROA - EIEFIIL @ E— VEBMICB T 2 BIZ 2B O
A T —Illumina OPA array %z 27z [ I #ET—)V 7~ ] & [Harrington] OfENPEEAERNC B 5 Z3FME
DOQTLIANT — O R ERSAE 114034 64, ZMW, 10A11-12H, 2008. (Zhou, T., N. Hirota, M. Kihara, T.
Iimure, T. Hoki, K. Hayashi, K. Sato: Application of DNA polymorphism to malting barley breeding II. QTL
analysis of malting quality with [llumina markers based on the DHLs of two barley varieties. Tkushugaku Kenkyu
10: Suppl. 2: 317, 2008)

¥ AR 77V — 7 (Group of Wild Plant Science)

(1) B 8 LN OSNRRY & Z o8 sokEYRES, M, 2H21H, 2008. (Enomoto, T. Alien plants in
Okayama prefecture and their influence. Lecture about alien organism. February 21, 2008. Okayama City, Japan.)
@ WT M- B 8 RILRFEEAEYFAEIERT - H AR OB AR R T — & X — 2 OFRGE. H AR
2, FHRE, 4H19H, 2008. (Yamashita, J. and Enomoto, T. Reexamination and revision of the seed-image

database of naturalized plants in Japan, Research Institute for Bioresources, Okayama University. Weed Science
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Society of Japan. Utsunomiya, April 19, 2008.)

(3) BA M- lI'F M- NEH D HARICBUI S A F YA NI X OGS OFERE L BUR. HAMES S, T8
=.4H20H, 2008. (Enomoto, T. Yamashita, J. and Ozawa, Y. 2008. Naturalization and dissemination of
Andropogon virginicus in Japan. Weed Science Society of Japan. Utsunomiya, April 20, 2008.)

@) BA AR R T — 5 N— 2 DR, L& 28— MFEEES. A 5323H, 2008. (Enomoto, T.
Release of Seed Image Database of naturalized plants in Japan. Expert science lecture. Kurashiki, May 23, 2008.)

(65) BA A= ANZAOBK EEFMIRATHICE ) REREx KAE 8% 6H26H, 2008. (Enomoto, T. Present
status of Euryale ferox Salisb. at Okayama prefecture. The meeting about environmental preservation of
Tamashima-shin-ike pond.Kurashiki, June 26, 2008.)

6) HA M AEDOAHIREEOBLIR L Kok, HE3MRBEHK AR - MRl & <. 83 7H25H, 2008.
(Enomoto, T. The global environment of present and future from the view point from Kurashiki city. 53th
Memorial Lecture about Magosaburo Ohara and Soichiro Ohara. Kurashiki, July 25, 2008.)

(1) BAR BRI BINTE 2R R L TR TED 2 WL M ReE el 8 H28H, 2008. (Enomoto, T.
Seeds conservaervation in which any citizen can join. Conservation of plant diversity advanced by botanical
garden and citizen. Tokyo, August 28, 2008.)

(8) MR B WS T IS WALSKE X ) A v AV A Y DARE & A DAERZEALIZ O W T FINKRES kAN T
=y ryr7rurz s A Bk 9H23H, 2008. (Enomoto, T. Ecology of Andropogon virginicus which is
abundant around Inland Sea of Japan. Momitaring program of arien organism. Takamatsu, September 23, 2008.)

B G IRBERERNT 77V — 7 (Group of Genetic Resources and Functions)

(1) RHE EH A4 AFORBREEETOHEE S BN, BATMHYSE14REES. HARF SR E0m &Y
YARIYT AT, EM, 20084E10H11H. (Taketa, S.: Molecular cloning and functional analysis of the gene for
covered or naked caryopsis in barley. The 114™ meeting of Japanese Society of Breeding. 50 Memorial
Symposium of the Society I. Hikone, Octoner 11, 2008.)

2 #k B - RBELHA-E HE- JREIGE - KE OE - HH OB A AREFROMEICE D 5 SHORT ROOTS5iE R
T O, HABMESHE1140EE S, MR, 20084E10H12H. (Yao, S. Kodama, R., Wang, H., Ichii, M.,
Taketa, S. and Yoshida, H. SRT5, a key neutral/alkaline invertase required for early root development in rice. The
114™ meeting of Japanese Society of Breeding. Hikone, Octoner 12, 2008.)

() AEARIG - WAKE - #EWAT - KH B Ao A RS T (Vud) 2 BA LR E R A A 0T, HAF
T2 B 1140 E 2%, 2, 2008410 12H.  (Ishihara, N., Shimizu, M., Kakeda, K. and Taketa, S. Analysis of
transgenic rice plants with barley Nud gene. The 114™ meeting of Japanese Society of Breeding. Hikone, Octoner
12, 2008.)

@) ®H AT AFICBT L HEEEOEERF O HBE L I, ESERAEEE S RS OL
FEMBEEZHHT IR TOL MM B, =B, 20084117 6 H. (Taketa, S.: Isolation and
characterization of genes controlling spike-related morphological traits in barley. Meeting of National Institute of
Genetics, Mishima, November 6, 2008.)

(6) H I oF AP REEE T O BEE L R, BRERRMS ATV N KAV —kv g
v\ HAR. 20084E10H 31 H. (Taketa, S.: Isolation and characterization of genes controlling seed-related
characters in barley. New Agricultural Genome Project, Poster Session, Kyoto, October 31, 2008.)

(6) WRH F A+ AFOFREFDPEAT HAMAOMY]. 55 3 A FH7ES, B, 2008E12H6H. (Taketa, S.:
Mechanisms controlling adhesion or separation between caryopses and hulls in barley. The 3™ Triticeae
Workshop of Japan, Kurashiki, December 6, 2008.)
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WHEHT B EM L 723 VR Y A5
(List of Symposium Superintended by the Member of Institute)

24 BIAEWEHEERE Y YR T A

HI @ SFRi204: 1 H25H
it L IR AR TR RS B R — v
T = AR OB R — IR - BB 7 A —
A=A F— L &FEMFE IR - A

1. MAEYWARE L &R
James M. Tiedje (X ¥ # Y IN7 K% - CME)
2. WAEWEIROMES
SR (IR - EER)
3. NAFT 4 NVADTEHE K5
AXHE (LK - REEER)
4. TERBEFCOHMGTRER
William W. Mohn (7)) 54 v ¥ 2aa vy ¥7 K% - W)
5. Rhodococcus J& Il B o ¥ & a0 £ kit
WL (RESMRERE - EWR)
6. WEMEMD T ) LB
Andrew J. Weightman (% —7 4 7 K& - AWEl)
7. BEERA Y AOWRNT
Philip Hugenholtz CK[E DOE-JGI)
8. WEMKLEDT ) MMENT & FDIEH
OBW (FEIRREE - EE)

The 24th RIB International Symposium on

“Frontier of Microbial Research, Bioresources/Environment/Genome”

At Okayama University 50th Anniversary Hall
Okayama, Japan, January 25, 2008

1. Microbial ecology and bioresources
James M. Tiedje (CME, Michigan State University)
2. Detection and isolation of bioresources
Kazuhide Kimbara (RIB, Okayama University)
3. Biofilm environment and therapy
Hiromi Kumon (Okayama University Graduate School of Medicine)
4. Gene expression in the environment
William W. Mohn (Dept. Micro/Immuno, University of British Columbia)
5. Metabolic versatility of Rhodococcus sp.
Masao Fukuda (Nagaoka University of Technology)
6. Genomic analysis of microbial communities in sediment and the deep sub-seafloor biosphere
Andrew J. Weightman (Cardiff School of Bioscience, Cardiff University)
7. Metagenomic analysis of microbial communities
Philip Hugenholtz (DOE, Joint Genome Institute)
8. E. coli 0157 genome analysis and its application
Tetsuya Hayashi (Frontier Science Research Center, Miyazaki University)
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HIR | “Pii204E4 H 26 H
ST ¢ A 202 B
7= [BREEBCED R OB
do AR AF = A (I - SRR AR (MILKRE - B AR

1. AR X 5 A BRIE M B A
o (R IR RE - B 2ARHA)

2. BREGAE O 4 B RERARRE O W] & A
IggRe— ORBRBE - Sedut B R

3. BEMAEY & U CORERRE @ < OEAFRIG & RESEA
BF—E Uk - 2)

4. I3EBEEMAYHR OB BIEE OB % & A
HOEE BIK - R)

5. AHMEY DTS - FiI%E & EEFH
WK B GURKEE - %)

6. BEWIC X B EHES T O5H - A EIRY Ko T
WEEET U TR

Yabuta Seminar

April 26, 2008 at Kurashiki-shi Geibunkan, Room202
Title: The Frontier of Application for Environmental Bacteria
Organizers: K. Kimbara (RIB, Okayama Univ.) and K. Inagaki (Nat. Sci. Tech., Okayama Univ.)

1. Production of bioactive substances by microbial transformation
Hiroshi Kanzaki (Grad. School Nat. Sci. Tech., Okayama Univ.)

2. Clarification and Application of sensing system for pollutant on environmental bacteria
Junichi Kato (Grad. School Adv. Sci. Matter, Hiroshima Univ.)

3. Acetobacter species as environmental bacteria: strategy for survival and its industrial application
Kazunobu Matsushita (Dept. Agriculture, Yamaguchi Univ.)

4. Development and application of new enzyme derived from soil bacteria
Nobuhiro Mori (Dept. Agriculture, Tottori Univ.)

5. Screening and development of important bacteria and its industrial application
Sakayu Shimizu (Grad. School Agriculture, Kyoto Univ.)

6. Research on degradation of synthetic polymers by microorganisms
Fusako Kawai (Kyoto Inst. Tech.)

9™ PSJ Plant Virus Disease Workshop

Date: April 29, 2008
Place: Auditorium of the Kurashiki City Art Museum
Title: The Interface between plant and fungal viruses
Organizer: Nobuhiro Suzuki (RIB, Okayama University)
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1. Transmission and spreading of RNA silencing in plants
Masamichi Nishiguchi (Ehime University)

2. Fungal RNA silencing pathways and mycovirus-mediated alteration of fungal-plant pathogenic interactions
Donald L. Nuss (University of Maryland Biotechnology Institute)

3. Mycovirus vs. fungal individualism
Naoyuki Matsumoto (Agricultural Research Center for Hokkaido Region)

4. Molecular and phylogenetic analyses of Orchid fleck virus, a rhabdo-like virus with a bipartite genome
Hideki Kondo (RIB, Okayama University)

5. Rice dwarf virus infecting rice and vector insect
Takumi Shimizu (National Agricultural Research Center)

6. Viruses, symbiosis and mutualism
Marilyn J. Roossinck (Samuel Roberts Nobel Foundation)

7. Mechanism of systemic necrosis development in Arabidopsis thaliana upon bromovirus infection
Kazuyuki Mise (Kyoto University)

8. Characterization of fungal host factors interacting with Fusarium graminearum virus (FgV)-DK21 and their potential

roles in virus infection

Kook-Hyung Kim (Seoul National University)

The 1* International Mycovirus Workshop in JAPAN

Date: April 30 —May 1, 2008
Place: Kurashiki
Organizer: Nobuhiro Suzuki (RIB, Okayama University)
Hideki Kondo (RIB, Okayama University)
Kazuyuki Maruyama (RIB, Okayama University)

1. Biodiversity of endophytic fungal viruses
Marilyn J Roossinck (The Samuel Roberts Noble Foundation)

2. Dynamics of double-stranded RNA in white and violet root rot fungi
Kenichi Ikeda (Kobe University)

3. Double-stranded RNA as a marker of clonal growth of the snow mold fungus Typhula ishikariensis
Naoyuki Matsumoto (Agricultural Research Center for Hokkaido Region)

4. A New Totivirus in the basidiomycete, Lentinula edodes
Yumi Magae (Forestry and Forest Products Research Institute)

5. Two viral transfection protocols for Rosellinia necatrix
Atsuko Sasaki (National Institute of Fruit Tree Science)

6. Potential hosts for two Rosellinia necatriz mycoviruses identified by protoplast inoculation
S. Kanematsu (Apple Research Station, National Institute of Fruit Tree Science)

7. Mycoviruses associated with impaired growth of the rice blast fungus, Magnaporthe oryzae.
Hiromitsu Moriyama (Tokyo University of Agriculture and Technology)

8. Mycovirus containing four double-stranded RNAs affects host fungal growth in Alternaria alternata
Nanako Aoki (Tokyo University of Agriculture and Technology)

9. Characterization of Fusarium graminearum virus (FgV) strain DK21 and identification of viral protein interactions
Kyung-Mi Lee (Seoul National University)

10. Beet necrotic yellow vein virus RNA4-encoded p31 is involved in efficient fungal transmission, symptom severity and

silencing suppression in roots

Ida Bagus Andika (RIB, Okayama University)

11. Hypovirus infection affecting G-protein signaling pathways
Shin Kasahara (Miyagi University)

12. A Host factor, NAM-1, associated with hypovirus symptom expression in the chestnut blight fungus
Ana Eusebio-Cope (RIB, Okayama University)
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13. The multifunctional protein p29 encoded by prototypic hypovirus CHV-EP713 induces intragenic rearrangements of a
mycoreovirus
Liying Sun (RIB, Okayama University)
14. Hypovirus papain-like protease p48 is required for initiation but not for maintenance of virus RNA propagation in the
chestnut blight fungus Cryphonectria parasitica
Donald L. Nuss (University of Maryland Biotechnology Institute)

13N FEMN TR

HAE : PR204:5 H 9 —10H
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The 13th PreHarvest sprouting meeting

Organizers: Kazuhiko Noda (Okayama University), Kazuhide Rikiishi (Okayama University)
May 9-10, 2007, Kurashiki City Auditorium

Lectures

1. Screens, Genes and Understanting: the UK Hagberg project.
Dr. Phillips A. (Rothamsted Research, UK)

2. Preharvest sprouting of barley
Dr. Sato K. (RIB, Okayama Univ.)

3. 20 years of Preharvest sporouting study
Dr. Noda, K (RIB, Okayama Univ.)

Sessionl
Selection of preharvest sprouting resistant wheat lines based on germination at 10 and 15 C
Dr. Osanai, S. (Former Dir. of Hokkaido Breeding Station)
Germination inhibition at high temperature and action of Gibberellin and ABA
Dr. Kawakami N. (Meiji Univ.)
Session2
Preharvest sprouting of 2 row barley bred in Kyuushu Agri. Station.
Dr. Kawada, Y. (Kyuushu Agri. Station)
Preharvest sprouting of two wheat lines, Kitaokari and Hokkai 261
Dr. Tabiki, T. (Hokkaido Agri. Station)
Session3
Use of one grain analyzer in winter wheat breeding.
Dr. Kobayashi, S. (Kitami Agr. Station)
Weather condition and year fluctuation of ash content in wheat grain
Dr. Yoshimura, Y. (Kitami Agri. Station)
Amylogram analysis of wheat lines in Hokkaido for 20 years.
Dr. Amano, Y et al. (Hokkaido Rice and Wheat Improve Association)
Session4
Breeding by QTL of preharvest sprouting resistance in wheat
Dr. Torada, A. et al. (Hokuren Agri. Station)
Breeding of white-grained wheat with preharvest sprouting resistance by marker-assisted selection
Dr. Miura, H. (Obihiro Univ.)
Selection of wheat with preharvest sprouting resistance in a warm region by QTL
Report of 11" International Preharvest Sprouting Meeting
Dr. Matsunaka, H. (Crop Res. Station)
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Program of RIB Open Lectures, Okayama University 2008
(May 24 — May 31, 2008, RIB)

Title: Activity of Life - From microscopic to macroscopic -

1. Living microcosmos inside the plant cell studied by microscopy May 24 Ryo Matsushima
2. Cyanobacteria - Marvelous organisms that have a variety of characteristics - Susumu Nakashima
3. DNA? Gene? Chromosome? Genome? May 31 Kiyotaka Nagaki

-The ways to transmit genetic information-
4. Plant Breeding; Possibility and Limitations Kazuyoshi Takeda
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4. N. Stein (Chair of international barley sequencing consortium: IPK, Germany)
[ Sequencing the barley genome - facts, plans, needs |
5. E.Paux (Wheat genomics project leader: INRA, France)
[ Deciphering the structure, function and evolution of the wheat genome- Chromosome 3B: a case study |
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The 25th International RIB symposium

Organizers: Kazuhiro Sato (Okayama University)
December 5, 2008, Kurashiki Geibunkan

1. Prospects of barley breeding with DNA markers
K. Sato (RIB, Okayama University)

2. Identification of genes involved in mineral nutrition in barley
J. F. Ma (RIB, Okayama University)

3. Identification of brewing related genes
M. Kihara (Sapporo Breweries Ltd.)

4. Sequencing the barley genome - facts, plans, needs
N. Stein (Chair of international barley sequencing consortium: IPK, Germany)

5. Deciphering the structure, function and evolution of the wheat genome- Chromosome 3B: a case study
E. Paux (Wheat genomics project leader: INRA, France)

6. A novel full-length cDNA resources for barley genomics — uniting Triticeae functional genomics and genome sequencing
T. Matsumoto (NIAS)
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