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In 2014, the Institute celebrated 100" Anniversary of its establishment. In the future, shortage of food is expected to occur due
to continuous growth of human population and global environmental changes. This institute conducts basic and applied
research closely associated with development and use of novel plant bioresources to find practical approaches in solving the

worldwide environmental challenges.
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Our group has been studying plant adaptation to
environmental stresses at the molecular level
Especially, we have been focusing on chloroplasts that
participate in the energy transfer systems of
photosynthesis.

1. Phosphorylation of photosystem II core proteins
contributes to the fine-tuned repair of photosystem II
Photosystem II (PSII) is a primary target for light-

induced damage in photosynthetic protein complexes.
To avoid photoinhibition, chloroplasts have evolved a
repair cycle with efficient degradation of the PSII
reaction center protein, D1, by the proteases FtsH and
Deg. Earlier reports have described that phosphorylated
D1 is a poor substrate for proteolysis, suggesting a
mechanistic role for protein phosphorylation in PSII
quality control, but its precise role remains elusive. We
found that PSII core phosphorylation prevents
undesirable cleavage of D1 by Deg proteases, which
causes cytotoxicity, thereby balancing efficient linear
electron flow and photo-oxidative damage. We propose
that PSII core phosphorylation contributes to fine-tuned
degradation of D1 to prevent photoinhibition.

2. Essential role of VIPP1 in chloroplast envelope

maintenance in Arabidopsis

VESICLE-INDUCING PROTEIN IN PLASTIDS1
(VIPP1), proposed to play a role in thylakoid biogenesis,
is conserved in photosynthetic organisms and is closely
related to Phage Shock Protein A (PspA), which is
involved in plasma membrane integrity in Escherichia
coli. This study showed that chloroplasts/plastids in
Arabidopsis thaliana vippl knockdown and knockout
mutants exhibit a unique morphology, forming balloon-
like structures. This altered morphology, as well as
lethality of vippl, was complemented by expression of
VIPP1 fused to green fluorescent protein (VIPP1-GFP).
Several lines of evidence show that the balloon
chloroplasts result from chloroplast swelling related to
osmotic stress, implicating that VIPP1 is involved in the
maintenance of plastid envelopes. Our data demonstrate
that VIPP1 is a multifunctional protein in chloroplasts
that is critically important for envelope maintenance.

3. Molecular mechanism of organellar DNA degradation

during plant senescence

In plant cells, mitochondria and plastids contain their
own genomes derived from the ancestral bacteria
endosymbiont. Despite their limited genetic capacity,
these multicopy organelle genomes account for a
substantial fraction of total cellular DNA, raising the
question of whether and how organelle DNA quantity
is controlled spatially or temporally. Now, we're
studying the organelle DNA degradation in leaves
during senescence using Arabidopsis mutants.

4. Molecular mechanism underlying starch grain

morphologies diversified among plant species

Starch is a biologically and commercially important
polymer of glucose and is synthesized to form starch
grains (SGs) inside the plastids (amyloplasts). Despite
the simple composition of glucose polymer, SG exhibits
various morphologies and sizes depending on the plant
species. However, the molecular mechanisms
underlying this SG diversity remain unknown. To
answer this question, we are now analyzing several
rice mutants defective in SG morphologies and sizes.
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Group of Environmental Response Systems
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Our research aim is to understand the molecular
system against abiotic stress in plants at levels from
gene expression to individual behavior. Our main
interest is in plant hormone response systems and we
analyzed the systems using physiological, molecular
biological and molecular genetic approaches. Our main
achievements in 2014 are as follows.

1. Analysis of components involved in the ABA
response.

To understand the ABA response mechanisms, we
have been studying ABA-related mutants of
Arabidopsis. We identified two important components
for mitochondrial mRNA stability, AHG2/PARN and
AGS1/PAP. Imbalance between them causes ABA and
salicylic acid hypersensitivity, suggesting that this
mechanism is somehow related to stress responses. We
have identified interactors for these proteins by co-
precipitation analysis. We also identify am interacting
protein for ABA-related PP2C, AHG1. We identified the
domain and residues for interactions and examined the
effect of the mutations on these residues on the

physiological functions.

2. A study on carbon dioxide-permeable proteins

Several kinds of resistance exist in the pathway of
carbon dioxide flow from atmosphere to chloroplasts,
where carboxylation occurs during photosynthesis.
Recently, studies on mesophyll carbon-dioxide
resistance, consisting of mesophyll plasma membrane,
chloroplast placement and chloroplast envelopes, are
emerging. In this study, we identified carbon dioxide-
permeable plasma membrane-associated aquaporins
(cooporins) in the barley genome. Previously, PIP1
aquaporins were proposed to permeate carbon dioxide
but not PIP2 aquaporins. However, this study revealed
that 4 molecular species out of 5 PIP2 aquaporins of
barley permeate carbon dioxide.

3. Analysis of the mechanism of transposon activation

responding to environmental changes

In plants, a particular environmental change has been
known to lead to the transposon activation. However,
the mechanism of transposon activation remains
unknown. To understand the mechanism, we focused
on transposon activation by heat stress in Arabidopsis,
and screened the mutants affecting the transposon

activation after heat stress.
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Our group has been analyzing the mechanisms of
uptake and accumulation of essential, beneficial and
toxic minerals, and the mechanisms of the response and
tolerance of plants to mineral stresses at different levels
from intact plants to genes. Our main achievements in
2014 are described below.

1. Identification of genes involved in accumulation of
toxic mineral elements

We have identified a gene OsABCCI involved in
arsenic (As) accumulation in rice grain. OsABCC1 was
expressed in the roots, nodes and other organs. In the
node, the protein was localized at the tonoplast of
phloem companion cells of diffuse vascular bundles.
Knockout of this gene resulted in increased sensitivity
to As toxicity, decreased As accumulation in the nodes,
but increased As accumulation in the grains. These
results indicate that OsABCC1 plays an important role
in restricting As transport to the grains by sequestrating
As into the vacuoles in the nodes.

On the other hand, we further characterized an over-
expression line of OsHMA3, a gene encoding tonoplast-
localized Cd transporter. Over-expression of OsHMA3
resulted in increased tolerance to Cd toxicity.
Furthermore, we found that OsHMA3 was also involved
in sequestration of Zn to the root vacuoles. However,
unlike Cd, the Zn in the shoots was maintained at a
constant level. Analysis of ZIP genes showed that this
could be due to the upregulation of four ZIP genes
involved in Zn uptake/translocation in the over-
expression line.

2. Mechanisms of Al tolerance and accumulation in
plants

OsNratl is an Al-tolerance gene, which encodes a
plasma membrane-localized transporter of Al in rice. We
found that the expression of this gene was responsible
for the genotypic difference in Al tolerance in rice.
However, we found that there was no difference in the
tissue and cellular localization and transport activity for
Al between cultivars differing in Al tolerance levels.

We compared wild and tartary buckwheat with
common buckwheat for Al tolerance and accumulation.
We found that similar to common buckwheat, wild and
tartary buckwheat also secreted oxalate from the roots
in response to Al. Furthermore, we found that Al was
present in the form of Al-oxalate complex in the roots
and shoots, Al-citrate in the xylem.

3. Silicon uptake in wild rice

We compared Si uptake ability, expression and
localization of Si transporters (Lsil and Lsi2) between
cultivated rice and wild rice species with different
genome types (AA, BB and EE). Si uptake by the roots
was lower in the wild rice compared with the cultivated
rice, but all wild rice species and the cultivated rice
showed a similar concentration of Si in the shoots when
grown in the field. All wild rice also has Lsil and Lsi2
although several nucleotide differences were found.
Furthermore, similar cellular localization of Lsil at the
distal side and Lsi2 at the proximal side of both
exodermal and endodermal cells was observed in all
wild rice as the cultivated rice. These results indicate
that superior Si uptake is basically conserved in wild
and cultivated rice species.

4. Identification of a gene required for rice root growth

We identified a gene, OsASL1, which is required for
normal root growth in rice. OsASL1 encodes an
argininosuccinate lyase (ASL), catalyzing the last step of
arginine biosynthesis. The gene was expressed in both
the roots and shoots. OsALS1 was localized to the
plastid. The short root of the mutant was rescued by
exogenous addition of arginine, but not by other amino
acids. These results indicate that arginine produced by
ASL is required for normal root elongation in rice.
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1. Involvement of vacuolar protease VPE in induction of

cell death by aluminum

One of the executers of programmed cell death in
plant cells is vacuolar processing enzyme (VPE), a
vacuole-localized protease. In this study, the possible
involvement of VPE in Al-induced cell death process
was analyzed, using cultured tobacco cell line BY-2 and
tobacco plant, cv. Bright Yellow. In both systems, the
enhancement of the VPE gene expression and the
induction of cell death were detected simultaneously
during Al treatment time, suggesting that VPE acts as
an executer for Al-induced cell death.

2. Enhancement of sucrose synthase expression in

aluminum-tolerant tobacco cell line

Comparative analyses between Tobacco cell line SL
and the Al-tolerant cell line ALT301 derived from SL
suggest that in the Al-tolerant line, the production of
reactive oxygen species (ROS) via electron transport in
mitochondria is suppressed by the shift from respiration
to fermentation. In this case, sugar metabolism using
less ATP should be necessary. In order to supply sugar
phosphate from sucrose for glycolysis, sucrose
synthase (SUS) does not consume ATP, while invertase
does. Comparative analysis of SUS expression and SUS
activity between these lines indicated higher expression
of SUS in the Al-tolerant line, suggesting that the
higher expression of SUS supports the shift from
respiration to fermentation.

3. N-and C-terminal helical domains of wheat ALMT1
transporter are functional domains for Al-activated
malate efflux.

The genes encoding the Al-activated malate
transporters in wheat and Arabidopsis, TaeALMT1 and
AtALMTI respectively, were expressed in Xenopus laevis
oocytes and characterized electrophysiologically. The
Al-activated malate efflux was detected with TaALMT1
but not with AtALMT1. Based on these findings, we
analyzed the functional domains of TaALMT1. Firstly,
chimeric proteins were generated by swapping the N-
terminal and C-terminal halves of TaALMT1 and
AtALMT1 (Ta:At and At:Ta). The Al-activated malate
efflux was detected with the Ta:At but not with At:Ta.
Furthermore, Ta(48):At, generated by swapping 17
residues from the N-terminus of AtALMT1 with the
equivalent 48 residues from TaALMT1, was sufficient
to support transport activity, but the deletion of a
helical region with a transmembrane domain in the
Ta(48) led to the complete loss of transport activity.
Secondly, the deletion of a putative helical structure at
the C-terminal end of TaALMT1 also led to the loss of
transport activity. These results suggest that the helical
domains on the both N and C-termini of TaALMT1 are
critical for Al-activated malate transport function.
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We have been conducting molecular, cellular and
physiological studies on the responses of plant cells to
environmental stress. Now we are focusing on the root
function in water transport and aquaporins. As for
aquaporin, a water channel, here we report the
regulation mechanism of plasma-membrane type
aquaporins (PIPs), and the PIP transporting
hydrogenperoxides.

1. Root hydraulic water conductivity (Lpr) of barley
cultivars under salt/osomotic stress.

Previously we reported that salt-tolerant barley
cultivar K305 showed reduced Lpr as an early reaction
after salt/osmotic stress, but such reduction of Lpr was
not observed in salt-sensitive 1743. This time we found
that salt-tolerant cultivar U070 showed reduced Lpr 1hr
after salt stress with 100 mM NaCl like K305, while
salt-sensitive cultivars A627, C613, 1186 did not show
reduced Lpr like 1743. These results indicated that down
regulation of Lpr in the initial phase of salt/osmotic
stress is a function closely related with salt tolerance in
barley.

2. Mercury sensitivity of PIP aquaporins.

The hydraulic conductivity of plant roots is inhibited by
mercury. However, water permeability of oocytes
expressing HvPIP2;1 showed no inhibition by mercury.
All other PIP2s of barley might be insensitive to
mercury because the target cysteine is located at the
position homologous to that of HvPIP2;1. On the other
hand, in oocytes co-expressing HvPIP2;1 and HvPIP1;2,
the water permeability was strongly reduced by
mercury. These results suggest that PIP2 might not
function as a homomer, but as a heteromer of PIP1 and
PIP2 functioning as a Hg-sensitive water channel in
vivo.

3. Expression and molecular mechanism of HvPIP2;5
transporting hydrogenperoxide.

HvPIP2;1 was identified as a transporter of hydrogen
peroxide in the screening system using hydrogen
peroxide-sensitive yeast ASKN7. Each serine residue,
a possible phosphorylation amino acid in HvPIP2;5, was
replaced with alanine residue. The artificially mutated
HvVPIP2;5 was examined and the results suggested that
Ser126 was necessary for hydrogen peroxide transport,
but not for water transport. This is the first report on
the molecular mechanisms of differentiation of water
and hydrogenperoxide transport. HvPIP2;5 protein was
weakly expressed in leaf epidermal cells, and all cells in
roots. External hydrogen peroxide did not change the
RNA amount.
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Plant growth is influenced by various microorganisms
including mutualistic and pathogenic ones. Our group
explores, at molecular, cellular and individual levels, the
interplay of mutualistic and pathogenic microorganisms
occurring in some selected plant/ microorganism
systems.

1. First single-stranded RNA virus isolated from a
phytopathogenic filamentous fungus, Rosellinia necatrix,
with similarity to hypo- like viruses.

A novel positive-sense RNA virus, designated as
Rosellinia necatrix fusarivirus 1 (RnFV1), isolated from
a filamentous phytopathogenic fungus, the white root
rot fungus. A biological comparison of the virus-free
and -infected isogenic fungal strains suggested that
RnFV1 infects latently and thus has no potential as a
virocontrol agent. The virus has an undivided positive-
sense RNA genome of 6286 nucleotides excluding a
poly (A) tail. The genome possesses two non-
overlapping open reading frames (ORFs): a large ORF1
that encodes polypeptides with RNA replication
functions and a smaller ORF2 that encodes
polypeptides of unknown function. A lack of coat
protein genes was suggested by the failure of virus
particles from infected mycelia. Sequence similarities
were found in amino-acid sequence between RnFV1
putative proteins and counterparts of a previously
reported mycovirus, Fusarium graminearum virus 1
(FgV1). Interestingly, several related sequences were
detected by BLAST searches of independent
transcriptome assembly databases one of which
probably represents an entire virus genome. We
proposed a new taxonomic family termed Fusariviridae to
include RnFVland FgV1.

2. Transcriptional mapping of the messenger RNAs of

orchid fleck virus

The transcriptional strategy of orchid fleck virus
(OFV), which has a two-segmented negative-strand
RNA genome and resembles monopartite rhabdoviruses
especially  plant nucleorhabdoviruses (family
Rhabdoviridae), were molecularly characterized. Our
results showed that the transcription strategies of OFV
and plant nucleorhabdoviruses are very similar, with
both having the well-conserved gene-junction
sequences and generating monocistronic mRNAs and
polyadenylated (+)leader RNAs. This finding provides
further evidence that OFV and nucleorhabdoviruses
might have evolved from a common ancestor, even
though OFV has a bipartite genome.

3. Function of methylotrophs symbiotic to plants.

Methylobacterium species is the one of the most
predominant bacterial species in the phyllosphere and
they utilize methanol emitted from plant stomata. They
are capable of promoting plant growth but its
mechanism remains unclear. We found and identified
the genes responsible for phytohormone synthesis in
Methylobacterium species. We identified multiple genes
encoding methanol dehydrogenases in the bacteria, one
of which was found to be lanthanide dependent, in
addition to calcium-dependent enzyme. We are
investigating the switching mechanisms of the genes
for calcium and lanthanide-dependent enzymes. We
have found that compounds specifically synthesized
when the bacteria are grown on methanol induce plant
stomatal opening, the biological significance of which is
also under investigation. Furthermore, we identified
sensor proteins important for their chemotaxis toward
methanol.
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We focus on two main areas: (1) mechanisms of rice
defense against insect herbivores, and (2) integrated
pest management (IPM) using insecticides and natural
enemies.

1.1 Control mechanisms of jasmonate (JA) biosynthesis

in rice

The flux and initiation of JA biosynthesis in plants
depends on an array of enzymes and their post-
translation regulation mechanisms. We used
homogenized rice leaves and their extracts to show that
the enzyme components are ready for JA biosynthesis
in rice plants, and the flux into the pathway is mainly
controlled by the «-linolenic acid availability/release
from the cell membranes upon wounding of rice tissues.
Secondly, we found that the complete JA pathway
leading to JA and JA-Ile biosynthesis is only operational
in intact cells, while the activity in disrupted cells is
limited to the synthesis and accumulation of JA
precursor OPDA.

1.2 Spectrum and regulation of volatile organic compound

(VOC) emissions from rice

We continued characterization of volatile emissions
from rice that serve as communication signals between
rice plants and natural enemies of rice herbivores. We
found that, volatile emissions depending on each volatile
group show variable diurnal regulations, which are further
modulated by herbivory attained by the rice plants.

1.3. Isolation of novel insect elicitors from rice herbivores

Plants respond to herbivory based on specific wound-
derived signals. In addition, higher specificity is attained
by recognition of corresponding insect-associated
elicitors by plants. We used three types of rice
herbivores to investigate already known and novel
elicitors present in regurgitate of feeding larvae. Two
examined species contained fatty acid-amino acid
conjugates already known to act as insect elicitors
(Mythimna loreyi, Spodoptera mauritia), while the third
species Parnara guttata regurgitate was FAC-elicitor-free.
Furthermore, we found additional elicitor activity in M.
loreyi regurgitate that is now being characterized by
various molecular and analytical approaches.

2.1. Analysis of insecticide resistance mechanisms in

melon thrips

To examine the resistance mechanisms of Thrips palmi
against spinosad, we cloned partial nucleotide
sequences of the nicotinic acetylcholine receptor a6
subunit (TPa6) gene from susceptible (S) and resistant
(R) strains and compared their deduced amino acid
sequences. Results showed that the R strain had a
resistant amino acid, Glu, at amino acid position 275.
The synergist for cytochrome P450 (CYP450),
piperonyl butoxide, lowered the resistance level of R
strain. These results suggest that spinosad resistance of
T. palmi is conferred by reduced sensitivity of TPa6 and
CYP450-mediated detoxification.

2.2. Phytoseiid mite species composition on peach

leaves and wild plants in peach orchards

The phytoseiid mite species composition on peach
leaves and wild plants was examined using quantitative
sequencing in peach orchards having different pesticide
practices. Results showed that the phytoseiid mite
species composition on peach leaves and wild plants
changed during the survey period and varied among
peach orchards. The phytoseiid mite species
compositions were similar in peach leaves and some
wild plants with larger quantities of phytoseiid mites,
such as Veronica persica, Paederia foetida, Persicaria longiseta,
and Oxalis corniculata, especially after mid-summer.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 900
accessions of wild relatives. The subjects of our
research are 1) collection, multiplication, preservation
and distribution of barley germplasm, 2) evaluation of
genetic diversity and characteristics, and the
construction of the database of barley resource with
these genotype and phenotype data and 3) efficient use
of the resources for genome analysis including EST,
molecular markers and DNA libraries to study the
genome-based barley diversity and the genetic analysis
of important traits in barley.

1. Evaluation of barley germplasm
(a) QTL analysis of barley seed dormancy

A candidate for barley seed dormancy QTL (Qsd1) on
the long arm of chromosome 5H, which may be
associated with pre-harvest sprouting in small grains
including barley, was identified using a high density
linkage map of a large segregating population from
recombinant chromosome substitution lines (RCSL).
The transformation and functional analysis of this
candidate are underway.
(b) The exploration of the genes involved in transformation

efficiency in barley

For the purpose of the high throughput functional
genome analysis, we are exploring the genetic factors
accompanied with the high transformation efficiency in
barley. Several physiological and tissue-culture traits of
"Golden Promise", a variety that can be transformed
are compared with those of "Haruna Nijo" and "Morex",
varieties that show difficulty in transformation but rich
in genome information. We are attempting to isolate the
genetic factors using the genetic, molecular biological
and physiological techniques.

2. Collection and distribution of barley genetic resources

In addition to seed samples, cDNA and BAC clones
(including individual clones, pooled BAC DNA for
screening, high-density replica membranes and
complete clone set of barley) were distributed with the
support of the National BioResource Project (NBRP).

We deposited 575 lines of barley seeds to Norwegian
Seed Bank (Svalbard Global Seed Vault) in 2014. These
barley seeds are important genetic resources for
utilization as barley breeding materials for food security,
and they are stored there for long term safely.

3. Barley genome analysis

We have participated in The International Barley
Genome Sequencing Consortium to sequence barley
genome using next generation sequencing technology
under the several financial supports, and published an
integrated and ordered physical, genetic and functional
sequence resource that describes the barley gene-space
in a structured whole-genome context. We are
annotating barley genome sequence with these
comprehensive full-length cDNA resources.
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Our group is conducting molecular genetic analysis
of Dbarley with special attention paid to seed
morphology and coloration. Our main achievements
during 2014 are described below.

1. Validation of a key domestication gene controlling
covered vs. naked caryopsis in barley

Barleys typically have caryopses with adhering hulls
at maturity, known as covered (hulled) barley.
However, a free-threshing variant called naked (hulless)
barley is present. The covered vs. naked caryopsis is an
important economic trait that is directly connected to
usage of barley seeds. Covered barley is used for
animal feed and brewery, whereas naked barley is
suitable for human food. A single locus (nud) on
chromosome arm 7HL controls this trait. By means of
positional cloning, we found that an ERF (ethylene
response factor) family transcription factor gene
controls the covered vs. naked caryopsis phenotype. We
have validated this conclusion by genetic complementation
experiments with Agrobacterium transformation.

Survey of natural DNA sequence variation at the nud
locus revealed that naked barley has a monophyletic
origin resulting from a 17-kb chromosomal deletion
including the entire Nud gene, but covered barley was
classified into two major groups, suggesting plural
lineages. The Nud gene has homology to the Arabidopsis
WIN1/SHN1 transcription factor gene, whose deduced
function is control of a lipid biosynthesis pathway. By
staining with a lipophilic dye (Sudan Black B), we
detected a lipid layer on the pericarp epidermis only in
covered barley. This observation indicates that in
covered barley, lipids on the surface of caryopses act as
a glue for their tight adhesion with hulls. Separation of
hulls in naked barley is due to the absence of surface
lipids on the caryopses. Lipids that are specifically
secreted on the surface of caryopses in covered barley
are under investigation.

2. Molecular genetic analyses of ant genes for
proanthocyanidin synthesis

Many anthocyanin- and proanthocyanidin-free mutants
(ant mutants) of barley were induced and selected because
of breeding interest to reduce proanthocyanidins, which
cause degraded beer quality and browning of cooked
grains. So far, 30 Ant loci (Antl to Ant30) that play key
roles in anthocyanin or proanthocyanidin synthesis
were reported, but only four were molecularly cloned.
We found that barley ant28 encodes an R2R3 MYB gene
(Homyb10), an orthologue of the wheat R-1 gene, a grain
color regulator. The predicted amino acid sequences of
Hvmybl0 showed high similarity not only to wheat
Tamyb10 but also to TT2, a proanthocyanidin regulator
of Arabidopsis thaliana.

Nonsynonymous nucleotide substitutions in the
Homyb10 gene were found in all six ant28 mutants tested.
Mapping showed that a polymorphism of Hvmybl0
perfectly cosegregated with the ant28 phenotype on the
distal region of the long arm of chromosome 3H. The
reduced grain dormancy of ant28 mutants compared
with those of the respective wild types indicates that
Humybl0 is a key factor in grain dormancy in barley.
Candidate genes of other ant mutants have been
identified through comparative genetic mapping
approaches.
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Our group has been preserving wild plant seeds as
potential resources for practical use, and we have been
studying various features of wild plant species. Our
main achievements during 2014 are described below.

1. Project of plant science and field survey for recovering
arable lands devastated by East Japan Earthquake
Since 2012, we have performed this project in

collaboration with other laboratories of IPSR, and

Department of Radiation Research, Shikata Laboratory,

Advanced Science Research Center, Okayama University.

In March 2014, we reported our research progress to

litateemura Office and Fukushima Prefecture. Our

results were partially published as an international
paper, and presented at international or domestic

Symposiums.

Radiocesium concentrations (Cslant Bq-kgDW™") in
various wild plant species and transfer factors from the
soils ([Cslplant/[Cskoil) have been measured at four survey
fields in Iitate-mura, Fukushima Prefecture. Besides, we
set up small quadrats, and estimated radiocesium
extraction rates from ground surface soil to aerial
biomass of weed vegetation annually within the
quadrats in which the dominant species was Solidago
altissima L. We also reexamined some ferns and seed
plants grown on the edges of surveyed paddy fields,
because of high concentrations of radiocesium in those
species in 2013. In Soma City on the Pacific coast, at a
salt marsh that had been turned from paddy fields by
last tsunami disaster, radiocesium concentrations in
some examined salt and salt-tolerant plants were low
(not detected, or 48 Bq-kgDW "), though the radioactivity
of soil reached only 250 Bq-kegDW . Since 2014, a crop
scientist (the Field Science Center, Faculty of
Agriculture) and a soil scientist (the Department of
Environmental Management Engineering, Faculty of
Environmental Science and Technology) have joined
our project. We are now executing chemical analyses of
soil samples from surveyed fields for revealing the
relationships between transfer factors and soil
constituents.

2. Unraveling mechanisms of adaptation to local

environment differing along latitude

Adaptation to environment that differs along latitude
such as photoperiod and temperature is important for
plants. As mechanisms of such adaptation, we are
focusing on phytochromes, red-light photoreceptors, and
unraveling its functional differences among local
accessions using arctic-alpine plants. There are two
reasons we focused on phytochromes. Given that all
plants have phytochromes, knowledge of their adaptive
functions could be applied to various crops. In addition,
our previous works found that plants growing in
different latitude have alleles that diverged under
natural selection. We used two sister species (Cardamine
nipponica and C. bellidifolin) as model species and
extracted their PHYB. By in vitro and in planta (Arabidopsis
phyB mutants) assay, we are exploring the functions of
PHYRB alleles originating from different latitudes.
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Our research group has been conducting molecular
studies on the structures and functions of nuclei and
chromosomes, mainly in plants. We are analyzing
chromosome functional elements; centromeres,
telomeres and replication origins, and constructing plant
artificial chromosomes for crop improvement. Our main
achievements in 2014 are described below.

1. Generation of a 1-Mb-sized artificial ring minichromosomes

in Arabidopsis

Plant artificial chromosomes (PACs) have been
anticipated as new vectors for the development of new
crops. However, PACs have not yet been easily created.
Recently, we have developed a novel method for
generating PACs in the model plant Arabidopsis thaliana
using the Cre/LoxP and Ac/Ds systems. The generated
PAC, “AtARC1 (A. thaliana artificial ring chromosome
1)", contains a short centromere domain consisting of
180-bp repeats of approximately 250 kb in length, and its
flanking 2.6-Mb region of chromosome 2 long arm.
AtARCI1 is stable during mitosis in the absence of
selection and is transmissible to the next generation
through meiosis. No distinct phenotypic abnormalities
appeared in plants when an AtARC1 was added to the
wild-type (2n=2x=10+AtARC1=11). However, because
AtARC1 contains approximately 150 protein-coding
genes derived from the long arm of chromosome 2, the
dosage effects are not negligible. In this study, therefore,
we attempted to generate a smaller artificial ring
chromosomes by the method reported previously for
AtARCI. As a result, a 1-Mb-sized ring chromosome was
successfully generated. Although AtARC2 still contains
28 protein-coding genes, it was stable during mitosis and
transmissible to the next generation. Therefore, it is
more suitable as a chromosome vector than AtARCI.

2. Development of a novel isolation method for isolating

centromeric DNA sequences

Centromeres have an important role in segregating
chromatids into daughter cells at mitosis and meiosis.
Though the centromere function has been conserved
among all eukaryotes including yeasts, animals and
plants, centromeric DNA sequences involved in the
centromere function are divergent even among closely
related species. Chromatin immunoprecipitation (ChIP)
using anti-CENH3 (centromere-specific histone H3
variant) antibodies has been used for isolation of
centromeric DNA sequences. However, ChIP requires
high quality antibodies, which are sometimes difficult to
raise, making it potentially difficult to isolate centromeric
DNA. Here, we tried to develop a novel and easy method
for isolating centromeric DNA sequences, based on the
fact that canonical and centromeric nucleosomes are
different in size. First, we compared the chromatin size of
mono-nucleosomes in centromeric sequences with that
in non-centromeric sequences by ChIP-Seq analysis. As a
result, all plant species used carried shorter DNA
fragments in the CENH3 nucleosome than those in the
canonical H3 nucleosomes. According to these results,
we used a more simple method to isolate centromeric
DNA sequences. Mono-nucleosome size DNA was
separated using agarose gels. Then monomeric size and
shorter DNA fragments were purified, and used as
templates of gPCR. In the gPCR, centromeric DNAs were
significantly concentrated in the shorter fractions. These
results imply the shorter DNA fragments on centromeric
nucleosomes is a universal feature at least in plant
species, which must be wuseful for identifying
centromeric sequences without using or raising
antibodies against CENHS3.
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This group has been analyzing the genetic factors for
greater production of crops and improvement of seed
quality and also tolerant genes for metal or oxidation
stresses and the space-growing.

1. QTL analysis for several agronomic traits in the F2

of the cross between LIA and Basmati rice

For sustainable agriculture in the 21% century, we
developed a Low Input-Adaptable (LIA) line derived from
the cross between Oryza longistaminata, an African wild
species and T-65; it had a large biomass under non-
fertilized conditions. A large number of spikelets per
panicle of LIA is considered to be useful to improve low
productivity of Basmati rice which is highly demanded
in the world market. Thus, QTL analysis for several
agronomic traits was conducted in F2 of the cross
between LIA and Basmati. As a result, 16 QTL for 10
traits were identified on 9 chromosomes.

2. Light control of shoot regeneration and endogenous
hormone contents in calli derived from immature
barley embryos
Light regulates shoot regeneration in calli derived

from barley immature embryos. Endogenous hormone
contents of calli were determined by LC/MS, suggesting
that the light condition during callus induction affects
the ABA contents. Light control of shoot regeneration is
caused by the fluctuation of endogenous ABA level in
calli, and ABA suppresses shoot regeneration in barley
immature embryo culture.

3. Analysis of tonoplast intrinsic proteins (TIPs) in seeds

To investigate the intracellular water condition
during the periods of seed development and seed
desiccation, we analyzed tonoplast intrinsic proteins
(TIPs) from barley. Among nine barley TIP genes
(HoTIPs) identified, HvTIP1;2, HvTIP2;1 and HvTIP3;1 were
expressed in seeds. HvTIP3;1 alone did not express the
water permeability in Xhenopus oocytes. However,
HvTIP3;1 coexpressed with HvTIP1;2 showed water
transport activity. On the other hand, HvTIP3;1
interacted with HvTIP2;1 decreased the water transport
activity in oocytes, suggesting that HvTIP3;1 controls
the water permeability in barley seeds.

4. Mechanisms of tolerance to metal stress and oxidative

stress in a wild plant

To clarify the relation between the high Al tolerance
mechanism of Andropogon virginicus L. and the function
of S-adenosyl methionine synthase gene (AvSAMS1), the
AvSAMS1 expressing Arabidopsis transformant and non-
transformant under Al stress were investigated by
bisulphited DNA sequencing and ChIP/RT-PCR. There
were differences in methylation status in both DNA and
histone H3 between the two lines under Al stress and
these differences seemed to be related to a difference in
the whole genomic gene-regulation between these lines.

5. Gene expression of plants grown in space

Few studies on gene expression profiles of plants
grown in long-term spaceflight have been reported. In
this study, total RNA isolated from leaves of Mizuna
plants, cultivated in the International Space Station for 27
days, was subjected to mRNA-Seq using next generation
sequencing technology. The results demonstrated that
the spaceflight environment induced oxidative stress and
activated a ROS gene network in the space-grown
Mizuna, some of which were common genes up-
regulated by abiotic and biotic stresses and some of
which were preferentially up-regulated by the
spaceflight environment.
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Our group focuses on the study of Heterosigma
akashiwo (Ha), a unicellular algae that forms harmful
algal bloom (commonly termed ‘red tide’),
frequently observed in western part of Japan. The
outline of our research activity during this year is
summarized below:

1. Characterization of mechanism of harmful algal
bloom.

Under general conditions, Ha accounts for a small
part of the whole algal population in the coastal water
area. Once bloom formation is triggered, however, Ha
propagates up to 7~8 times/day in population. On the
other hand, such a remarkable propagation is not
observed in other photosynthetic planktons occurring
in the same area: this suggests that the factor
inducing bloom formation exerts its effect on Ha in
highly specific manner. In addition, the rapid
propagation was not reproduced when isolated Ha
strain was artificially cultured under laboratory
condition. Environmental factors, such as water
temperature, nutritional salt concentration, light
intensity and day length, are known to have some
impacts on bloom formation: however, Ha growth in
laboratory culture are not dramatically affected when
these condition are changed. These observations
collectively indicate that there is other important
factor that triggers the initiation of the bloom.

Our group recently isolated several commensal
bacteria from Ha. One of these, Altererythrobactar
markedly accelerated the Ha growth when added to
axenized Ha strains. This observation underscores
the importance of commensal bacterium as a
regulatory factor for bloom formation. We are
currently investigating the detailed mechanism of
growth stimulation of Ha by the bacterium.

2. Characterization of Heterosigma akashiwo virus (HaV)

infection process

Once the Ha bloom is formed, it disappears in a
week to ten days. Ecological studies have
demonstrated that Ha is extinguished due to infection
of several viruses that infect and exterminate the
unicellular algae. We are currently scrutinizing
infection process of one of the viruses, HaV. While
HaV was originally isolated as a pathogen that kills
its host, we found out that several Ha strains show
different phenotypes, such as resistant, uninfected, or
shows latent infection, upon HaV infection. Moreover,
we found that the viral infection symptom is
markedly different even in the same host depending
on the presence or absence of commensal bacteria.
We are currently analyzing the full genome sequence
of two HaV strains to establish basis for deciphering
these phenomena at molecular levels.

3. Establishment of the basis of molecular biology
study of Ha

To further characterize interaction between Ha
and other organisms at molecular level, and utilize
its fast growth for biomass production, we are
currently analyzing the full genome sequence of Ha
and optimizing genetic transformation protocol for
the organism.

In addition, we have established strain specific
marker gene based on the highly variable region of
mitochondrial genome. This information will be
utilized to characterize the population dynamics of
Ha interacting with commensal bacteria and/or HaV.
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This group consists of concurrent faculty members,
and aims to establish an international hub and/or
exchange program on Plant Genetic Resources and
Stress Science. From 2010 to 2012, our program was
supported by the Japan Society for the Promotion of
Science (JSPS), under the Asia-Africa Science Platform
Program (AASPP) under the title “Establishment of
crop stress science network for increase of food
production in eastern Africa”’. In 2013, we extended our
exchange under the intra-university program entitled
“Globalization of Crop Stress Science network in
eastern Africa”. Currently, the program is being
supported by JSPS-AASPP under the title “Plant
Science and Resource Innovative Research Core with
Pan African University”, which was approved for 2014-
2016. In addition, Okayama University has been
selected as one of the supporting institutions for JICA
JAPAN-ai-Africa project initiated from 2014. Our group
aims in promoting international exchange through
these programs.

1. Accepting Kenyan researchers and international

collaboration

We invited four young researchers from Jomo
Kenyatta University of Agriculture and Technology
(JKUAT) to Plant-Insect Interaction Group, and Plant-
Microbe Interaction Group, and to the Faculty of
Agriculture (Prof. Kubo). During their stay at Okayama
University for two months (periods from September to
November, 2014), they learned advanced experimental
skills in their disciplines and performed collaborative
projects. To promote networking of young researchers,
we organized the “IPSR Kenya Day 2014” on October
10.

2. Visiting east African countries

To promote an exchange between IPSR and other
east African universities, two executives including two
officers (President Morita, Dean Okuda, Sugimoto and
Yamamoto), three faculty members from IPSR
(Sakamoto, Suzuki and Tani), two students (Gichuhi and
Kamau), and four faculty members from the Faculty of
Agriculture (Kubo, Ichinose, Saitoh and Tanaka) visited
JKUAT. We organized an international symposium “Innovative
Agricultural Sciences, Technologies and Global
Networking for Sustainable Food Production and Security”,
as part of the 9™ JKUAT conference held at JKUAT
campus from November 13 to 14. To extend our
exchange program to other countries, we invited two
researchers from Uganda (Makerere University) and
two researchers from Ethiopia (Addis Ababa Science
and Technology University and ICRISAT), who also
presented talks at the symposium and conducted
discussion with Japanese participants.
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variant in Lotus japonicus. Gene 538: 8-11.

(2) Murata, M. 2014. Minichromosomes and artificial chromosomes in Arabidopsis. Chromosome Res. 22: 167-178.

(3) Tek, A. L., Stupar, R. M. and Nagaki, K. 2014. Modification of centromere structure: a promising approach for
haploid line production in plant breeding. Turkish J. Agri. Forestry 38: 1-6.

(4) Habu, Y., Ando, T, Ito, S, Nagaki, K., Kishimoto, N.,, Taguchi-Shiobara, F., Numa, H.,, Yamaguchi, K., Shigenobu, S,,
Murata, M., Meshi, T. and Yano, M. 2014. Epigenomic modification in rice controls meiotic recombination and
segregation. Molecular Breed. (in press).
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4 ) LHIZ )V— T (Group of Genome Regulation)

(1) Hayashi-Tsugane, M., Takahara, H., Ahmed, N., Himi, E., Takagi, K, Iida, S, Tsugane, K. and Maekawa, M. 2014. A
mutable albino allele in rice reveals that formation of thylakoid membranes requires the snow-white leafl gene.
Plant Cell Physiol. 55: 3-15.

(2) Rikiishi, K. and Maekawa M. 2014. Seed maturation regulators are related to the control of seed dormancy in
wheat (Triticum aestivum L.). PLoS ONE 9(9): e107618; (doi:10.1371/journal.pone.0107618).

(3) Sugimoto, M., Oono, Y., Gusev, O., Matsumoto, T., Yazawa, T., Levinskikh, M.A., Sychev, V.N,, Bingham, G.E,,
Wheeler, R. and Hummerick, M. 2014. Genome-wide expression analysis of reactive oxygen species gene
network in Mizuna plants grown in long-term spaceflight. BMC Plant Biology 14: 4.

(4) Tanaka, S, Kihara, M. and Sugimoto, M. 2014. Structure and molecular characterization of barley nudix hydrolase
genes. Biosci. Biotechnol. Biochem. (DOL:10.1080/09168451.2014.978259).

REREYMERMAE 27 (Research Core for Future Crops)
HAZERY - “FBREUHT B 27 )V — 7 (Innovative Research Group)

(1) Ueki, S. and Citovsky, V. 2014. Plasmodesmata-associated proteins: can we see the whole elephant? Plant
Signaling and Behavior 9(2): €27899
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EREB LT VR IT A

(List of International Conferences and Symposia)

KSQRIERX ML XD =y ;b (Atmospheric Stress Unit)

NSRBI ISIIZE 7 )V — 7 (Plant Light Acclimation Research Group)

(1) Sakamoto, W. Biogenesis and continuity of chloroplasts require various prokaryotic factors: Focus on DPD1, FtsH
and VIPP1. IMB special seminar. Institute of Molecular Biology, Academia Sinica, Taipei, Taiwan, April 24, 2014.

(2) Sakamoto, W. Versatile role of VIPP1 in chloroplast function and stress resistance. Institute of Plant Physiology
and Ecology, Special Seminar, Shanghai Institute of Biological Sciences, Chinese Academy of Science,
Shanghai, China, August 14, 2014.

(3) Kato, Y. and Sakamoto, W. Characterization of a protein interacting with FtsH protease involved in D1 degradation.
International Symposium on the Regulation of Photosynthetic Function. Guilin, China, August 16-20, 2014.

(4) Zhang, L. and Sakamoto, W. Peripherally-attached membrane protein VIPP1 forms a large complex and protects
photosynthetic membranes. International Symposium on the Regulation of Photosynthetic Function. Guilin,
China, August 16-20, 2014.

(5) Peter, K. Molecular characteriza.on of an ARC6-like protein involved in chloroplast division and biogenesis in rice.
IPSR Kenya Day 2014. Kurashiki, October 10, 2014.

(6) Sakamoto, W. Improvement of photosynthesis and chloroplast function for food and biomass production. The 9™
JKUAT Scientific, Technological and Industrialization Conference. Jomo Kenyatta University of Agriculture
and Technology. Nairobi, Kenya, November 13-14, 2014.

(7) Peter, K., Matsushima, R., Maekawa, M. and Sakamoto, W. Molecular characterization of an ARC6-like protein
involved in chloroplast division and biogenesis in rice (Oryza sativa L.). The 9" JKUAT Scientific, Technological
and Industrialization Conference. Jomo Kenyatta University of Agriculture and Technology. Nairobi, Kenya,
November 13-14, 2014.

RESE RN 2 )V — 7 (Group of Environmental Response Systems)

(1) Yin, Y, Adachi, Y., Ye, W., Hayashi, M., Nakamura, Y., Kinoshita, T., Mori, I. C. and Murata, Y. Difference in abscisic
acid perception mechanism between closure induction and opening inhibition of stomata. Keystone Symposia,
Plant Signaling: Dynamic Proteties. Breckenridge, CO, USA, February 5-10, 2014.

(2) Mori, I. C,, Rhee, J,, Shibasaka, M., Sasano, S., Kaneko, T., Horie, T. and Katsuhara, M. CO2 permeablity of PIP2
aquaporins. Plant Biology 2014. Portland, OR, USA, July 12-16, 2014.

(3) Ye, W, Adachi, Y., Muroyama, D., Issak, M., Munemasa, S., Nakamura, Y., Mori, I. and Murata, Y. Calcium-dependent
protein kinase, CPK6, and Open stomata 1 positively function in yeast elicitor-induced stoamtal closure in
Arabidopsis. Plant Biology 2014. Portland, OR, USA, July 12-16, 2014.

(4) Ttai, A, Morishita, Y., MIshima, R., Kanetaka, S., Matsuura, T., Mori, L, Hirayama, T., Murayama, H. and Habu, T.
Transcriptome analysis reveals the role of plant hormones in pear fruit set. 12th International Pear
Symposium. Leuven, Belgium, July14-18, 2014.

(5) Hirayama, T., Matsuura, T., Nakagawa, R., Ohtani, M. and Hayashi, H. Unique function of poly(A)-specific
ribonuclease of Arabidopsis, International Conference on Arabidopsis Research. Vancouver, Canada, July 28-
August 1st, 2014.

(6) Takatani, S, Hirayama, T., Hashimoto, T., Takahashi, T. and Motose, H. Abscisic acid induces ectopic outgrowth
and cortical microtubule reorganization in epidermal cells of Arabidopsis thaliana. International Conference on
Arabidopsis Research. Vancouver, Canada, July 28-August 1st, 2014.

(7) Ikeda, Y., Becker, C., Lopez-Gonzalez, L., Pouch-Pelissier, M., Pogorelcnik, R., Weigel, D. and Mathieu, O.
Identification of Arabidopsis KUMONOSU gene involved in DNA methylation and heterochromatin-associated
silencing. FEBS-EMBO 2014 conference. Paris, France, August 30-September 4, 2014.

(8) Ikeda, Y., Nishihama, R., Yamaoka, S., Kohchi, T. and Hirayama T. Towards DNA methylome analysis in
Marchantia polymorpha. The 38" NAITO conference on Molecule-based biological systems. Sapporo, Japan,
October 7-10, 2014.

(9) Ooai, L., Lee, Y.H., Goh, C.T., Asmat, A. and Mori, I.C. Biosensor for oxidative stress induced by toxic metalloids using
Eshcherichia coli roGFP2 cells. JSPS-ACP comprehensive seminar 4. Johor Bahru, Malaysia, December 3-4, 2014.
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(10) Ikeda, Y. Kato, M, Nishihama, R, Yamaoka, S, Kohchi, T. and Hirayama T. Towards functional analysis of DNA
methylation in Marchantia polymorpha. Marchantia workshop 2014. Kobe, Japan, December 8-10, 2014.

TERIEXA ML X v b (Soil Stress Unit)

A b L A% )V— 7 (Group of Plant Stress Physiology)

(1) Ma, J. F, Yamaji, N. and Mitani-Ueno, N. Silicon transporters and their role in plants. 6™ International Conference
on Silicon in Agriculture. Stockholm, Sweden, August 26-30, 2014.

(2) Yamaji, N, Mitani-Ueno, N. and Ma, J. F. Transcriptional regulation of Si transporter genes involved in uptake and
distribution in rice. 6" International Conference on Silicon in Agriculture. Stockholm, Sweden, August 26-30,
2014.

(3) Sakurai, G., Satake, A., Yamaji, N., Mitani, N., Yokozawa, M. and Ma, J. F. The role of Casparian strips and Lsi
transpoter distribution in efficient Si transport in rice. 6™ International Conference on Silicon in Agriculture.
Stockholm, Sweden, August 26-30, 2014.

(4) Ma, J. F. Transporters involved in cadmium accumulation in plants. Development of “Knowledge about Agriculture”
through the International Collaboration between the University of Tokyo, Japan and the Southwest
University, China. Tokyo, Japan, Sep. 12-13, 2014.

(5) Ma, J. F, Yamaji, N. and Sasaki, A. Molecular mechanisms of mineral element distribution in rice. 12" International
Symposium on Rice Functional Genomics. Arizona, USA, November 16-19, 2014.

(6) Chen, Z. C., Yamaji, N. and Ma, J. F. Characterization of a gene controlling root growth in rice. 12" International
Symposium on Rice Functional Genomics. Arizona, USA, November 16-19, 2014.

5 FHEBERERENT 7 )V — T (Group of Molecular and Functional Plant Biology)

(1) Katsuhara, M. Plant aquaporin: A molecular regulator in plant water relations. 1™ Okayama University and King
Faisal University’s Workshop on Environmental and Life Science. Okayama, Japan, November 13, 2014.

RIEEMA ML XD Z v b (Biotic Stress Unit)

i - MM EER 27 )V —7 (Group of Plant-Microbe Interactions)

(1) Salaipeth, L., Chiba, S., Eusebio-Cope, A., Kanematsu, S., and Suzuki, N. Biological control potential of Rosellina
necatrix megabirnaviridae 1 against white root rot disease in Japan. The PMCP (Pest Management Council
of the Philippines) 45" Anniversary and Annual Scientific Conference. Cebu City, Philippines, May 6-9,
2014.

(2) Suzuki, N. and Eusebio-Cope, A. RNA genome rearrangements associated with RNA silencing deficiency. EMBO
Conference Viruses of microbes: Structure and function, from molecules to communities. ETH Zurich,
Switzerland, July 14-18, 2014.

(38) Suzuki N. The chestnut blight fungus for studies on virus/host and virus/virus interactions: from a natural to a
model host. EMBO Conference Viruses of microbes: Structure and function, from molecules to communities.
ETH Zurich, Switzerland, July 14-18, 2014.

(4) Zhang R., Liu, S., Chiba, S. Kondo, H., Kanematsu, S. and Suzuki, N. A novel ssRNA virus isolated from a
phytopathogenic filamentous fungus, Rosellinia necatrix with similarity to hypo - like viruses. 16"
International Congress of Virology. Montreal, Canada, July 27- August 1, 2014.

(5) Nibert, M. L, Said A. Ghabrial. and Suzuki, N. Taxonomic reorganization of family Partitiviridae. 16™ International
Congress of Virology. Montreal, Canada, July 27- August 1, 2014.

(6) Salaipeth, L., Chiba, S., Eusebio-Cope, A., Kanematsu, S. and Suzuki, N. Transfection of the megabirnavirus
RnMBV1 into a model filamentous fungus, Cryphonectria parasitica: biological significance and expression
strategies. 16" International Congress of Virology. Montreal, Canada, July 27- August 1, 2014.

(7) Kondo, H, Maruyama, K., Chiba, S, Andika, I. B, Tamada, T. and Suzuki, N. Detection and transcriptional mapping
of the messenger and leader RNAs of orchid fleck virus, a bisegmented negative - sense RNA virus. 16™
International Congress of Virology. Montreal, Canada, July 27- August 1, 2014.
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(18)
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(20)
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Chiba, S., Jamal, A., Tanaka, T., Kondo, H. and Suzuki, N. The first evidence for internal ribosomal entry sites in
mycovirus genomes. 3" Int. Mycovirus Symposium. Burlington, USA, August 2-5, 2014.

Zhang R., Liu, S, Chiba, S. Kondo, H., Kanematsu, S. and Suzuki, N. A novel ssRNA virus isolated from a
phytopathogenic filamentous fungus, Rosellinia necatrix with similarity to hypo-like viruses. 3" Int. Mycovirus
Symposium. Burlington, USA, August 2-5, 2014.

Kondo, H., Hisano, S, Lin, Y-H., Chiba, S. and Suzuki, N. Multiple infection of a single Botrytis tulipae isolate by at
least nine RNA viruses revealed by a deep sequencing approach. 3* Int. Mycovirus Symposium. Burlington,
USA, August 2-5, 2014.

Mochizuki, S, Suzuki, N. and Kasahara, S. Glycobiologic approach for dissection of mycovirus/host interactions.
3" Int. Mycovirus Symposium. Burlington, USA , August 2-5, 2014.

Eusebio-Cope, A. and Suzuki, N. Mycoreovirus 1 genome rearrangements generated in RNA-silencing defective
strains of the chestnut blight fungus, Cryphonectria parasitica. 3" Int. Mycovirus Symposium. Burlington, USA,
August 2-5, 2014.

Mitsui, R.,, Masuda, S, Tani, A., Minamisawa, K. and Tanaka, M. Rare earth elements-dependent methylotrophic
autotrophy of Bradyrhizobium japonicum USDA110. Gordon Conference. Molecular basis of microbial one-carbon
metabolism, MA, USA, August 10-15, 2014.

Tani, A, Sahin, N., Matsuyama, Y., Enomoto, T., Nishimura, N., Yokota, A. and Kimbara, K. Rapid and accurate
identification of microorganisms by whole-cell MALDI-TOF/MS. New Core to Core program A. Advanced
research networks on Establishment of an international research core for new bio-research fields with
microbes from tropical areas (World-class research hub of tropical microbial resources and their utilization)
First joint seminar. Bangkok, Thailand, August 10-11, 2014.

Charoenpanich, J,, Kobtrakool, K., Ketsuk, A., Kaenngam, W., Thakolprajak, P. and Tani, A. A novel metal-tolerant,
solvent and surfactant stable protease from marine bacterium Bacillus megaterium. New Core to Core program
A. Advanced research networks on Establishment of an international research core for new bio-research
fields with microbes from tropical areas (World-class research hub of tropical microbial resources and their
utilization) First joint seminar. Bangkok, Thailand, August 10-11, 2014.

Nakagawa, T., Mitsui, R., Tani, A., Hibino, A., Sasa, K., Tashiro, S., Iwama, T., Hayakawa, T. and Kawai, K.
Physiological role of methanol dehydrogenase depending on rare earth elements in methylotrophic bacterium.
1 6th

Kurniawati, N., Mitsui, R,, Tani, A, Fitrivanto, A. N,, Pertiwiningrum, A., Hayakawa, T., Nakagawa, T. and Kawai

Asian Australasian Animal Production Congress. Yogyakarta, Indonesia, Oct 10-14, 2014.

K. Symbiotic nitrogen-fixing soil bacterium has an ability of methanol utilization depending on rare earth
elements. The 16" Asian Australasian Animal Production Congress. Yogyakarta, Indonesia, Oct 10-14, 2014.

Supyani, S. and Suzuki, N. Characterization of Mycoreovirus-1 Particles Isolated from a Hypovirulent Strain (9B21)
of the Chestnut Blight Fungus. 2™ International Biology Conference (2nd IBOC). Bertempat di Kampus ITS
Sukolilo-Surabaya, Pada tanggal, Indonesia, November 8, 2014.

Tani, A., Masuda, S., Fujitani, Y., Kato, J. and Suzuki, N. Chemotaxis to methanol in Methylobacterium sp. 9" JKUAT
Scientific and Technological Conference. Nairobi, Kenya, November 13-14, 2014.

Masuda, S., Nakamura, Y., Mori L. C. and Tani, A. A novel strategy for suppression of plant stomatal defense by
Methylobacterium Sp. 9" JKUAT Scientific and Technological Conference. Nairobi, Kenya, November 13-14, 2014

Suzuki, N. Virus interference in plants and fungal hosts. 9" JKUAT Scientific and Technological
Conference.Nairobi, Kenya, November 13-14, 2014.

it - EREMHEEN Y )V —7 (Group of Plant-Insect Interactions)

)

@

3

4)

Wari, D. and Sonoda, S. Identification of wild plant species possibly promoting the occurrence of phytoseiid mites
in Japanese peach orchards. XIV International Congress of Acarology. Kyoto, Japan, July 13-18, 2014.

Sonoda, S. and Wari, D. Generalist phytoseiid mite Euseius sojaensis contributes to suppression of spider mite
densities at organic peach orchard with no chemical application. XIV International Congress of Acarology.
Kyoto, Japan, July 13-18, 2014.

Sonoda, S. Cryptic mechanisms of insecticide resistance in diamondback moth. The 1% International Symposium
on Insecticide Toxicology, Guanzhou, China, August 5-7, 2014,

Shinya, T., Yamaguchi, K., Desaki, Y., Yamada K., Narisawa, T., Kobayashi, Y., Maeda, K., Suzuki, M., Tanimoto, T.,
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Takeda, J, Nakashima, M., Funama, R., Narusaka, M., Narusaka, Y., Kaku, H., Kawasaki, T., and Shibuya, N.
Selective regulation of chitin-induced defense response by the Arabidopsis receptor-like cytoplasmic kinase
PBL27. XVI IS-MPML Rhodes, Greece, July 6-10, 2014.

(5) Galis, 1. Development of novel plant protection strategies based on the natural defense mechanisms against
herbivores in rice. The 1% Okayama University and King Faisal University’s Workshop on Environmental and
Life Science. Okayama, Japan, November 13-14, 2014.

BEEIRI=v b (Genetic Resources Unit)

) LR )V — T (Group of Genome Diversity)

(1) Sato, K. Evaluation and use of stress tolerance in barley genetic resources. Visions for Nordic pre-breeding
collaboration, PPP seminar and partner meeting. Radisson SAS, Reykjavik, February 26-28, 2014.

(2) Hisano, H, Nishimura, H., Matsuura T., Mori L, Yamane M. and Sato K. Microarray and hormone analysis of the calli
derived from different organs and genotypes in barley. Cereals for Food, Feed and Fuel, Challenge for Global
Improvement, Joint EUCARPIA Cereal Section & I/T/M/I Conference. Wernigerode, Germany, June 29-July 4, 2014.

BB IEMERER#HT 7 )V — 7 (Group of Genetic Resources and Functions)

(1) Taketa, S. BaYMV resistance gene research in Japan. Rym Workshop 2014, Sapporo, Japan, May 12, 2014.

(2) Jost, M., Mascher, M,, Steuernagel, B.,, Schmutzer, T., Himmelbach, A., Shahinnia, F., Scholz, U.,, Druka, A., Waugh, R,,
Taketa, S. and Stein, N. Cloning of the homeotic gene Laxatum.a (lax.a) - prospects from an improving barley
genomics infrastructure.lst International Workshop on Barley Mutant Research. Gatersleben, Germany, June
27 - 28, 2014.

(3) Taketa, S. and Himi, E. Molecular characterization of barley genes relevant to seed morphology and quality.1™
International Workshop on Barley Mutant Research. Gatersleben, Germany, June 27 - 28, 2014.

(4) Jost, M., Mascher, M,, Steuernagel, B.,, Schmutzer, T., Himmelbach, A. Shahinnia, F., Scholz, U, Druka, A., Waugh, R,,
Taketa, S. and Stein N. Cloning of the homeotic gene Laxatum.a (lax.a) - prospects from an improving barley
genomics infrastructure EUCARPIA. Cereal Section- I/T/M/I Joint Conference. Wernigerode Germany, June
29 - July 4, 2014.

(5) Taketa, S. Barley transcription factors controlling seed morphology and pigments. 5" NIBB-MPIPZ-TLL
Symposium. Horizons in Plant biology, Max Planck Institute for Plant Breeding Research Cologne, Germany,
November 24 - 26, 2014.

4% 27 )V — 7 (Group of Wild Plant Science)

(1) Yamashita, J., Enomoto, T., Yamada, M., Ono, T., Hanafusa, T., Nagamatsu, T., Sonoda, S. and Yamamoto, Y. A
study on phytoremediation efficiency of soil radiocesium by wild plants grown in arable lands one year after
the Fukushima 1 Nuclear Power Plant Accident. BIT's 7" Annual World Congress of Industrial Biotechnology.
Dalian, China, April 25-28, 2014.

(2) Ikeda, H, Gustafsson, L., Brochmann, C, Nagatani, A. and Setoguchi, H. Molecular evolution of photoreceptor genes
between sister species and non-neutral divergence along latitude. Botany 2014. Boise, USA, July 27-31, 2014.

th

(8) Ikeda, H. Molecular evolution of phytochromes and their day-length relevant divergence. 5 NIBB-MPIPZ-TLL
symposium. Cologne, Germany, November 24-26, 2014.

7/ LBHEI=vy ; (Applied Genomics Unit)

7 ) Ll 27 )V — 7 (Group of Genome Regulation)

(1) Gichuhi, E, Himi, E,, Takahashi, H. and Maekawa, M. Latent traits of Oryza longistaminata could contribute to the
realization of a sustainable culture system in rice. International Conference on ENHANCED GENEPOOL
UTILIZATION-Capturing wild relative and landrace diversity for crop improvement. Cambridge, United
Kingdom, June 16-20, 2014.
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Sugimoto, M., Oono, Y., Gusev, O., Matsumoto, T., Yazawa, T., Levinskikh, M.A., Sychev, V.N,, Bingham, G.E,,
Wheeler, R. and Hummerick, M. Genome-wide expression analysis of reactive oxygen species gene network in
Mizuna plants grown in long-term spaceflight. 40" Scientific Assembly of the Committee on Space Research,
Moscow, Russia, August 3-9, 2014.

Tanaka, S, Kihara, M., and Sugimoto, M. Expression of nudix hydrolase genes in barley under UV irradiation. 40"
Scientific Assembly of the Committee on Space Research, Moscow, Russia, August 3-9, 2014.

Katayama, N., Yamashita, M., Sugimoto, M., Kihara, M., and Hashimoto, H. Low GI food with barley in space foods.
40™ Scientific Assembly of the Committee on Space Research, Moscow, Russia, August 3-9, 2014.

Novikova, N., Orlov, O., Polikarpov, N., Deshevaya, E., Sychev, V., Levinskikh, M., Poddubko, S., Alekseev, V.,
Okuda, T., Sugimoto, M., and Gusev, O. Resutls of studies on long-term exposition of dormant forms of various
organisms in outer space environment. 40™ Scientific Assembly of the Committee on Space Research,
Moscow, Russia, August 3-9, 2014.

Gichuhi, E,, Himi E. and Maekawa M. Towards basmati rice improvement by introducing Oryza longistaminata-
derived traits. The Ninth JKUAT Scientific, Technological and Industrialization Conference, Nairobi, Kenya.
November 13-14, 2014.

KRR EYERBZ T (Research Core for Future Crops)

HAZERY - FBREUHTER] 2 )V — 7 (Innovative Research Group)

(1

Ueki, S. Growth promotion of Heterosigma akashiwo by marine microorganisms; implication of marine bacterium in
bloom formation. The 16" international conference of Harmful Algae. Wellington, New Zealand, Oct 26-31,
2014.
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(List of Domestic Conferences and Symposia)

KSQRIERX ML XD =y b (Atmospheric Stress Unit)

NSRBI ISIISE 7 )V — 7 (Plant Light Acclimation Research Group)
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(12)

13)

14

(15)

(16)
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(18)

TR - /A B ERART 0577 —VYFsHE BRI ND & N B ORR LT 5500 H AMY A B ERER,
‘=1, 3A18-20H, 2014. (Kato, Y. and Sakamoto, W.. Characterization of a protein copurified with the
chloroplastic metalloprotease immunologically. 55" Annual Meeting of the Japanese Society of Plant
Physiologists, March 18-20, 2014, Toyama)

FIHBME - MEERAY - ]RA B FtsHY 077 —E@RBEYIT BT 2GR E X ML AMHEICE T 20158 %
550 H At A M A4S, &1, 3A18-20H, 2014. (Hatano, K., Kato, Y. and Sakamoto, W.: Attempts to
mprove stress tolerance by overexpression of FtsH protease. 55" Annual Meeting of the Japanese Society
of Plant Physiologists, March 18-20, 2014, Toyama)

A LFERE - SREH - IRA B AN RI X L7 —YDPDUHIEEITB W TERMADNASRICEE 5.9 5. 555EH
AKEY PSS MES, &1l 3H18-20H, 2014. (Murakami, K., Takami, T. and Sakamoto, W.: Organelle nuclease
DPD1 is involved in the degradation of chloroplast DNA in senescent leaves. 55" Annual Meeting of the
Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

E AR - A REERE - kA H : DPD1 OBRERIBIT B E O ERABLEF I ET 5. HE55E HARMEY) LA
2, ‘BIl, 3H18-20H, 2014. (Takami, T., Murakami, K. and Sakamoto, W.: Organelle exonuclease DPD1
affects chloroplast gene expression during leaf senescence. 55" Annual Meeting of the Japanese Society of
Plant Physiologists, March 18-20, 2014, Toyama)

Zhang, L. and Sakamoto, W. : VIPP1 is a partially disordered protein at the C-terminal extension that confers
structural flexibility at the chloroplast envelope upon stress. 55" Annual Meeting of the Japanese Society
of Plant Physiologists, March 18-20, 2014, Toyama.

WA H - SRR - ANHEE - SREE - MBS - N A XT A DO DGRk & ERAERE Dt R, $55[EH
KM AEB S AES i, 3A18-20H, 2014. (Sakamoto, W., Zhang, L., Oda, C., Takami, T. and Kato, Y.
Improvement of photosynthesis and chloroplast function for designed biomass. 55" Annual Meeting of the
Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

G B - B0 - BEPER - SREESE - BRHET - kA B B0 R E X 2l 5 SSCGAEE T DFRIE &M H
AFMFEERE125EHES, 1A, 3H21-22H, 2014. (Matsushima, R., Maekawa, M., Kusano, M., Kondo, H.,
Fujita, N. and Sakamoto, W.: Identification of SSG4 gene responsible for the starch grain size control in rice.
125" Annual Meeting of the Japanese Society of Breeding, March 21-22, 2014, Sendai)

WA H Ot E R & EERR  BERE b & I O 5 R AR T AR AR AT, EIRR AL O 2 o —, AL, 5 15H, 2014.

WA B WY 7URCBTSEYERYSAEY A S L ZAREMORER -7 7 U HREEY Y VT LD A L Xk
WFRIcDWT- BART 7 U %4 51 k<, 5#6, 5A23-25H, 2014.

WA H : BERAROERERL AR RSO L R 2 —, Jud, 5H27H, 2014.

NIRRT - FRWHIE - A H : #7077 — P FtsHE ¥R I N7 4 > /N7 BEngAd B MWK D X BRI
FESEIHANARFERER, RE, 5H30-31H, 2014.

g R BEOBMBOBRSHEEIT DV TOME. BOLENATT I T+ TS F4ASREIS PRI U L, BH,
6H27H, 2014. (Matsushima, R Morphological variation of starch grains in cereals. 45" Okayama bioactive
symposium, June 27, 2014, Kurashiki)

WA HERREREEERTORE & AT 7 — > OfEH. CRESTF — Ak, JhiflE, 9A4H, 2014

WA B VIINHLAZXTA T — P WEOMN. BRIV IINIT LT -2 3y 7, B, 9H22H, 2014.

e Bk B BEOBMR OBIRZEIEIC DWW T O, 100AERREREYRIES >R T A, B, 10A3
H, 2014.

TR - AR B ERAT 077 —EFtsHE KR I NS & 2 N7 MEng ADBEREMAT. 10045 S B IRIEYAL#
PYRTU L, B 10A3H, 2014

EREY - A B LT R I X7 L7 —EDPDLEDEBERIC S W TERAEDNAZMET 5. 100AF LB RE
WElES PRP T L, AL 10A3H, 2014

WA - A H O ERIEVIPPLY N7 BT X S aERE SR A B L A 100 AFELSEREMEES > RD Y

m
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L, B, 10A3H, 2014

(19) WA H:ZEREKT J L OREERL SRR ) Lo Y O LRISAETFEIE. KT RFHE 2 —, K
ik, LT0A23H, 2014.

20) WA H DRI LWHEK - HHEOMS EEWMAEE DM . NC-CARPREFEEED > — 7 A FHORINA AT R
T 7AFU—WER, RKEL 10H24H, 2014

QD) WA H:WTHEBOANT XIS 7 MIHEESRNIC ORI NS. ENGERFENRFNEES ~FNTR57 LI
XN 5EmBiL~, #M, 11A7H, 2014.

(22) A H :VIPP1Y 2 NJ BT K B ERKOEREREE. MMIBE S >R 2w LRI, 5, 11 H28-29H, 2014.

RESE RN 2 )V — 7 (Group of Environmental Response Systems)

(1) FRIHASFD - KEHET - A - INRERT - & B - VIS  #REFREER I AF1-117TOMFTS 1 7/ LT
PRI, FEFEERTIES, #LIE, 1H29H, 2014. (Matsuura, T., Himi, E., Kato, M., Mori, 1.C., and Hirayama, T.. MFT
type and seed dormancy of pre-harvest sprouting resistance white grain wheat 1-117. 17" meeting of a
Society of Pre-Harvest Sprouting, January 29, 2014, Sapporo)

(2) FIRER © ERRA S B3> RY 7 mRNA poly(A)FIEIEERE. SB16EANARIT - a3y 7, Eil, 3A17H, 2014.
(Hirayama, T Unique regulatory system for mitochondrial mRNA poly(A) status of plants. 16" Plant
Organelle Workshop, March 17, 2014, Toyama)

(3) iR : poly(A)FR REIRNA MR R (PARN) DHEMIRA OHRE. H55[0 H AW £ 2FEx, Fil, 3418-20H,
2014. (Hirayama, T A novel role of poly(A) specific ribonuclease (PARN) of plants, 55" Annual Meeting
of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

@) =SREE-mA B VILIERE - SB H2 AEER: 7T P VBRIIREMEORERR EBMNEORESGESIEIED
9. FE55[E A AW A EERESR, Eill, 3H18-20H, 2014. (Takaya, S, Hashimoto, T., Hirayama, T., Takahashi,
T. and Motose, H.: Abscisic a01d induces ectopic outgrowth in epidermal cells through cortical microtubule
reorganization in Arabidopsis. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March
18-20, 2014, Toyama)

(5) @A MR- VLEEMSE - ELERS - R R OFILREE - SEBL - it - ok o0 U SRBEPEERY 52 k1 >
32 v AR VRINEZELT 5. WBO5EHAMY R ERER, Fil, 3H18-20H, 2014. (Takagi, T., Egusa, M,
Watanabe, S., Mori, I, Hirayama, T., Shimada, Y, Kammaka, H. and Sakamoto, A.: Allantoin, a purin
metabolism intermediate, induces the jasmonic acid response. 55" Annual Meeting of the Japanese Society
of Plant Physiologists, March 18-20, 2014, Toyama)

(6) Lu, Y. Sato, T. Mori, I, Hirayama, T. and Yamaguchi, J: ABI1, a negative regulator of abscisic acid signalling,
regulates plant growth in response to balance of carbon and nitrogen availability in Arabidopsis. 55"
Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama.

(7) Niwa, Y., Nishimura, H., Hirayama, T. Sawada, Y., Hirai, M., Nagasaki, H., Nakamura, Y., Kobayashi, E.,
Watanabe, S, Ogawa, T., Nakamura, Y and Kobayashi, H.: Expression analysis of tea genes regulated by
light using custom microarray. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March
18-20, 2014, Toyama.

(8) Saisho, D., Mochida, K., Matsuura, T., Matsushima, R., Shinozaki, R. and Hirayama, T.. Development of TILLING
resources using Brachypodium distachyon L. ‘Bd21’. 55"Annual Meeting of the Japanese Society of Plant
Physiologists, March 18-20, 2014, Toyama.

(9) Mori, I. C, Rhee, J, Shibasaka, M., Sasano, S., Kaneko, T., Horie, T. and Katsuhara, M.: CO2 permeability of PIP2
aquaporins. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014,
Toyama.

(10) SRIEERER - s|ILKM - BAEARB - hAEE - & % NEST MR 722 2B 7 FIMREIIBIT BTV Y
F A OEE|, ES5E HAMY A ESES, Eill, 3A18-20H, 2014. (Munemasa, S., Muroyama, D,
Nagahashi, T., Nakamura, Y., Mori, . C. and Murata, Y.: Role of glutathione in guard cell abscisic acid signal
transduction. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014,
Toyama)

(11) Ye, W, Munemasa, S., Nakamura, Y., Mori, L. C. and Murata, Y.: Involvement of calcium-dependent protein
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kinase, CPK6, in stomatal closure induced by yeast elicitor in Arabidopsis thaliana. 55" Annual Meeting of
the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama.

Tsuchihira, A., Prado, K., Hanba, Y., Mori, 1. C, Maurel, C. and Maeshima, M.: A unique aquaporin member in
plasma- membrane contributes to plant-response to heat. 55" Annual Meeting of the Japanese Society of
Plant Physiologists, March 18-20, 2014, Toyama.

Ikeda, Y., Lopez-Gonzalez, L., Vaillant, I, Pouch-Pélissier, M. and Mathieu, O.: Identification of the KUMONOSU
gene involved in heterochromatin-associated silencing. 55" Annual Meeting of the Japanese Society of
Plant Physiologists, March 18-20, 2014, Toyama.

RWBUREER - A& 5 - AR - HEEAR - WP % BEMICR S~ v P78 2 MR T O,
HAY) 525 1300k 4y, figAds, 3A21-23H, 2014. (Ohtsuki, T., Mori, I. C., Matsuura, T., Katsuhara, M. and
Setoguchi, H.: Verification of the decrease of salt tolerance in Lathyrus japonicus, isolated in Lake Biwa. 13"
Annual Meeting of the Japanese Society for Plant Systematics. March 21-23, 2014, Kumamoto.)

SRIEEORER » SILORH - RAGAMS - thREE - &R % - RHTAT @ fLdiiig? 7> 2 vk 7P stk i 2 7 vy
F A v OERHE, HABIENES20144EE KRS, #HK, 3H27-30H, 2014. (Munemasa, S., Muroyama, D,
Nagahashi, T., Nakamura, Y., Mori, I. C. and Murata, Y .: Role of glutathione in guard cell abscisic acid signal
transduction. Annual Meeting of Japan Society for Bioscience, Biotechnology and Agrochemistry, March,
27-30,2014, Tokyo)

VUREE—H] - okl in B - R OB - SRR A - BREEER - B ES - A XX - T v IR - A& OR - T
P& - REARZOME - SLEHAGA - BAKA « AR - —HSER - MEEE : B-7 Y v 2 EM T MR AL Rtk
VF 2 EIRUETED X A = X LB 2 AT, FR264EFERY B A 2, #LIE, 6)/12-4H, 2014. (Nishira, T,
Nakatsuji, Y., Kusunoki, K., Ikeda, K., Goto, Y., Mano, A., Osbourn, A., Matsuura, T., Mori, I. C, Hirayama, T,
Noutoshi, Y., Toyoda, K., Shiraishi, T., Yamamoto, M,, Ichinose, Y. and Inagaki, Y. Study for mechanism of
the disease resistance in the transgenic rice accumulated B-amyrin. 2014 Annual Meeting of the
Phytopathological Society of Japan, June 2-4, 2014, Sapporo)

WATHASA © IR RIAERITZEAT & Btiis. SHERBFZEt s » K2 A, BH, 6H15H, 2014. (Matsuura T. : IPSR and
Technology Department. 3 research center Symposium, June 5, 2014, Tottori)

TR - )lldveo- - BN AP S b 3> FY 7mRNA Opoly (A)BHLHIBEIN FHEOLRRK. H16IMRNA & —7 4
v 7, %4, 7TH23-25H, 2014. (Hirayama, T., Nakagawa, R. and Matsuura, T.: Regulators for plant
mitochondrial mRNA poly(A) status, 16th Annual RNA Meeting, July 23-25,2014, Nagoya).

BT DNABIZ X S 2 WEEOVAD—ZEY 2 27 4 7 A E1E? —. FARBLLEHFA VR - F—7, HD
LA, Bk, 8 28 H, 2014.

ZRVEE] AR OR - AR - SPIIEE - BUAKDERIC B T AP S LT VR ONTIEOBIFE. SER264 K H AK
EOKE RS, T, 9H20-22H, 2014. (Mikami, K., Mori, I, Matsuura, T. and Hirayama, T .. Established
method for plant hormone analysis of primitive red algae. 2014 Autumn Meeting of the Japanese Society
of Fisheries Science, September 20-22, 2014, Fukuoka)

WP T BRAMLE 2 Y = 2T 4 7 A — IR IE R IAANB D 2 D0?2—. HEElEE Fil%is, 50, 9H25-26H,
2014.

SHRE - ZHESA - WA - F R BEESLA v u A XFRXFICBIF BT T AF R 7 OVIERLBIONE L7
R L e v BOZAG. BT EAE & BEROME & RRICBI T 2 Jull> v Ry 4, #6i, 9H26-28 H, 2014.

RHASAT : WFETF TR 2 A F O FRL,  FILR AR O RATT, Wi, 11 H14H, 2014.

HP T I E T 2+ 7 v AR Y IR O T, K26 EWT T B ETe5 RS, MR, 12H3H, 2014.

FTEBEBEARNL X1= v ~ (Soil Stress Unit)

WY A b L A% 7 )V — 7 (Group of Plant Stress Physiology)

(1)

@)

oo - MKA - (LA OsSHMA 3R (R O MMRRIE ORI X 2480 F 27 2RO, 88550 H A
ABEAES, B, 3H18-20H, 2014.

ARG « ILHLIERT - Won Yong Song * Yougsook Lee « /§ ¥ @ A 20 v Bk & DRI BE$ 2 Bk ik 0T,
o5 H A R M 2, Eili, 3H18-20H, 2014.
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(3) LMhER - e a RIAIE - FIEFEI - 1§ 28 1 A FENCB Y B8O NEICHEE T 2R A ORER & AT, %5550 H
At EMFRES, iU, 3A18-20H, 2014. HAMM AR ERFES, EIL, 3A18-20H, 2014

(4) BEERER] - (LHER - 55 B8R A M L O BLICE 5T 5 OB T > AR —4 —0OsFRDL1. #555[8 HA4H
YRR, @i, 3A18-20H, 2014.

(5) Wu, D. and Ma, J. F. : Physiological characterization of two barley cultivars differing in Cd tolerance and
accumulation. 55558 H AfE# AEH 2 4FE R, Fil, 3A418-20H, 2014

(6) Chen, Z. C. and Ma, J. F.: A magnesium transporter OsMGT]1 is required for salt stress tolerance in rice. #55[d]
HAMY AR FER, S, 3418-20H, 2014

() Hea RHIE - LB - MEBFEW - Z8RREF - B 8% A XOHTHET 2R AOsZIP3I3H i O E i Bl i
59 %, WooRIHAMY A ARFEE, i, 3418-20H, 2014.

&) #H X5 @ - EVBET - BURIES - (IHES - Z8REF 1 1 x0T 1 FRICB T 5 AN —HRo%E &
cT O AR—% —RliE. H55E HAMEYAEYRES, Fil, 3H18-20H, 2014

(9) B B8 - LMER - MTAES - @EE— - ENWE - Zl & R REMOQTLANT. HATIBIERY2FR,
HE, 9H9-11H, 2014,

10) itEs - B REAHIOHT SRR OREEME. ORI UL THEYXRELEMET V0BRSS —BHEET
IVTHEMREOLHAZEBET ) , HATEBERE2ES, ®5, 9H9-11H, 2014

(1) BRERER] - LERs - K @8 VIV U AKMEY Y NOAURE BB T OMENFRBMNT. HARTIEIER SRS
&, WH, 9H9-11H, 2014

(12) B8 &4k - EhE— - EATHIE - ZiF 8 - 15  ## : Physiological and genetic characterization of two rice
cultivars differing in Cd accumulation. HA T#Rkl#aFES, BHE, 9A9-11H, 2014.

(13) B EE - ihEs - B 88 0 A possible chloride transporter required for root growth in rice. H 43Ikl
DFER, B, 9H9-11H, 2014

(14) st - f2 % RBAIE - AEP3EM, - 5 8% 0 1 RO EICBE G 50sOPT7 DftT. HATIEIERIERES, HEl,
9H9-11H, 2014.

(15) ®H & - (UHhER - B @8 : Dissection of Si-decreased Mn accumulation in rice shoots. H A& TEEEl#EES,
HEt, 9HA9-11H, 2014.

(16) B K- EFBET - ER - SAREE - BIRES - 8§ @8 A RIIBT BT BRI - wEETIVICK D
MAE 2 DBEOMH. > 2RI UL HEYIRELEORET ) OER — T T )L THYHE O 5 % HfF
T35, HALEER ERESR, H5, 9A9—-11H, 2014

A7) ARF YL - (IHIE R - Won Yong Song + Youngsook Lee - B H§& : 2 Db Eifth & BT 5T D%k
ABCClOt¥RefMT. HATEIEE AR, &R, 12A11H, 2014

18 MAEE - 1Es - K @88 1 RITBT DY > OSEICES T Dk AOsSultr 34 DT, H AR HIZIERA2BmE
ERHEE S, =, 12A11H, 2014

(19 EREPREZ - IR T - TAES - (ER - B B8 - NEEH B - BIRE= A 2O T VI BT S
OsMTPSDAEFIRYEF. HATIBIERASBIFE RS, &, 12A11H, 2014

(20) 5 8 REFOT N OEBITHUT S RO, HATERE 2T LSRR GEs, A, 12A12H,
2014.

Pk &l 27 )V — 7 (Group of Plant Growth Regulation)

(1) HErARZET - LRSS - AEHEEFN - BTt - (ARETF 0 ALMTIFEADO 7 )L 2 20 LK 2IEHIT BT BNE
Ui & CoR Vi fE s D M REfRAT. H AKEM AR 224 ‘& il, 3H18-20H, 2014. (Sasaki, T., Tsuchiya, Y., Ariyoshi,
M., Furuichi, T. and Yamamoto, Y.: Functional analyses of N- and C-terminal domains of ALMT
transporters, focusing on aluminum-activation mechanism. Annual Meeting of the Japanese Society of
Plant Physiologists, March 18-20, 2014, Toyama)

(2) XiRHhE - LEESE - Ea KT - ILAET - FNABY-2MRICBII B 7NN I 2T ALK D VPEEE TFOREFE &
MIlEsE. AW AR S%%, Eil, 3A18-20H, 2014. (Kariya, K., Tsuchiya, Y., Sasaki, T. and Yamamoto, Y.
Inductions of VPE gene expression and cell death by aluminum in BY-2 tobacco cells. Annual Meeting
of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

(3) W M- A B IDEHESR - NEFRET - FEFEE - AREVE - FHER - LA BT RES L EEFR,S 1E
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ERETZBURREGREMIC BT D MEIC L DT 71 ML AT ¢ T—3 3 2ICBT DAY HAM R A5 3 A
=, N3, 3A28-30H, 2014. (Yamashita, J, Enomoto, T., Yamada, M., Ono, T, Hanafusa, T., Nagamatsu,T.,
Sonoda, S. and Yamamoto, Y.. A study on phytoremediation efficiency of soil radiocesium by weeds grown
inarable lands one year after the Fukushima Dai-ichi Nuclear Power Stationaccident. 53" Annual Meeting
of the Weed Science Society of Japan, March 28-30, 2014, Koganei)

(4) EBRINKER - o2 RFAT - & Boh - MHEAH - ILBESE - IIAYETF - RIG—5 © S v SRR THRBT 2ALMTO
WEREMRAT. B AT > T A W 2E 2, &R, 8 H21-22H, 2014. (Takanashi, K., Sasaki, T., Kan, T., Saida Y,
Sugiyama, A, Yamamot, Y. and Yazaki, K.: Functional analyses of ALMT-type transporter in Lotus japonicas.
Annual Meeting of Japanese Society for Plant Cell and Molecular Biology. August 21-22, 2014, Morioka)

(5) XipHHE - LRESE - LA KFET - IWWARET  INTOTV NI I LACEIZBEFTRECB T 2WBOEDD. HALE
HER 2, A, 9H9-11H, 2014. (Kariya, K., Tsuchiya, Y., Sasaki, T. and Yamamoto Y.. Involvement of
vacuoles in root growth inhibition of tobacco by aluminum. Annual Meeting of the Japanese Society of Soil
Science and Plant Nutrition, September 9-11, 2014, Tokyo)

6) TEES - NEPE - EARET - IUAET  INABEMRICBIT STV I DT AMEERA /70— 2y —E LD
%, HATIZEERSE, 55, 9H9-11H, 2014. (Tsuchiya, Y., Kariya, K., Sasaki, T. and Yamamoto, Y.
Relationship between aluminum tolerance and sucrose synthase in cultured tobacco cells. Annual Meeting
of the Japanese Society Soil Science and Plant Nutrition, September 9-11, 2014, Tokyo)

(7) ILUARPET - XMSPHE - TREE  EAARET VNI ZVLCEBMBEDO A WXL —BAICREET S 7077 —
TVPEDRDD —. HERFHDZEEORE - RLEHRE UILREAMENIG) HRBERS. BRVEEO RN
ZEET AERNSREEE D X7 L O/M%. ML, 12A8H, 2014. (Yamamoto, Y., Kariya, K., Tsuchiya, Y.
and Sasaki, T.. Cell death mechanism induced by aluminum ion: Involvement of the vacuole-localized
protease VPE. Meeting of “Study of environmental and life Science for integration of low carbon society
and food security and safety” -Development of environmental managing system which guarantees the
sustainability of food production-, Okayama, December 8, 2014)

5y EBEREfEAT 7 )V — T (Group of Molecular and Functional Plant Biology)

(1) A - Sk =M% - HREAK : COMuER 2 7 ) — =2 75 DB, 555 H AMEY £ M ERER, Fil, 3A18-20H,
2014.(Nakahara, Y., Shibasaka, M. and Katsuhara, M.: Development of the screening method for CO: transporters.
55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

(2) /NEHETF - IRAWFA - BRI - SRR - IR - BIRER ki v - F BI2BIT 2 KEES > /N7 BPIPO
{8 &. 550 AN LM EAES, Fil, 3A18-20H, 2014. (Kosuge, K., Matsumoto, K., Sasano, S., Shibasaka,
M, Iida, S. and Katsuhara, M.: Isolation and expression of four PIP aquaporins from submerged plant,
Potamogetonoxyphyllus. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20,
2014, Toyama)

(3) FHARHET - SRR - HFEA @ A4 LAFBPITHBT 2R T 7 7 R U > /KA IE O . 555500 H Ay E
MeEs e w1, 3 18-20H, 2014. (Utsugi, S, Shibasaka, M. and Katsuhara, M.: Analysis of water transport
activity of barley tonoplast intrinsic proteins, HvTIPs, expressed in seeds. 55" Annual Meeting of the
Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

(4)  KHLERS - &% 5 - S - BEREAR - P S - BEEOBIRICEFTITDONIYLY RUCBITREEA N A
NSRS F555[E H AR R B E2, B, 3A18-20H, 2014. (Ohtsuki, T., Mori, I, Katsuhara, M. and
Setoguchi, M.: Habitat change associated with salt/phytophagous stresses promoted local adaptation between
coastal and inland race of Lathyrus jaonicus. 55" Annual Meeting of the Japanese Society of Plant Physiologists,
March 18-20, 2014, Toyama )

(5) ARHHEEA - MR - TR - FHEAESE - SRR - BREFHE - UL - @S <D - RNHMER - BHNEE -
AT - SKEORAE - (% - BIREAR - Hi4EE - MPLER © 1 ROsHAK23B X TOsHAKb i 24 1K D HERE AT
SE55[E A AN A g2 4ES, Fil, 3H18-20H, 2014. (Morita, S., Kadoike, T., Urase, Y., Niwa, N., Shibasaka,
M, Sasano, S, Maruyama, M,, Fukuoka, A, Yanai, J, Masumura, T, Tanaka, K., Ogihara, Y., Sato, S., Katsuhara,
M. Shinmyo, A. and Nakayama, H.: Functional analysis of OsHAK2 and OsHAKS5 transporters in rice. 55"
Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)
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(6) S =ARK - HIFEAR  FRERE Y 7 7R 2 PIP 1IZPIP2/KF + > )V DG Z 9 5. 5E55[0] 0 AAEY) £ F ¥
2, %1, 3A18-20H, 2014. (Shibasaka, M. and Katsuhara, M.: Plasma membrane intrinsic proteinl (PIP1) is
a modulator of PIP2 water channel. 55" Annual Meeting of the Japanese Society of Plant Physiologists,
March 18-20, 2014, Toyama)

(7) Mori, L, Rhee, J., Shibasaka, M., Sasano, S., Kaneko, T., Horie, T. and Katsuhara, M.: CO2 permeability of PIP2
aquaporins. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama

(8) Hanba, Y., Kawase, M., Onishi, Y., Tsuchihira, A., Maeshima, M., Katsuhara, M., Kodama, N. and Kawazu, T.. The
effect of aquaporin McMIPB and RsPIP2 on leaf photosynthesis of tobacco and eucalyptus plants. 55"
Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama.

(9) Ding, X., Kitagawa, Y., Katsuhara, M. and Iwasaki, L. Preliminary dissection of CO:z permeability of a
cyanobacterium. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014,
Toyama.

(10)  RHLERS - F&  5 - HHZES - BFEREAR - 87 SR BEHICREEE SN2\ T2 RUIBT SHEEE T oML
FE13[E H ANEY /7 HEE R 4ES, B84, 3A20-23H, 2014. (Ohtsuki, T., Mori, I, Matsuura, T., Katsuhara, M. and
Setoguchi, M.:A lowering of salinity tolerance in a inland race of Lathyrus jaonicus. 13™ Annual Meeting of the
Japanese Society for Plant Systematics, March 20-23, 2014, Kumamoto)

(1) HFEERXR - BEEE - WL - Jive Rhee « S2IR=MRK 1 BRKFREEWET 7 7 R > OFIE & RS/ FEBRAT.
FT8[0 H AWM FERES, ), 9H12-14H, 2014. (Katsuhara, M., Sasano, S, Horie, T.,, Rhee, J. and Shibasaka,
M.: Identification and functional/expression analysis of aquaporins transporting hydrogen peroxides. 78"
Annual Meeting of the Botanical Society of Japan, September 12-14, 2014, Kanagawa)

(12) KRR - & - HEEAR - P SE - BUKEICREE S NN T2 RY OMEMERTICB T % LLigkiFse. 5578
H AR 2 4E 2, #1431, 94 12-14H, 2014. (Ohtsuki, T., Mori, I, Katsuhara, M. and Setoguchi, M.: Comparative
study of lowering salinity tolerance in inland races of Lathyrus jaonicus. 7 8" Annual Meeting of the Botanical
Society of Japan, September 12-14, 2014, Kanagawa)

(13) HEEAXR : #HFOKOEHENFE~ i s OBfKR, MYRFETEHNTE SN~ A== 0—=NUNA AT —)Vik
e (Il EERD ML, 9822H, 2014. (Katsuhara, M.: Global water crisis. Super global high school
lecture in Okayama Joto High School, September 22, 2014, Okayama)

RIEEMIRA b L XD = v b (Biotic Stress Unit)

i - AEMHEER 27 )V —7 (Group of Plant-Microbe Interactions)

(1) EEESE YT ) L EORNAKRLE D SR U1 IV A-FEEMEIEM. E6REY A N L ARERITS >R T L,
A%, 3H6-7H, 2014. (Kondo, H.: Recent Insights into plant-virus interactions through the genomic fossil
record of RNA viral sequences. 6" Symposium of Plant Stress Science Research, March 6-7, 2014, Kurashiki)

(2) ZHseA] - R mEE - SERR - FIEETT - B4 - HP =5 0 AF 0 S O— T #lidMethylobacterium extorquens AM1
OFTHITHT DAY / —)bF & ROF F—EOIREER. HARZMYAR2014FE K2, e, 3A27-30H, 2014
(Mitsui, R., Minematsu, Y., Kuwahara, T., Nakagawa, T., Tani, A. and Tanaka, M.: Expression analysis of
methanol dehydrogenases by rare earth elements in Methylobacterium extorquens AM1. Annual meeting of the
Japanese Society for Bioscience, Biotechnology, and Agrochemistry,March 27-30, 2014, Tokyo)

(3) HILEFAZE - =H5me - &/ BHA - AREW - BIIZEE - T @ Methylobacterium extorquens® A% ) — )LV AEFIZH
F5L 77 —RABRMEETORE. HARBEFR20144FE K2, Wi, 3H27-30H, 2014. (Hibino, A, Mitsui, R,
Tani, A, Tashiro, S, Hayakawa, A. and Nakagawa, T.. Function of rare-earth elements on methanol growth
of Methylobacterium extorquens. Annual meeting of the Japanese Society for Bioscience, Biotechnology, and
Agrochemistry, March 27-30, 2014, Tokyo)

(4) ZAHAT - ILNERE - SENT - SREEL - IR M RIRE Cryphonectria parasitica (857 FEGTPREEERE. HAR
ZbER2014E R, IIE, 3A27H-31H, 2014. (Mochizuki, S, Yamauchi, Y., Takahashi, T., Suzuki, N. and
Kasahara, S.: Small GTP-binding proteins from a filamentous fungus, Cryphonectria parasitica. The Annual
Meeting 2014 of Japan Society for Bioscience, Biotechnology, and Agrochemistry, March 27-31, 2014.
Kawasaki)
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(5) FTTEMLKER - ERESR - ARG  RREICBI BT 27NN 725 —EHBRARDOHST EEE Y1V AIREST L
A2 NOFEE. FRR26MEE H A YR % Ke, fLIR, 6H2-4H, 2014. (Chiba, S., Kondo, H. and Suzuki, N.
Development of a dual-luciferase assay system in a filamentous fungus and identification of IRES elements
in mycovirus genomes. The Annual Meeting of the Japanese Phytopathological Society, July 2-4, 2014,
Sapporo)

(6) EEFB - FLFIZ « FHALKER - $RE5L 208~ A F XBERNATA N A TH D T > ZZHMT A IV Z(OFV)D
mMRNAPB X Uleader RNADKFE. SERL264FEE H ARTEYIRELE 2 K2, ALK, 6 A2-4H, 2014. (Kondo, H, Maruyama,
K., Chiba, S. and Suzuki, N.: Attributes of the messenger and leader RNAs of orchid fleck virus (OFV), a
bisegmented negative-strand RNA virus. The Annual Meeting of the Japanese Phytopathological Society,
July 2-4, 2014, Sapporo)

(7)  TEEHOKER « Atif, Jamal - HH i - TEEFSH - ARG 1 B CRIRED THEET 21V AHRIREST L A > k.
29 EMEE Y A )L AR S, 1L, 6 H28-29H, 2014. (Chiba, S, Jamal, A, Tanaka, T., Kondo, H. and Suzuki,
N: Internal ribosome entry site of virus origin functioning in filamentous fungi. 29" Annual Meeting of the
Chugoku/Shikoku Regional Virology Society, June 28-29, 2014. Yamaguchi)

(8) JEEEAH - THEHKRER - $iAR(ETA  EHICERT 51 FABRNAT )L R, 29[ EMEY )L AR, 110, 6H
28-29H, 2014. (Kondo, H., Chiba, S. and Suzuki, N.: Negative-strand RNA virus infection in fungi. 29" Annual
Meeting of the Chugoku/Shikoku Regional Virology Society, June 28-29, 2014, Yamaguchi)

(9) Salaipeth, L., Chiba, S., Eusebio-Cope, A., Kanematsu, S. and Suzuki, N. Expression strategy and biological
properties of Rosellinia necatrix megabirnavirus 1 analyzed in an experimental host, Cryphonectria parasitica.
The Annual Meeting of the Japanese Phytopathological Society, June 2-4, 2014, Sapporo.

10) 8AREIL : A AVAMINABEE L TOYZ VIRHHRE~H S NE 21 71 )V X OS2 RARE < F 7 7@ty — )b ~.
29[a FR E U E ™ 1)) ARFFES, ILH, 6 H28-29H, 2014.(Suzuki, N.: Cryphonectria parasitica as a host of fungal
viruses: a tool useful to unravel the mycovirus world. 29" Annual Meeting of the Chugoku/Shikoku
Regional Virology Society, June 28-29, 2014, Yamaguchi)

(11) Abraham, A., Kimani, S. K., Jamal, A. and Suzuki, N. Diverse mycoviruses associated with head- and seed-
borne mycoflorae of wheat from Ethiopia. The Annual Meeting of the Kansai Regional Branch of Japanese
Phytopathological Society, September 27-28, Toyama.

(12) HWH=ET - hHmE - F R - HBEH - BRET - AW T -8 W% MethylobacteriumBHIE G T 5 PQQIT
K BIEVEmE T FEAE N & [ALBIEHICBE 9 DML IRERUEMREREGRAS, IR, 10421-24H, 2014. (Masuda, S,
Nakamura, Y., Mori, IC, Shinya, T., Fujitani, Y., Iwamoto, Y. and Tani, A.: Role of PQQ from Methylobacterium
species on diminishing reactive oxygen species and stomata movement Joint Meeting on Environmental
Microbiology, October 21-24, 2014, Hamamatsu)

i - BREMEER 27 )V —7 (Group of Plant-Insect Interactions)

(1) —BFEKRES - & A - BEEHIE - Galis, L @ HAREIC BT 2583 A T O ZE it Bk O HiA b & @iy, H
AEELRSFA2014FE 2 E KRS &International Symposium on Agricultural Meteorology 2014, AL, 3A17-21
H, 2014.

(2) BHHER -8 3 I FIFM 07 FITIOEZMMBERAN T DEPIEEMEIC DWW T, SERR25 48 i 8 Hh = U= 2
A BRITZEHE A R & R S A RE RIS &, &1L, 3A3-5H, 2014. (Sonoda, S. and Bao, W. X.: Resistance
mechanisms of melon thrips, Thrips palmi, against various insecticides, Congress on Pest Control in Kinki,
Chugoku and Shikoku Districts, March 3-5, 2014, Fukuyama)

(3) Galis, I, Alamgir, K. Md., Miyake, A., Fukumoto, K., Hojo, Y.: First steps towards understanding of rice defense
mechanisms against herbivores. 55" annual meeting of JSPP. March 18-20, 2014, Toyama.

@ FERAH - IHOAE - HIBREL - (K - 8ALES - ARRISEIR - hSIEXRR - /INAREERA - 7 1B - BEORFETT - 1SS -
BARE A D AtRLCKUIZE 2CERKL & LeFF > 27 7 OBIRMIRHI#E. 5550 H AR EMERER, B
(k% ‘i, 3A18-20H, 2014. (Shinya, T., Yamaguchi, K., Desaki, Y., Yamada K., Suzuki, M., Funama, R,
Nakashima, M., Kobayashi, Y., Takeda, J., Kaku, H, Kawasaki, T., and Shibuya, N.: Selective regulation of
CERK1-mediated defense responses by an Arabidopsis receptor-like cytoplasmic kinase PBL27. 55"annual
meeting of JSPP. March 18-20, 2014, Toyama)
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(5) RHER]: 3FIIHIT 2 AChE LR IZTOEE EHHY A 58 H A S AEM R R 2E2RE, @kl 3H26-28H, 2014.
(Sonoda, S: Duplication of AChE1 gene and organophosphate resistance in diamondback moth, Plutella xylostella.
58" Annual Meeting of the Japanese Society of Applied Entomology and Zoology, March 26-28, 2014, Kochi)

(6) &l S - EEEUE - A LR - REHHKE - EHER S IFA0T7FIUIOF NI ULTF v RINVERLEGRE L
Z o R 68 HABH MR h¥EARE, @A, 3H26-28H, 2014. (Bao, W. X, Ito, M,, Murai, T., Narai,
Y. and Sonoda, S: Sodium channel mutations and pyrethroid resistance in melon thrips, Thrips palmi. 58"
Annual Meeting of the Japanese Society of Applied Entomology and Zoology, March 26-28, 2014, Kochi)

(7) Wari, D. and Sonoda, S: Contribution of generalist phytoseiid mite species, Euseius sojaensis, in suppression of spider
mite. 58" Annual Meeting of the Japanese Society of Applied Entomology and Zoology, March 26-28, 2014, Kochi.

(8) EHETF : PHERGEMOMAENS LB RIRT > Y LA UICKITTHEICONT. LA - KRR EYEEER - HY)
A b L ARPEMFIR] > 2RI T L, PICKDRAARBRE KR OEE, B3 4H11H, 2014. (Sonoda, S:
Effects of vegetation on native ladybirds in abandoned arable lands. Symposium supported by Joint-
Usage/Research Center ‘Plant Genetic Resources and Stress Science’ Restoration of arable lands damaged
by Great East Japan earthquake using plants, April 11, 2014, Kurashiki)

(9 ZWWT - ERER - Galis, L - Alamgir, K. Md. - JLEET - BRH% - 52 REK - iRAE RS - EilED - HRE
—Hf . PAPIERFZ2BFIRBE L ZHMA I NTCBIT2EFER N XREHEM. $532E H AWM S T 4%
4, r&, 8A21-22H, 2014

10) FEAH  EHEMERRITHT 2 1 xS E B K OGRS O M@, M LR EFREYRE AT AL 00 FF T &
TURT T L, BT TEAE, A%, 104 3H, 2014. (Shinya, T.: Perception and defense system to herbivores in
rice. IPSR 100" Anniversary symposium, October 3, 2014, Kurashiki)

1D HWH=TF - hHEE - & R FEKE - BERT - BARET - B UL Methylobacterium JEMIBEA G T 2PQQ 1T X
DIEVERE T8 IR & [ALBARTICEE 9 2198, BREMAEYREREFARR2014, MK, /A, 10H21-24H, 2014
(Masuda, S., Nakamura, Y., Mori, I. C, Shinya., T., Fujitani, Y., Iwamoto, Y. and Tani, A.: Role of PQQ from
Methylobacterium species on diminishing reactive oxygen species and stomata movement. Joint Meeting on
Environmental Microbiology, October 21-24, 2014, Hamamatsu)

(12) FEHET - IIT #i - Wari, D.: MILROEE@BBFICBTF 5 H 7)Y BEHEMYORRKREIT T HT VY ZDONY
ZEENHERICDOWT. BARAEY R RERNESHS - HARRERPESEE k26 FE G FHlx, HE, 10H24H,
2014. (Sonoda, S., Yamashita, J. and Wari, D.: Identification of insectary plants useful for phytoseiid mites
and suppression of spider mite densities by Euseius sojaensis at peach orchards in Okayama Prefecture.
Annual Joint Meeting of the Japanese Society of Applied Entomology and Zoology and the Entomological
Society of Japan, October 24, 2014, Izumo)

(13) AT FE - MHEESEE - JUF0L - ¥R - Gichuhi J N, - RHER : X2F 7HFIUTITBIT DRV A M ARFitk &
AFER DB DWW T HASAEY R R T ESHS - HAR RS ESHS SER26FE S Ffl=, tHE, 10H24H,
2014. (Morishita, S., Aizawa, M., Sogoh, K., Watanabe, T., Gichuhi, J.N. and Sonoda, S.: Relation between
cypermethrin resistance and reproductive types in onion thrips, Thrips tabaci. Annual Joint Meeting of the Japanese
Society of Applied Entomology and Zoology and the Entomological Society of Japan, October 24, 2014, Izumo)

BEERE1I=v b (Genetic Resources Unit)

7 ) LWERAEZ )V — 7 (Group of Genome Diversity)

(1) eEEfL - kA - HPW2 - ISR - Smekalova, Tamara: |/ EFE M BT 2 H LR EF F AF OIUE.H
ABEMEFSHES, IR, 3H21-22H, 2014. (Sato, K., Tsujimoto, H. Tanaka, H. Kato, K. and Smekalova, T.:
Collection of ancestral form of wild barley in former Soviet Union areas. Annual Meeting of Japanese
Society of Breeding, March 21-22, 2014, Sendai)

(2) ¥EMEY - Sadybakasova, Jyldyz - Zhumakadyrova, Nazgul - Kydykbekovich, Usupbaev -+ Adilet, Kovaleva -
Olga, Nikolaecvna * fEERI)E « itA 32 FILFRACBT 2 AFEBEREROER K OIE. ARBFEAEHBES,
fiie, 3H21-22H, 2014. (Sasanuma, T., Sadybakasova, J. Zhumakadyrova, N. Usupbaev, K. O. Kovaleva, A.
Sato, K. and Tsujimoto, H.: Exploration and collection of Triticeae genetic resources in Kyrgyz. Annual
Meeting of Japanese Society of Breeding, March 21-22, 2014, Sendai)

38



3

4@

)

®)

)

®
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(10)

1D

(12)

13)

(14

(15)

(16)

HHTAT - RER Y - IIARSER - (ERRRL - R B BEERRIC K 24 F LA FRT O AR R E EAL T Nud O BERERE.
HABREER#HHES, (15, 3H21-22H, 2014. (Kakeda, K, Matusda, A. Yamane, M. Sato, K. and Taketa, S
Agrobacterium-mediated transformation demonstrates the function of barley Nud gene in determining the
covered vs. naked caryopsis. Annual Meeting of Japanese Society of Breeding, March 21-22, 2014, Sendai)

BAERE - KA - FRERE - ARSER LR - 5 @& - AL  BEA A LFOTIVI T AN S5 THY 2
T NOESIME. AR FESEAH#EE, (15, 3H21-22H, 2014. (Saisho, D., Onishi, K. Ito, T. Kubodera, H. J. F. Ma
and Sato, K.: Aluminium tolerance confers local adaptation into East Asia on domesticated barley. Annual
Meeting of Japanese Society of Breeding, March 21-22, 2014, Sendai)

Hanen, S, Sato, K., Shehzad, T., Harrabi, M. and Okuno, K.: Association mapping for salinity tolerance in barley.
Annual Meeting of Japanese Society of Breeding, March 21-22, 2014, Sendai.

AR - BENSR - EREFL 4707 VAR D3 F LAF IV A ORBFENISEA T RBGT. BABEEERHER,
fiie, 3H21-22H, 2014. (Hisano, H., Nishimura, H. and Sato, K.: A comprehensive analysis of the gene
expression in callus of barley by microarray. Annual Meeting of Japanese Society of Breeding, March 21-
22, 2014, Sendai)

ATEHERL - MRS - REERAL - 6H & - FHEHEET - 10ARE - RAEKE - Garcia Arturo - [LIRRIHRC @ KRBT E M
227 L [FieldBook] Z&MWizA *REELEEO. HATEYRH126EHHS, #ILKYE 3A21-22H, 2014
(Maeda M., Okada S., Suehiro M., Goda T., Ito T. Hamamoto H., Saisho D., Gracia A., amd Yamasaki M.:
Phenotyping of rice clum length and panicle length in the system “FieldBook”, Annual Meeting of
Japanese Society of Breeding, March 21-22, 2014, Tohoku University, Sendai)

FREZEE - (HOED) - RINFR—ES - FEEF)A - FR - E BA ML ZEHTFIBIT 23 F LF ORFBEDOEBNBEER
T (QTL) fiht. HAREMS#a#EES, T4, 3H29-30H, 2014, (Narita. R, Yamaguchi, M. Okawa, T. Sato K.
and Hirasawa, T.. Quantitative trait locus (QTL) analysis of barley fertility under salt stress. Annual
Meeting of Japanese Society for Crop Production, March 29-30, 2014, Chiba)

EHEFIE A% LAF ORNA-sedfffTic K 27 7 AERA~ — I —OR%. LFEIES, $itk 4A18-19H, 2014. (Sato,
K. Development of DNA markers for genomics-assisted breeding of barley by RNA-seq analysis. Triticeae
Meeting, April 18-19, 2014, Chikugo)

SRR - AT - PHESE - AL - BN 15 ZaOF 27 2 RE/ XV LATF RICK A EMORERTIM S E
DIRNT. HYHEESR RS, FLIR, 6A2-4H, 2014. (Miwa, A, Sawada, Y. Hirai, Y. Sato, K. and Nishiuchi, T
Analysis of plant resistance induction by Nicotinamide mononucleotide. Annual Meeting of Phytopathological
Society, June 2-4, 2014, Sapporo)

P RS - SRR - IR - RIS - RN B - ERERL - TEIN TG 0 SR DYREEHUTE R O U RS2 PR 12 B
2 UBQ/RPS27ajit {= DHEREMMT MR B2 2 K2, FLIR, 6 H2-4H, 2014. (Sasaki, R, Miwa, A. Kato, T. Koga,
J. Kimura, M. Sato, K. and Nishiuchi, T.. Functional analysis of UBQ/RPS27a gene related tp scab resistance
and toxin sensitivity. Annual Meeting of Phytopathological Society, June 2-4, 2014, Sapporo)

EBERIR * AF LF DA SV AMEBEIRT. X —T7 4 =)V R 2RI A, KT, TH16H, 2014. (Sato, K.: Stress
tolerance genes in barley. Gamma Field Symposia, July 16, 2014, Mito)

N A XBMEY (RA Y FT I RAEFFLF) BT SHEERN. 320 H AWM MRS FAYES (&) K
TR T T L, BT, 8 A21-22H, 2014. (Hisano, H:: Transformation in monocot plants including switchgrass
and barley. Symposium in The 32% Annual Meeting of the Japanese Society of Plant Cell and Molecular
Biology, August 21-22, 2014, Morioka, Japan)

VEERNE « JTHH : A LAFEHEAY —H—F —F X— 20K, OAFHEFAH#ES, HIN 9A26-27H, 2014 (Sato
K. and Motoi, Y.. Devemopment of marker database for barley breeding. Annual Meeting of Japanese
Society of Breeding, September 26-27, 2014, Miyakonojo)

KEHZZ - EREFIL - IRZAMESE - RNA-seqf@Hiic & 2/8 > I LAF AR O LB, HAFEESH#HIES, #v, oA
26-27H, 2014. (Mizuno, N. Sato, K. and Nasuda, S.: Detection of polymorphisms between common wheat
cultivars by RNA-seq analysis. Annual Meeting of Japanese Society of Breeding, September 26-27, 2014,
Miyakonojo)

PERERN)L « JuHEN : A4 LFT ) ABRD DD —H —F — & N— A, HEIX EREHKES, B 12H20-21H,
2014. (Sato K. and Motoi, Y.. Construction of marker database for barley genomics based breeding.
Chugoku Branch Meeting of Japanese Society of Breeding, December 20-21, 2014, Tottori)
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A7) EEERL - RAFIE - IUHARSE - AH W AW B A LAFEEELETE Blp) O vE 2T, PEMKXERERGES,
FHL 12H20-21H, 2014. (Sato, K. Sakamoto, K. Yamaji, N. Ishii, M. and Hisano, H: Mapping of black hull (Blp)
locus in barley. Chugoku Branch Meeting of Japanese Society of Breeding, December 20-21, 2014, Tottori)

(18) (PEERE - BAHKEE - EREFL @ A4 AFFEFREME MO B RE R, PEMX EME#KEES, B 12A20-21H, 2014
(Tto, H,, Saisho, D., and Sato, K.: Natural variation of salt tolerance at the germination stage in barley,
Chugoku Branch Meeting of Japanese Society of Breeding, December 20-21, 2014, Tottori)

BB IEHERER#HT 7 )V — 7 (Group of Genetic Resources and Functions)

(1) KRAZET - BEMER - RE B A4L4F707 > b 7202 L 2(@n)EETFHAETRIRICB X TR OUERE
BERTREE AWM. BABERERB125FEHES, RALKS, 3A22H, 2014, HHEZPFZE1601) p.61. (Himi,
E.,, Tonooka, T. and Taketa, S.. Effects of proanthocyanidin-less geneson grain dormancy by comparison of
near isogenic lines in barley. The 125" meeting of Japanese Society of Breeding. March 22, 2014. Breeding
Research 16 (Suppl. 1), p. 61, Sendai.)

2) ®H H-FIUFAET - OKRET - A4 AFHE@bino lemma)Z28RZ8 BAK D 7y T FA0MNT. HABHEAYE12500
HEEE, BHALKR%, 3H21H, 2014, BEZEIFE16(M1) p.89. (Taketa, S, Katayama, F. and Himi, E.: Molecular
genetic analyses of albino lemma mutants in barley. The 125" meeting of Japanese Society of Breeding.
March 21, 2014. Breeding Research 16 (Suppl. 1), p.89, Sendai.)

(3) BAHTEAT - IRHRTY - IIARSER - (EREFIA - R H © BEERIC K 53 AF T O AR E B R T Nud DHEREREA.
HABEMSEE 1250 ES, ®ILR%, 3H21H, 2014, HREZEMZE16(HI1) p.90. (Kakedai, K., Matsuda, A,
Yamane, M, Sato, K. and Taketa, S.: Agrobacterium-mediated transformation demonstrates the function of
barley Nud gene in determining the covered vs. naked caryopsis. The 125" meeting of Japanese Society of
Breeding. March 21, 2014. Breeding Research 16 (Suppl. 1), p. 90, Sendai.)

4) FE— - KH B A FLAFEERRERKROBERBE T v E 2. AARFRESPESGHRWEER, ST F M
Mot >4 —, 12H20-21H, 2014. (Kikuchi, Y. and Taketa, S.: Character expression and mapping of a short
awn mutant in barley. Chugoku region meeting of the Japanese Society of Breeding, December 20-21,
2014, Tottori.)

¥4 %) 27 )V — 7 (Group of Wild Plant Science)

(1) W 3 BFAEMEYOEIGEL: 70 7 OLATBT SHREIR - 2 BREIR. E30EEFMYFIES ORI L, BE,
3H6H, 2014.

(2) | Jhz-ME - WEEOMEE AN IE (Schizocodon) 2FEDFESLOES. HAKEY /3 MEFRH13EIKR, REA
7, 3H21-23H, 2014.

(3) MH 7 :EETMITHSHOSNTSINTE L HAER LY OEYHMIE. HAREY /3822 13ER%, B84, 3A21-
23H, 2014.

4 EHHREZE -2 NS - JIOERA] - REAM - ERREE - il & - 87 0EE - HARENO 2 V37312813 5L
HIE(R TEL GIGANTEADTENZ R, AR /3 A 251 3RIK 2, féATT, 3H21-23H, 2014.

(5) WF H-EA 8- ILHERESR - NIFERE - SEFEE - KR - BHEER - IWATET  @EELURFEELD S 1F %
T I RETE IS B D MEELIC L D T 7 f RL AT 4 T—3 3 VIS 2 EMIIZE. A ARME 22953 EHES, /N
43, 3H28-30H, 2014. (Yamashita, J., Enomoto, T., Yamada, M., Ono, T., Hanafusa, T., Nagamatsu, T.,
Sonoda, S. and Yamamoto, Y.. A study on phytoremediation efficiency of soil radiocesium by weeds grown
in arable lands one year after the Fukushima Dai-ichi Nuclear Power Station accident. 53" Annual Meeting
of the Weed Science Society of Japan, March 28-30, 2014, Koganei)

(6) T M WEELURFESRD S 1E 2R ETREE R EIC B AT 2 TAEEYICE 2 T8N S O oD ABRER)
KON, SLFEFH, LFAFRRS S >R DT L —EC LD EBARRBR G KB OBE -, g% 4A11H, 2014
(Estimation of soil-to-plant transfer factors of radiocesium in wild plants species grown in arable lands one
year after Fukushima Dai-ichi Nuclear Power Station accident. Symposium supported by Joint
Usage/Research Center —Restoration of Arable Lands Damaged by Great East Japan Earthquake Using
Plants—, April 11, 2014, Kurashiki)
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(7) WH B - BROFEK - Valentin Yakubov - Viachenslav Barkalov - Wi %% © Edt-s ILED T Y T2 5
Phyllodoce caerulea® ZEIEE. H AR AR HB78MIR=, T, 9H12-14H, 2014

7/ ABEIZ=vY ; (Applied Genomics Unit)
EiKEBE 0 T-#AT 7 )V — 7 (Group of Nuclear Genomics)

(D) MHE & A TREKRBLETEADZDOH T Ty b7+ — L. FE30EEFMEIEE S 2RO L ROE6EKEY) A b
L ARVEIES DRI L, B, 3H6-TH, 2014. (Murata, M. Plant artificial chromosomes: Novel platforms
for introducing exogenous genes. The 30" IPSR Symposium and 6" Symposium of Plant Stress Science
Research, Kurashiki, March 6-7, 2014)

(2) EBEZ - HPEN - RS B - /AMAAN - NH & 70T RSBk z2 0 s U WBIERDNARL S HEE 1% DB
. QABRFERES6EKRE, Eik, 9A17-19H, 2014. (Nagaki, K, Tanaka, K., Matsushima, R., Kobayashi,
H. and Murata, M.: Development of a novel method for identifying centromeric DNA sequences. 86"
Annual Meeting of the Japanese Society of Genetics, Sep. 17-19, 2014, Nagahama)

(3) MH & - @B - MRERL - BAFHTF - BEEHEZE @ > 04 XFZXFO1IMbY A ZEIR A TRAKRDIEN & =ZEN.H
ABIRFARESOEAS, &M, 9A17-19H, 2014. (Murata, M., Kanatani, A., Kashihara, K., Hironaka, A.
and Nagaki, K.: Generation of a stable 1-Mb-sized artificial ring chromosome in Arabidopsis. 86" Annual
Meeting of the Japanese Society of Genetics, Sep. 17-19, 2014, Nagahama)

4) E{LFHF - EMET - BHRE - RIREE - NE R 77 5 REMMERICE T 2 REKRNLEERERER
EO5EFES, A%, 10H24-25H, 2014. (Ohmido, N., Ueda, K., Fujii, H., Nagaki, K. and Murata, M.:
Chromosome instability in interspecific hybrids of Brassicas. 65" Annual meeting of Chromosome Society of
Japan, October 24-25, 2014, Kurashiki)

7 ) Ll 27V — 7 (Group of Genome Regulation)

(1) {LISC— - FEHER] - NiENB O A B AEREY A U 7 > 7))V v EHEDSAMSE AT & ABC transporteri#fn 1 Al
A b L AMHEEMIC BT 2 taeftt. B A AR A4S, B, 3H18 - 20H, 2014. (Ezaki, B, Inada, M., Utumi,
K.: Characterization of SAMS and ABC transporter genes in Al tolerance mechanisms in Andropogon
virginicus L. Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

(2) FEARHEF - B - HIRER A4 AF MBI DWBEEI Y 7 7 R > O/KEREE O, 555 H AW
AP ES i, 3A18-20H, 2014. (Utsugi, S., Shibasaka, M. and Katsuhara, M.: Analysis of water
transport activity of barley tonoplast intrinsic proteins, HvTIPs, expressed in seeds. 55" Annual Meeting of
the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

(3) SER=AREK - BHHE - FWMAET - HEEAR  FREEAY 7 7R 2 PIP1 EPIP2DILFIHFIC K 2 IEEIH]. 55550
HAWY R 2AES, i, 3H18-20H, 2014. (Shibasaka, M., Sasano, S., Utsugi, S., and Katsuhara, M.
Activity Reduction in Co-expression of Hordeum Plasma Membrane Intrinsic Protein 2;7 (HvPIP2;7) and
HvPIP1:2. 55" Annual Meeting of the Japanese Society of Plant Physiologists, March 18-20, 2014, Toyama)

@) ENFHE - HHHAGT - R—K - 5i)IHE - 1 2ODNA KT > ARy 2. nDartl DEEBIT{RD 5 B % KT OHRER.
HABMPRHE1250HES, (ie, 3A21-22H. 2014. (Nishimura, H., Yoshida, A. Tsugane, K. and Maekawa,
M.: Exploitation of autonomous elements for DNA transposon, nDartl transposition in rice. 125" Meeting of
the Japanese Society of Breeding. March 21-22, 2014, Sendai)

(5) NEFnsk - ANEASAN - & W - B0 A A AFRBWCHR AL 2B SRS b ENAERIVE > S 2O SR
HABREEAE125MH#EHS, (if, 3H21-22H. 2014. (Rikiishi, K., Matsuura, T. Mori. I. C. and Mackawa, M.:
Light control of plant regeneration and endogenous hormone contents in calli derived from barley
immature embryos. 125" Meeting of the Japanese Society of Breeding. March 21-22, 2014, Sendai)

(6) HH/NES - RE 8k - A % :UVCTHEINSAF LFHENudix hydrolasei#fz T OHEREMT. HARZELE
220144 KS, WA, 3H28-30H, 2014. (Tanaka, S., Kihara, M. and Sugimoto, M.: Function analysis of
Nudix hydrolase genes induced by UV-C in barley. 2014 Annual Meeting of Japan Society for Bioscience,
Biotechnology, and Agrochemistry, March 28-30, 2014, Tokyo)
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(7)) HF/NES - KRR 3 2R % B THEEINS A4 LF HkNudix hydrolase@B R FISMILX V7 L FF R &
T2, BORENIAT VT« THRRFEASE S ORI T A, A, 6H27H, 2014. (Tanaka, S., Kihara, M.
and Sugimoto, M.: Nudix hydrolase gene induced by UV-C in barley eliminates oxidized nucleotides. 45"
Okayama Bioactive Research Symposium, June 27, 2014, Kurashiki)

®) A % RRREEZ N 2B T4 LFORERGEEFEN. BORENI AT VT« THRAREASH S 2R
T4, B, 6 H27H, 2014. (Sugimoto, M.: Response and viability of barley exposed to extreme environment.
45" Okayama Bioactive Research Symposium, June 27, 2014, Kurashiki)

(9) LIS — - FHEEF - NEHBD T AIZ ML A FTOAvSAMSIERFICLK D TE Y 227 1 v 7 FEHIHHME &
AVABCGI transporteriZ & 2 AERITDONWT. HATEREARER, BEL, 9H9 - 11H, 2014. (Ezaki, B, Inada,
M, Utumi, K.: AvSAMS1 gene dependent epigenetic gene-regulation and Al accumulation by the AvABCG1
transporter under Al stress in a poaseae wild plant, Andropogon virginicus L. Annual Meeting of the Japanese
Society of Soil Science and Plant Nutrition, September 9-11, 2014, Tokyo)

10) A& % - HF/NEE - KE 3R B THEESI NS T4 LAFNudix hydrolaselB a7 OHRE. HAFHEMRI AR
28l K%, KB, 9H22-23H, 2014. (Sugimoto, M., Tanaka, S. and Kihara, M.: Function of Nudix hydrolase
genes induced by ultra violet in barley. 28" Annual meeting of Japanese Society for Biological Science in
Space, September 22-23, 2014, Osaka)

(11) LISC— @ A FREFAERED A U S > HIVATVIZBIFBAIA ML A FTOIE D 2327 1 v ZRHIEICDONT. HAFREY
RIEER, T—Uay T (O B3y o —7Z1 , &8k (B , 9826-28H, 2014. (Ezaki, B. : Epigenetic gene
regulation under Al stress in a poaseae wild plant, Andropogon virginicus L. Annual Meeting of the Japanese
Society of Breeding, Workshop “Wild is Sexy!” September 26-27, 2014, Miyakonojyo)

(12) {LIS— - NHEPB O - FHEEFR] @ ALR b L ATEERE IS5 21 2R AR A ) 7 > 1)V 17 D AvSAMSTE AR T D
WAREIC D WT. HIEIERl B Sk =, @iy (F)ID , 12A11-12H, 2014. (Ezaki, B, Utumi, K, Inada, M.
Characterization of SAMS gene in Al tolerance mechanisms in a poaseae wild plant, Andropogon virginicus L.
Annual Meeting of Kansai Region of the Japanese Society of Soil Science and Plant Nutrition, December
11-12, 2014, Takamatsu)

KM ERMARE 27 (Research Core for Future Crops)

HAZEIY) « 2B E B 27 )L — 7 (Innovative Research Group)

(1) HEARMT : FRPREEAT O Y Y OWEERET DWEN T TV 7 IZDWT. ElEpFHEENS, Kk, 12A15H,
2014. (Ueki, S. : Growth promotion of Heterosigma akashiwo by marine microorganisms; implication of marine
bacterium in bloom formation. The 1% Resarch Workshop of Molecular Studies of Diatom, December 15,
2014, Osaka)
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6. Application of molecular breeding and biotechnology to crop improvement for dryland
Amin Elsadig Eltaybhabora (GEUK# &ML > % —)
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The shared symposium of three biology-oriented “Joint Usage/Research Centers”
(ALRC/GRC/IPSR)
—Introduction and new development of the “Joint Usage/Research Centers”
in the biological field—

February 21, 2014
IPSR, Okayama University
Organizer: Minoru Murata (IPSR, Okayama University)

1. Introduction and future of IPSR and “Joint Usage/Research Center of Plant Genetics Resources and Plant
Stress Sciences”
Y. Yamamoto (IPSR, Okayama University)

2. Genetic resources and genome diversity in barley
K. Sato (IPSR, Okayama University)

3. Strategy of rice to deal with environmental Mn changes
J. F. Ma (IPSR, Okayama University)

4. Introduction and future of ALRC and “Joint Usage/Research Center of Arid Land Research”
A. Tsunekawa (ALRC, Tottori University)

5. Sustainable ecosystem restoration in arid lands with drought-tolerant plants
N. Yamanaka (ALRC, Tottori University)
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6. Application of molecular breeding and biotechnology to crop improvement for dryland
A. E. Eltaybhabora (ALRC, Tottori University)
7. Introduction and future of GRC and “Joint Usage/Research Center of Plant Transgenic Design”
K. Watanabe (GRC, Tsukuba University)
8. Research activities of GRC for basic and applied plant sciences
K. Miura (GRC, Tsukuba University)
9. Research activities of GRC for genetic literacy
A. Kikuchi (GRC, Tsukuba University)

EIM BRI ES DR DT AR OB A B L AR VR L

HE : ER2653H6H~7H
BT AR EXEEY 1 2T 5 —
F=HFAH— K H#E - WAREL - A B (WK - i

3H6H
1. 77 AMCHED < BIE TR
Ktk & GEIERS
2. WEMATREAK  BETFEADZDOHRT Ty T+ —LA
MH f& (LR EIEED R AT
3. HAEYOBISHE : 71 M7 OLAICBIBBREICH > - HRER
W % (LR E IR AT
4. YA MIA 2 OREEZARMET K D B RS HR G
MR ¥ (B BREEERAHE R S Y )
5. KALBAEERIENC & 28 O R & B O £ 5
KE #2E] (BHBERE)
6. WARBEOHIEIZL D1 F Ol Z LT 3
FE BE (BEEYEIRFRRT
7. W A EORNAD A )L ZAERGLERD SR < U VX — 18 EHHANER
R S (LR IR AR

3AHTH

8. FFALFMNIEMIC=/NMEZEKT DEHAITDNT
ANA BETR (RREAEYMERITITT

9. WD a2 Y YmRNASMEEIT & X B L AR
Sl R (MUK EEEY AT

10. TES J LAHIEZE N LY OREZ N L 25
B EHE R REERESEHIEE S )

11, BT 2T 32T v )T 0T 53 27 O%E
RKFE B (RENA TR

44



The 30" IPSR Symposium and Sixth Symposium on Plant Stress Science Research

March 6-7, 2014
Kurashiki Geibunkan

Organizer: Jian Feng Ma, Nubuhiro Suzuki, Wataru Sakamoto (IPSR, Okayama University)

March 6
1. Genome-based co-expression of genes
T. Obayashi (Tohoku University)
2. Plant artificial chromosomes: New platforms for introducing exogenous genes
M. Murata (IPSR, Okayama University)
3. Adaptive evolution of wild plants: natural selection on phytochromes along latitude
H. Ikeda (IPSR, Okayama University)
4. Quantitative regulation of structure diversity of cytokinin
H. Sakakibara (RIKEN, Center for Sustainable Resource Science)
5. Enhancement of drought stress tolerance and plant growth by regulating stomata opening
T. Kinoshita (Nagoya University)
6. Enhancement of rice drought stress tolerance by regulating root architecture
Y. Uga (National Institute of Agrobiological Sciences)
7. Recent Insights into plant-virus interactions through the genomic fossil record of RNA viral sequences
H. Kondo (IPSR, Okayama University)

March 7

8. Mechanisms of precise formation of three spikelets in barley
T. Komatsuda (National Institute of Agrobiological Sciences)

9. Novel mechanisms for plant mitochondrial mRNA stability linked with stress responses
T. Hirayama (IPSR, Okayama University)

10. Adaptation to plant stress environment through epigenetic control
M. Seki (RIKEN, Center for Sustainable Resource Science)

11. Role of epigenetic reprogramming in plants

T. Kinoshita (Nagahama Institute of Bio-Science and Technology)
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55" Annual meeting of the Japanese society of plant physiologists satellite meeting
16™ Plant organelle workshop
—Gene expression and cellular signaling in organelle —

March 17, 2014
Toyama University
Organizers: Junichi Obokata (Kyoto Prefectural University), Yusuke Kato (IPSR, Okayama University),
Shigeyuki Kawano (The University of Tokyo), Kensuke Kusumi (Kyushu University) Hirokazu Kobayashi
(University of Shizuoka), Yoshiki Nishimura (Kyoto University), Nobuaki Hayashida (Shinshu University),
Yutaka Miyazawa (Tohoku University), Tatsuya Wakasygi (Toyama University)

Session 1 : Regulation of gene expression in organelle
1. Post-transcriptional regulation by RNA-binding protein family
S. Fujii', N. Sato', T. Shikanai'® (‘Kyoto University, “JST + CREST)
2. Unique regulatory system for mitochondrial mRNA poly (A) status of plants
T. Hirayama (IPSR, Okayama University)
3. Searshing for substrate of plastid Clp protease in Arabidopsis
K. Nishimura, Y. Asakura, G. Friso, J. Kim, S-H. Oh, H. Rutschow, L. Ponnala, K. J. van Wijk (Cornell University)
Sessoin 2 : Evolution of organelle and intercellular network system
4. Origin and functional analysis of single-membrane-bounded peroxisome division machinery
Y. Imoto"?, M. Ohnuma *°, H. Kuroiwa >, S. Kawano "*, T. Kuroiwa ** ("The University of Tokyo,
Rikkyo University, *JST + CREST)
5. Establishment of plastids and evolution of storage polysaccharide metabolism
E. Suzuki (Akita Prefectural University)
6. COzsignaling in stomata
M. Hashimoto-Sugimoto, K. Iba (Kyushu University)
7. Plastids differentiation, circadian rhythm and retrograde signaling
M. Hanaoka (Chiba University)
Special seminar
8. Study on circadian clock- Developing real-time bioluminescence measurement system -

M. Ishiura (Nagoya University)
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55" Annual meeting of the Japanese society of plant physiologists symposium
Perspectives of designed biomass research in plant science

March 17, 2014
Toyama University
Organizers: Wataru Sakamoto (IPSR, Okayama University), Taku Demura (Graduate school of biological science,

Nara Institute of Science and Technology)

1. Toward designed biomass for productivity under low nutrient and problematic soil
T. Fujiwara, Y. Kobae, K. Yano (Graduate School of Agricultural and Life Sciences, The University of Tokyo)
2. Designing important genetic traits for biomass in sorghum
T. Sazuka (Bioscience and Biotechnology Center, Nagoya University)
3. Improvement of photosynthesis and chloroplast function for designed biomass
W. Sakamoto, L. Zhang, C. Oda, T. Takami, Y. Kato (IPSR, Okayama University)
4. Designed biomass in woody plant
Y. Nakano', X. Yu’, M. Ohtani *, T. Demura "* (‘Graduate school of biological science, Nara Institute of
YScience and Technology “Center for Sustainable Resource Science, RIKEN)
5. Developing aromatic biopolymer
N. Takayal, T. Kaneko 2 K. Oinumal (‘Graduate School of Life and Environmental Sciences, University
Yof Tsukuba, > School of Materials Science, Japan Advanced Institute of Science and Technology)
6. Characterization of biomass and application to biorefinery
A. Kondo, H. Kawaguchi, S. Nakamura, H. Teramura (Department of Chemical Science and YEngineering,

YGraduate School of Engineering, Kobe University)
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Symposium in The 55" Annual Meeting of JSPP
- Aquaporins in the mechanism of hydraulic and CO2 conductance -

March 19, 2014
University of Toyama
Organizers: Maki Katsuhara (IPSR, Okayama University), Yuko T. Hanba (Kyoto Institute of Technology),
Masayoshi Maeshima (Nagoya University)

. A unique aguaporin member in plasma membrane in response to heat
A. Tsuchihira (Graduate School of Bioagricultural Sciences, Nagoya University)
Possible involvement of aquaporins in responses of mesophyll conductance to ABA and COz
Y. Mizokami (Graduate School of Science, University of Tokyo.)
The effect of aquaporin McMIPB and RsPIP2 on leaf photosynthesis of tobacco and eucalyptus plants
Yuko T. Hanba (Graduate School of Science and Technology, Kyoto Institute of Technology)
CO:2 permeability of PIP2 aquaporins
1. C. Mori (IPSR, Okayama University)
Preliminary Dissection of CO2 permeability of a Cyanobacterium Aquaporin
X. Ding (Department of Neurology, The University of Texas Southwestern Medical Center)
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Symposium supported by Joint Usage/Research Center
—Restoration of Arable Lands Damaged by Great East Japan Earthquake
Using Plants—

April 11, 2014
Kurashiki Geibunkan Theater, Room 202
Organizers: Shoji Sonoda, Yoko Yamamoto (IPSR, Okayama University)

1. For cultivation of barley in arable lands damaged by tsunami
K. Sato (IPSR, Okayama Univ.)

2. Agricultural researches for restoration from damages of Great East Japan Earthquake in Miyagi Prefecture
K. Nagano (Furukawa Branch Station of Miyagi Prefectural Agricultural Experiment Station)

3. Restoration from damages of Great East Japan Earthquake using barley -Utilization for foods-
T. Sohtome (Tochigi Agricultural Experiment Station)

4. Current radioactivity contamination in Fukushima Prefecture and the latest knowledge on Hiroshima
survivors of the atomic bombing
M. Ohtaki (Research Institute for Radiation Biology and Medicine, Hiroshima Univ.)

5. Efforts of NARO for removal of radioactive materials from arable lands and for transfer prevention of
radioactive materials to crops
T. Shinano (NARO Tohoku Agricultural Research Center)

6. Analysis of radiocesium transfer in wheat
K. Kubo (NARO Tohoku Agricultural Research Center)

7. Current situation and research activity on radioactive contamination in orchards
K. Abe (Fruit Tree Research Centre, Fukushima Agricultural Technology Centre)

8. Estimation of soil-to-plant transfer factors of radiocesium in wild plant species grown in arable lands one
year after Fukushima Daiichi Nuclear Power Station accident
J. Yamashita (IPSR, Okayama Univ.)

9. Effects of vegetation on native ladybirds in abandoned arable lands
S. Sonoda (IPSR, Okayama Univ.)
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45" Okayama Bioactive Research Symposium
— Notable functional ingredient in cereals and its application —

June 27, 2014
Ai-theater, Kurashiki-Geibunkan
Organizer: Manabu Sugimoto (IPSR, Okayama University)

Keynote
Health claims for barley B-glucan and its latest research trend
S. Aoe (Faculty of Home Economics, Otsuma Women's University)
Presentation
1. Morphological variation of starch grain in cereals
R. Matsushima (IPSR, Okayama University)
2. Response and viability of barley exposed to extreme environment
M. Sugimoto (IPSR, Okayama University)

The 3™ Viruses of Microbes EMBO conference

July 14-18, 2014
Zurich, Switzerland
Convener of Session 9 (Viruses/Fungi/Plants- Tripartite Interaction): Nobuhiro Suzuki (IPSR, Okayama

University)

1. The chestnut blight fungus for studies on virus/host and virus/virus interactions: from a natural to a model host
N. Suzuki (IPSR, Okayama University)

2. Exploration of Sclerotinia sclerotiorum hypovirulence-associated DNA virus to control Crop Sclerotinia
diseases, challenges and prospects
D. Jiang (Huazhong Agricultural University)

3. Searching for mycoviruses in a collection of fungal endophytes isolated from the seagrass Posidonia oceanica
L. Nerva (Institute of Plant Virology National Research Council of Italy)

4. Ecology and Evolution of Cryphonectria hypovirus 1
D. Rigling (WSL Swiss Federal Research Institute)

5. Taxonomical relatedness among alphapartitiviruses infecting Heterobasidion wood decay fungi affects the
formation of viral co-infections
M. Kashif (Finnish Forest Research Institute)

The 3" International Mycovirus Symposium

August 2-4, 2014
University of Vermont, Burlington, USA
Organizers: Angus Dawe (New Mexico State University) Nubuhiro Suzuki (IPSR, Okayama University)
Bradley L Hillman (Rutgers University)

1. Mycoviruses at the fungus-plant interface: How plant pathogenic fungi defend against virus-mediated

hypovirulence at the cellular and population levels
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

D. L Nuss (IBBR, University of Maryland, USA)

Yeast and fungal prions: How can a protein be a gene? And what do cells do about it?
R. B. Wickner (National Institute of Diabetes and Digestive and Kidney Diseases, NIH, USA)

Viruses of the pathogen that causes late blight of potato and tomato, Phytophthora infestans
B. L Hillman (Rutgers University, USA)

Functional analysis of a melanin biosynthetic gene using RNAi-mediated gene silencing in Rosellinia necatrix
S. Kanematsu (IFTR, NARO, Japan)

Discovery for novel antifungal proteins from mycoviruses in plant pathogenic fungi
H. Moriyvama (Tokyo University of Agriculture & Technology, Japan)

Glycobiologic approach for dissection of mycovirus/host interactions
S. Kasahara (Miyagi University, Japan)

Suppression of RNA silencing by a mycoreovirus in the white root rot fungus, Rosellinia necatrix
H. Yaegashi IFTR, NARO, Japan)

Mycoreovirus 1 genome rearrangements generated in RNA-silencing defective strains of the chestnut
blight fungus, Cryphonectria parasitica
N. Suzuki (IPSR, Okayama University, Japan)

Two novel viruses in the family Hypoviridae from the plant pathogenic fungus Fusarium graminearum
L-H. Guo (The Institute of Plant Protection, CAAS, China)

Molecular characterization of a novel virus from entomopathogenic fungus Beauveria bassiana
1. Koloniuk (Biology Centre of Academy of Sciences of the Czech Republic)

A novel ssRNA virus isolated from a phytopathogenic filamentous fungus, Rosellinia necatrix with similarity
to hypo-like viruses
R. Zhang (IPSR, Okayama University, Japan)

Detection and genetic characterisation of a novel mycovirus in Hymenoscyphus fraxineus, the causal agent of
ash dieback, with the help of cost action FRAXBACK
C. N. Schoebel (WSL Swiss Federal Research Institute, Switzerland)

Genome segment ratios and gene expression of Heterobasidion partitiviruses
J. Hantula ( Finnish Forest Research Institute, Finland)

Evidence for internal ribosomal entry sites in mycovirus genomes
S. Chiba (IPSR, Okayama University, Japan)

Structural and Non-Structural Proteins of Fusarium graminearum Mycovirus-China 9 (FgV-ch9) and their
Processing in the fungal host
C. Heinze (Biocenter Klein Flottbek, University of Hamburg, Germany)

Curing and functional analysis of the mycovirus (LeV) in the edible mushroom Lentinula edodes
D-H. Kim (Institute for Molecular Biology and Genetics, Center for Fungal Pathogenesis, Chonbuk
National University, Korea)

The Hex1 protein of Fusarium graminearum specifically binds to Fusarium graminearum virus 1 RNAs that
might be important for efficient viral RNA accumulation
K-H. Kim (Seoul National University, Korea)

Investigation on the partial resistance of Cpkk2 knock out strain of Cryphonectria parasitica to infection from
Cryphonectria hypovirus 1
M. Turina (Institute for Sustainable Plant Protection -CNR , Italy)

Virus-mediated changes in the physiology of Cryphonectria parasitica
A. Dawe (New Mexico State University, USA)

Molecular and biological characterization of a novel RNA virus in the phytopathogenic fungus Botrytis cinerea
M. Wu (College of Plant science and Technology, Huazhong Agricultural University, China)

Molecular characterization of two positive-strand RNA viruses co-infecting hypovirulent strain of Sclerotinia sclerotiorum
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J. Xie (Huazhong Agricultural University, China)

22. Identification and molecular characterization of the hypovirus infecting a hypovirulent isolate of Sclerotinia sclerotiorum
S-Y. Lee Marzano (University of Illinoi, USA)

23. Molecular characterization of a novel positive sense RNA virus that can transmit via ascospores of the
pathogenic fungus Sclerotinia sclerotiorum
D. Jiang (Huazhong Agricultural University, China)

24. Ecology and epidemiology of mycovirus-induced hypovirulence in the chestnut blight fungus Cryphonectria parasitica
D. Rigling (WSL Swiss Federal Research Institute, Switzerland)

25. Viruses accumulate in aging infection centers of the fungal forest pathogen Heterobasidion parviporum
E. Vainio (Finnish Forest Research Institute, Finland)

26. Multiple infection of a single Borrytis tulipae isolate by at least nine RNA viruses revealed by a deep sequencing approach
H. Kondo (IPSR, Okayama University, Japan)

27. Metagenomic identification of fifty novel and diverse mycoviruses infecting prevalent plant pathogenic
fungi of major crops
S-Y. Lee Marzano (University of Illinoi, USA)

28. Using benchtop genome sequencing to identify mycoviral populations
E. Dobbs (East Malling Research, UK)

29. Different approaches to search for mycoviruses in a collection of fungal endophytes isolated from the
marine plant Posidonia oceanica
M. Turina (Institute for Sustainable Plant Protection -CNR, Italy)

30. Environmental influences on the virome of Agaricus bisporus
Greg Deakin (East Malling Research, UK)

31. Victorivirus Helminthosporium victoriae virus 190S as a model system for exploring mechanism of
stop/restart translation
S. A. Ghabrial (University of Kentucky, USA)
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Program of IPSR Open Lecture, Okayama University 2014

October 18, 2014
Kurashiki-Kenko-Fukushi plaza, Kurashiki city

1. Japanese alpine plants: diverse plants in harsh environments and their origins
H. Ikeda (IPSR, Okayama University)

2. The plant immune system against pathogenic microbes and pests.
T. Shinya (IPSR, Okayama University)
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Open Lectures at the 65™ annual meeting of Chromosome Science Research

Sex and genome - male or female?

October 25, 2014
Kurashiki Geibunkan

Organizers: Murata, M., Nagaki, K. IPSR, Okayama University)

Chairpersons: Matsuda, Y. (Nagoya University), Murata, M. IPSR, Okayama University)

Fate of the human and mammalian Y-chromosomes
A. Kuroiwa (Hokkaido Univ.)

Sex determination systems in frogs
1. Miura (Hiroshima Univ.)

Switches for determining sexes in insects
M. Suzuki (Univ. Tokyo)

Fishes have flexible and tough sex differentiation systems
Y. Sakai (Hiroshima Univ.)

Evolution of sex determination systems in plants
S. Kawano (Univ. Tokyo)

Genome analyses reveal the human evolution

N. Saito (National Institute of Genetics)
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Workshop supported by Joint Usage/Research Center
—Workshop for Genome Editing in Plants—

November 4, 2014
Ai-theater, Kurashiki-Geibunkan
Organizers: Hiroshi Hisano (IPSR, Okayama University), Kazuhide Rikiishi (IPSR, Okayama University),
Keishi Osakabe (CCAIC, Tokushima University)

1. Genome engineering in higher plants: current status and future prospects
H. Saika® S. Toki (National Institute of Agrobiological Sciences, Agrogenomics Research Center)
2. Peptide-based gene delivery system for plants
K. Numata (RIKEN Center for Sustainable Resource Science)
3. Development of PPR-based Genome editing
T. Nakamura (Faculty of Agriculture, Kyushu University)
4. Studies for genome editing and genome evolution in the rice blast fungus using engineered nucleases
T. Arazoe'®, S. Ohsato', T. Sakuma’, T. Yamamoto®, T. Arie”, S. Kuwata'
(1. Graduate school of Agriculture, Meiji University, 2. Graduate School of Science, Hiroshima University,
3. Graduate school of Agriculture, Tokyo University of Agriculture and Technology)
5. Application of TALEN technology for plant genomic breeding and metabolic engineering
S. Yasumoto®, H. Seki, E. Odette Fukushima, T. Muranaka
(Graduate School of Engineering, Osaka University)
6. CRISPR/Cas9 mediated gene disruptions of Marchantia polymorpha and Arabidopsis thaliana
S. Sugano (CCAIC, University of Tokushima)

7. General discussion
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10.

11.

12.

13.

Innovative Agricultural Sciences, Technologies and Global Networking for
Sustainable Food Production and Security
(as a subtheme of The 9" JKUAT Scientific, Technological and
Industrialization Conference)

November 13-14, 2014
JKUAT, Nairobi, Kenya
Organizer: Wataru Sakamoto (IPSR, Okayama University)

Innovation in agricultural sector-past, present and future
Y. Kubo (Faculty of Agriculture, Okayama University.)

Metagenomic exploration of bacterial and archaeal diversity at Sodere and Filwoha hot water springs,
Ethiopia
D. A. Tegegne', F. Stomeo”, S. Benor?, R. Skilton®, S. Maina” (‘Addis AbabaScience and Technology
University, Addis Ababa, Ethiopia., “Biosciences east and central Africa, Nairobi, Kenya)

Chemotaxis to methanol in Methylobacterium SD.

A. Tani', S. Masuda', Y. Fujitani', J. Kato®, and N. Suzuki' ('IPSR, Okayama University., “Department of
Molecular Biotechnology, Graduate School of Advanced Sciences of Matter, Hiroshima University.)

Towards Basmati rice improvement by introducing Oryza longistaminata-derived traits
E. Gichuhi'®, E.Himi®, M. Mackawa® (‘Graduate school of Environmental and Life Sciences, Okayama
University., “IPSR, Okayama University.)

Ralstonia solanacearum type Il secretion system effector Rip36 induces hypersensitive response in the nonhost
wild eggplant Solanum torvum
Y. Ichinose', K. Nahar', L. Matsumoto’, F. Taguchi', and T. Mukaihara® (‘Graduate School of Environmental
and Life Science, 1Faculty of Agriculture, Okayama University., 'Research Institute for Biological Sciences)

Impacts of Global Warming on Rice Production and Grain Quality in Southwest Japan
K. Saitoh (Graduate school of Environmental and Life Sciences, Okayama University.)

Virus interference in plants and fungal hosts
N. Suzuki (IPSR, Okayama University.)

Chickpea breeding for biotic and abiotic stress resilience and adaptation in Eastern and Southern Africa
C. O. Ojiewo (International Crops Research Institute for the Semi-Arid Tropics Ethiopia)

Preliminary Studies on the Restoration of the Pyrite Trail in Queen Elizabeth National Park Area, Uganda
H. Oryem-Origal, M. Ntale®, A. Makara®, and J. Ssenku' (‘Department of Biological Sciences, College
of Natural Sciences, Makerere University., “Department of Chemistry, College of Natural Sciences,
Makerere University., 3Nsigo Technologies.)

A novel strategy for suppression of plant stomatal defense by Methylobacterium Sp.

S. Masuda, Y. Nakamura, I. Mori, A. Tani IPSR, Okayama University.)

mprovement of photosynthesis and chloroplast function for food and biomass production
W. Sakamoto (IPSR, Okayama University.)

Molecular characterization of an ARC6-like protein involved in chloroplast division and biogenesis in rice
(Oryza sativa L.)

P. K. Kamau, R. Matsushima, M. Maekawa, W. Sakamoto (IPSR, Okayama University.)

Genetic factor controlling low-pungent capsaisinoid analogues biosynthesis in pepper fruits

Y. Tanaka (Okayama University.)
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B % (Awards)

WA NV X2 )0 —7, B @8 (B8R , Hr2rIUEHEE CFRThy) , Wi, 1H9H, 2014. (Group of Plant
Stress Physiology, Ma, J. F. (Professor), 72™ Sanyo-Shinbun Award, Okayama, Janualy 9, 2014.)

PR )V —7, Wl B BB , FH13E A AWEY EE SRR E, A THAMES LY O RRHE - D RO
JES & U IR AN DORE ), HB13EERAS, feA, 3H22H, 2014. (Group of Wild Plant Science, Ikeda, H.
(Assist. Prof.), “Phylogeography of Japanese alpine plants: molecular insights into biogeography and

adaptive evolution. 13™ Annual Conference, Kumamoto, May 22, 2014.)

R EGIEZ L —7, el (ELERE3FES) , RERBREAGRAHAERES, MUK, 3H25H, 2014. (Koki,
K. (1% grade of doctor course), Graduate school of environmental and life science award. Okayama
University. March, 25, 2014.)

7 LAHIEZ V=7, HHUNE S (BLERE3FESR) |, BORENAT TV T« TR FARGNE, FHEA BRIV THE
INDF A LFHENudix hydrolaselBETISBLX 7 LA F RE2ELT D), BORENATT VT 1 T
AASE PRI A, ML, 6H27H, 2014. (Group of Genome Regulation, Tanaka, S. (3" grade of
doctor course), Excellent Student Award of Okayama Bioactive Research Society, Barley Nudix
hydrolase, induced by UV irradiation, eliminates oxidized nucleotide. 45™ Okayama Bioactive Research

Symposium, Okayama, June 27, 2014.)

YRR ERIE 7)) — 7, Mg (G L3E3EAE) |, FIREKRE - KEBREICKDMEBN EZROR, AT —VFHEK -
BREY, WMLk 7TH31H, 2014. (Koki, K. (1% grade of doctor course), 9™ Meeting of Research and
exchanges by high school students and graduate students, oral presentation - award of excellence.
Okayama University. July, 31, 2014.)
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HEIFZE Y A FCEERA

» FEIFFEILA SR 0)

(List of Joint Projects at the Joint Usage/ Research Center)

S = Fr et RE - #15 (Institution, Department) &4 (Position) K4 (Name)
(Corresponding satff) FHE4, (Subject title)

BRI R KEEBR B 2 2e R HEHHZ Ky &

(Shizuoka University, Graduate School of Science) | (Associate Professor) (Amano, T.)

WA H
(Sakamoto, W.)

A XF AT HRFtsHIC BT B4 7B 45 ki o fiRBe

(Protein degradation mechanism of FtsH protease from Arabidopsis)

] |1 B AR BERR B o 2 — A W B SRR SR AT
(Okayama Prefectural Technology Center for
Agriculture, Forestry, and Fisheries,
Research Institute for Biological Sciences)

HMFE R
(Principal
Investigator)

%Rk LR
(Goto, K.)

R DI S A N AN 62 S B D TR AR RO R A

(Genetic analyses of plant response mechanisms aga

inst continuous—light stress)

N PN PN

(Hiroshima University, Graduate School of Science)

HEZR

(Associate Professor)

EH Bt
(Shimada, H.)

CYOL@E BBy 1A XF R F O NA R i

(Analysis of photosynthesis in Arabidopsis overexpressing of CYO1)

1 H R R FEHEHERERS (Yamaguchi

University, Organization for Research Initiatives)

iz

(Professor)

=i Hi—
(Mano, J.)

BREEAN A KO RRALIE BT S D SRR AR S L /X0 D 53 PR O fif

(Elucidation of the mechanism for the degradation of oxidatively modified proteins in

Wl B
(Hirayama, T.)

chloroplasts)
PN TNER e T e i WEHHZ A EE
(Osaka University, Graduate School of Science) | (Associate Professor) (Takagi, S.)
TIT UFERE B E VAL DA N AT ERED Tl E
(Regulatory mechanism of organelle dynamics by actin—binding protein villin)
IR 0 WEHHFZ W =i
(Tottori University, Faculty of Agriculture) (Associate Professor) (Ttai, A.)

T RERAS O KA B 1T DA A LT DR

e

(The study on the role of plant hormones in the fruiting of Rosaceae fruit species)

ABHEE R RFEHeR EER T FE

Y =7, —_ Nast=
(Hokkaido University, (Associﬁ?ﬁifessor) (ﬁﬂi:am{inl?)
Graduate School of Fisheries Sciences) T
WEBEIZ I DERBEARL A F COMWRNE L DTE BN
(Quantitative analysis of plant hormones under environmental stress in seaweeds)
== ety <3/ N0 EXERTE= PR B2

(Senior researcher)

(National Institute of Agrobiological Sciences)

(Nishimura, N.)

TIPSV T BT R — 2 R L AR s - I BRI O fEAT

(Regulatory mechanisms controlling gene expression mediated by adaptor protein in Abscisic

acid signaling)

SR e S
(University of Shizuoka,
School of Food and Nutritional Sciences)

Bh#k

(Assistant Professor)

T RESR
(Niwa, Y.)

TE DpHAR S BB  HhFSE

(Research on pH stress in plant)
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WA B

(Miyazaki University, Faculty of Agriculture)

M2

(Associate Professor)

fEEE CA
(Inaba, T.)

B E I B DT T AF R TV SRRV D a A N—2

(Crosstalk between plastid signals and phytohormon

es during environmental adaptation)

R R
(Mori, 1.C.) IR KA T 2B By ok
(Tohoku University, School of Engineering) (Assistant Professor) | (Hamamoto, S.)
SKALDOEA O EEN B DA A F v /L O FE M E RS O fiF A
(Characterization of plasma membrane ion channel modulator during closing of stomata)
LB K7 - KA P B P20 e B ik FHE
(Hokkaido University, Fucalty of Science) (Assistant Professor) (Ito, H.)
AV AT BRFEA) I AN ATEVERI N L 2 il A oD fiR B
(Analysis of meristem specific regulation of a stress activated transposon)
R E BRI E AT ZE T = B X
(National Institute for Agro-Environmental Sciences) (Researcher) (Sakurai, G.)
TEMIZ BT Do WL - fii % - BFEE BAR DT T LN (Modeling of processes of uptake,
translocation, and distribution of mineral elements in crops)
P R T - REEBE P92 R (Kobe University, B Al 5
ey Graduate School of Agricultural Science) (Assistant Professor) (Ishikawa, R.)
(Ma, J. F.) Hp A A 1 O iR 3 RSB o8 s T DIR E
(Identification of a gene responsible for the zinc content in seed using wild rice)
{5 MK - ffE 50 (Shinshu University, HEH R TRAN = L
Faculty of Textile Science and Technology) (Associate Professor) (Horie, T.)
WIE AR A A S A s T R R R O A RS RE O fZFH (Elucidation of the
physiological function of membrane transporters permeable to essential divalent cations)
ENER=N =
A G MR iz AT gl
A 53 BFFERT (Nagoya University, (Professor) (Kinoshita, T.)
Institute of Transformative Bio—Molecules) T
BREEAR RSB LT AL PA D 7 F AR RS O figbT
(Analysis of stomatal movements in response to environmental stress)
TSI R s K Be A BB B At 9 R h Wt e
(Kyoto Prefectural University, Graduate School of < .
) . ) (Professor) (Shiina, T.)
Life and Environmental Sciences)
. RO AN RIEEIC I HIM RUT ORE]: Ca™' 7V 7 DIEFEH (A role of
A ﬁ%; mitochondria in biotic and abiotic stress responses in plants: Regulatory mechanism of Ca”
(Y CRN %T 4 signaling)
amamoto, Y. an — . e =
Sasaki, T.) FANK S TR 9E AT FrEBH AL T

(Kyoto University, Research Institute for
Sustainable Humanosphere)

(Program-Specific
Assistant Professor)

(Takanashi, K.)

A —IRARGH PE OB RN B DA AR O

(Analyses of transporters involved in the accumulation of secondary metabolite)
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(e N
A 1
(Sasaki, T. and
Yamamoto, Y.)

] LR« RAPBEBREE AL fn B A 787t

7. - o
(Okayama University, P %ﬁx ) (?;{EH tﬁ\?)
Graduate School of Environmental and Life Science) rotessor. urata, Y.
AT T RNV EAE L LTS PAE S ORI &2 ORI HIZ B 50 5%
(Generation of tolerant plants by engineering of ion channels)
R B R+ K A B 2 B g I
(Hiroshima University, (Associate Professor) (Wasaki, J.)

Graduate School of Biosphere Science)

Y M PE D @ W) D3 s 3 EEEEMEY R RE S O fEAT
(Analyzes of ability to mobilize sparingly soluble phosphate by low—P tolerant plants)

HIE BEAR
(Katsuhara, M.)

Ity NE NS YN RS- s e D o
(Kyoto University, Graduate School of
Human and Environmental Studies)

#fx

(Professor)

WAO G
(Setoguchi, H.)

B AREA OFEN I

BT DI « RRANL AR5 B OIS )

e

(Intraspecific differentlatlon of wild plants in physiological respones to salt/arid stress)

[N I < JkHME S350 (Shinshu University,
Faculty of Textile Science and Technology)

M2

(Associate Professor)

YR
(Horie, T.)

FEM DT RIT 2/ T30 s PG SR DA A ik B O f#FA (Characterization of ion

transport properties of sodium and/or potassium permeable transporters from plants)

T KT Sedm B e S WF 78T (Kinki University,
Institute of Advanced Technology)

®BH
(Visiting Professor)

R K
(Izui, K.)

RIVLT VT ERIZEAAR ATk AHEM D4 T e DB BT A 7 T UAn S

DOfENT (Molecular response of plants exposed to formaldehyde stress and analysis of signal

transduction pathway for this response)

B TRLR S S H A 4
(Tokyo University of Tecnology,
School of Bioscience and Biotechnology)

Hiz

(Professor)

ZH M
(Tada, Y.)

VF L3 Dglycine-rich RNA-binding proteinZ B4 5 oA XJ X F DM
(Analysis of Arabidopsis expressing glycine—rich RNA-binding protein from S. virginicus)

RN SPNE ST SR

(Nagoya Universit #it ATk IE3%
HIE B R Grad Sch lg }’;B' . ly’ 1 Sei ) (Professor) (Maeshima, M.)
(Katsuhara, M. and raduate School of Bioagricultural Sciences
Mori, I.C.) A XF RN T 77 R D4y F- AW SR« AP AOARNT (Studies on the plasma
membrane aquaporins of Arabidopsis by molecular genetic and physiological approaches)
P R REEBE 92 R (Kobe University, ol hERe ¥
fk (2L Graduate School of Agricultural Science) (Professor) (Nakayashiki, H.)
gm ]
(Suzuki, N.) A FBHE NG BIF ISR D~ AT AL ADRNAY AL o 22 KA HI RS (RNA
silencing mediated—suppression of mycoviruses in Magnaporthe oryzae)
K 2L TR R T Hifz O E
JEE%% F b (Ehime University, Faculty of Agriculture) (Professor) (Nishiguchi, M.)
<Sl}1§uké’ Nﬁa)nd LA RFAFICEBT DI SETA VAT DI TR /B ERAE T- D4y T L2 AT
ondo, H. (Molecular analysis of tobamovirus torelance/resistance genes in Arabidopsis)
VT Tkt R FBR T FEEAER (Tokyo Kasei University, WEHIZ PR SURK
A (=1L Department of Environmental Education) (Associate Professor) (Fujimori, F.)
(Kondo, 1 00 g2 PartitivirusOVER £ A 2RO L B 0752

(Molecular and biological properties of a novel partitivirus from Grifola frondosa)
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7 B R S A B 5230 (Gifu University,
Faculty of Applied Biological Science)

%

(Professor)

I BT
(Nakagawa, T.)

LT T =R L DAL ) — VI O AGETE AR O I S AL B R E B ~DIE

(Activation mechanism of methanol metabolism by rare earth elements in the methylotrophic

= A bacteria, and its application to plant growth promotion technology)
(Tani, A.) HRUR S KRB A a R e R Bh# Ve e K s
(The University of Tokyo, Graduate School of (Assistant Professor) (Sasaki, K )D
Agricultural and Life Sciences) T
A A A HLE 324 R OB O fEMT
(Identification of rice genotype for controlling of symbiotic bacteria)
WO RS RFBe Bl 7 R Je -
(The University of Tokyo, . B2 e %E‘
Graduate School of Science) (Assistant Professor) (Takeuchi, M.)
e B A O B M B ISR DB BSOS RIS HeGMPECAMPOREREARH] (Functional
YR A clarification of cGMP and cAMP in the defense reaction of plants to herbivorous insects)
(Galis, 1.) R B R A AR
’ a] Dk%‘ﬂﬁﬁﬂnﬂff*ﬁm%+%?ﬁ ~a s fohn
iEl
(Kochi University, Research and Education (Pr(;%gsxsor) TK?I;a EAEE)B
Faculty, Multidisciplinary Science Cluster) T
WA oS 25 |51 A LB ORI B BB
(Analysis of role of plant hormones on plant immune responses)
) AL R it— i N = :
KRR A5 ERYS (Fruit-Tree Experiment SRR 0

H EF-ILT Hi
(Sonoda, S. and
Yamashita, J.)

Station, Akita Prefectural Agriculture,
Forestry and Fisheries Research Center)

(Senior researcher)

(Funayama, K.)

VAR BIT DR E L T TV =D EF BT HH5E

(Study on weed management and colonization of phytoseiid mites in apple orchards)

Y N N e A

) = K
PR R BFZER} (Nara Institute of Science and Technology, A _/ﬁ%gx ) ?ﬁ* Eiﬁ/)l
HYR A3 Biological Sciences) ssociate Professor Saijo, Y.
(Shinya, T. and |2V & — @K EER A Vo R B oo Bfi - S AT RV PEAES D ) & — oy DR
Galis, 1.) X2 MRAEHNT (Screening for hervivore—associated plant elicitors by using elicitor—
hypersensitive reporter plants)
(National Research Institute of Fisheries and ” o "
. (Research fellow) (Nakayama, N.)
Environment of Inland Sea)
TR R K BB e T A NV ADTEREBIER B L OVE &R Bl %
REA W+ (Quantitative and Morphological analysis of HCRNAV infectious Red- Tide phytoplankton)
(Ueki, S.) - - N
KRR 55 HE W EHT BhZ Ve %
(Osaka University, Institute for Protein Research) | (Assistant Professor) (Sato, T.)
TR R BE~T 1 7 < %15 LT HDNAD A VAP GH I R O fEAT
(Characterization of infection process of a Heterosigma akashiwo virus (HaV))
BOL R LR KPP 7kt - 7
(Tokyo University of Agriculture and Technology, (Pr?:gjsor) (HiiﬁwaET )
The Graduate School of Agriculture) >
Ao DR D T AZ AT
Vil Tk (Genetic analysis of salt tolerance in barley)
(Sato, K.) U e e . L . - .
P RS REFEBE 7 78R (Kobe University, HeH= TR L
Graduate School of Agricultural Science) (Associate Professor) (Takumi, S.)

A LT ) DERER A LT A B = L5 7 MR

(Studies on wheat allopolyploid genomes using the barley genome information)
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PR R REEBE R AT ZERE (Kobe University, Hf% B
VERE Rl 2B Graduate School of Agricultural Science) (Professor) (Tosa, Y.)

(Sato, K. and F A LR OZFENG B IR B - D8 OB A5 Rmo2 DY v— = 27 LR REFRAT

Hisano, H.) (Cloning and functional analysis of KmoZ2, a complex locus for resistance to various subgroups
of Pyricularia oryzae in barley)
RS2 REFEPE AR FEFE (Kobe University, UE2 LI SRR
Graduate School of Agricultural Science) (Associate Professor) | (Yamasaki, M.)
A LXBIEERORBEEORELEE T AT LOBF
S (Development of Phenotyping Management System in Barley Genetic Resource)
s : - DU - -
(Saisho, D.) AT T - BRI E IR R st 2 — BT — L) —& — FrH E—
(RIKEN Center for Sustainable Resource Science) [(Deputy Team Leader)| (Mochida, K.)
BRBIGEICBI DA A LAXBIEIRD T ) LB LN A7) 7 b= D E A5 ORI (Genome
and transcriptome variations among barley genetic resources in environmental responses)
T & | (RIKEN Center for Sustainable Resource Science) | Research Scientist) (Kasahara, H.)
(Hisano, H. and
Sato, K.) EHE R E T TEA A L OIEHIZ BT A58
(Study of the generation of high temperature injury-resistant barley)
» HEAN R UL R A JR Bz AR IR
H HRE fiA (Ryukoku University, Faculty of Letters) (Professor) (Furumoto, T.)
(Taketa, S. and - — —
Sato, K.) A AFXEARE IO DR E R 2 BRI O BRTR
(Screening of temperature—insensitive lines from barley collection)
T2 o e R B AL e AN LT e ] B
ﬁ/':_r'\j(% j(%lgfl:}ﬁ%ﬁz IJD%J’%EEF#L%J’ {&ﬂfi_ @}E% ;f*@*
(The University of Tokyo, (Associate Professor) (Ito, J.)
Graduate School of Agricultural and Life Sciences) T
F A LA LA RO BE M IS BAR D Lol oy 118 AR - R AT
(Comparative molecular genetics of plastochron mutants in barley and rice)
FHEUR A R0 Bz faF =
R E (Tottori University, Faculty of Agriculture) (Professor) (Ishihara, A.)

(Taketa, S.) A A DX BAREIRE AT A REHESIC 1T D IR EEM O & A i AW IR E D fjHT
(Studies on biosynthesis and biological function of secondary metabolites in grass family plants
by using barley collection)

i E RS - Mt Al Al 53 e E
(Kibi International University, School of (L(:c turer) (Yoihikav/vé MT )
Agricultural Regional Vitalization) C

A A LFX BLUA T OMIEL AR LGB L B AT

(Comparative genetic and physiological analysis between barley and rice narrow leaf mutants)

SR B BhZ KA FE
LT (Tottori University, Faculty of Agriculture) (Assistant Professor) (Kinugasa, T.)

(Yamashita, J.)  |fe> 58 5 ABE S ORI 2 0O fiR B

(A study on the interspecific variation of plant root penetration ability)

PR EIR IR = S

(Kobe University, Graduate School of Human (Professor) (Ohmido, N.)

Development and Environment) P

77T B R MR S35 1T A Y RS IO fEAT
ME B Rl E (Analysis of chromosome variability in Brassica interspecific hybridization)
(Murata, M. and R NT 2 A G R Y

. 2= HAR A < —

Nagaki, K.) (Fukui Prefectural University, At AELS .%# s
(Professor) (Murai, K.)

Faculty of Biotechnology)

EEMEm AR E U B T D RHEE DY =17 1 7 il A O iR A

(Epigenetic regulation mechanism of homoeologous genes in polyploidy wheat genetic resources)
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. THERT: KFPelE = 7e 8t Bh#L S ]
EL(% ‘{Hf_:'?jm d% (Chiba University, Graduate School of Horticulture) | (Assistant Professor) (Kikuchi, S.)
agaki, K. an -
Murata, M.) =7 JEAF ) OB RIS R B TR D BLEES N TYL AR DORESL
(Isolation of centromeric DNAs and development of artificial chromosome in Zorenia)
TOHRE R - K 7 I 7 - -
(Hokkaido University, (Pr?gzor) (HE'Z}T doﬁzﬁ( )
Graduate School of Agriculture) T
Oryza longistaminata/O. sativaZZ MER& R FEEA RNAEMBE 725 QNS /K H LI A R E L
OFEEAERAfZBA (Investigation of relationships among progeny derived from the cross between
Oryza longistaminata and O. sativa, paddy endophytes and microbial community in unfertilized
paddock soil for effective nitrogen supply)
EJlllﬂgkaiiq@g/ﬁfﬁiﬁ?% %ﬁ% E‘fﬁ*ﬁ ﬂ(%
(Ishikawa Prefectural University, (Profi ) (Seki ML)
Faculty of Bioresources and Environmental Sciences) Tolessor exine, M.
il R AFRNIENERT L AR 2 2 T ATk s L=t o B RS - O [l
Hir) = (Isolation of a gene related to plant hormone signaling in rice)
(Maekawa, M.)
H)NRST K2 & IR R B 2 fs A E—
(Ishikawa Prefectural University, (Professor) (Suzuki, S.)
Faculty of Bioresources and Environmental Sciences) >

ARNTEMERT AR 2 F Nz A BRE B AR 7~ oD HLEE

(Tsolation of genes related to milky white kernels in rice)

L BT KEFBe A i o R
(Nagoya University,

HEZ%

Ok 1EAS

Graduate School of Bioagricultural Sciences) (Associate Professor) (Ito, M.)
DNABING L 2R L %R L T2 A R BT HDNAE IO
(Study of endoreplication in rice using endogenous DNA transposon)
LR R itz REIL FoE
S (Yamaguchi University, Faculty of Agriculture) (Professor) (Yokoyama, K.)
VAN —
(Ezaki, B.) TaAXFT AT ORN— L EFRIREDEB AR ADIRE M T DN AL FH DO

% (Effect of endophytic denitrifying bacteria on in planta NO accumulation and stress

responsibility of host plant, Arabidopsis thaliana)
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BRI A S AL 100 ARl &t
(Events for 100th Anniversary of
Institute of Plant Science and Resources)

ol

. 100EFERLEREHIR  BTREEATR —LX—20 5 R
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4. 100FFFR&RT 2RI T L TEIFHEMEEDBUR &R
H K SERk26E10A3H  9KE30~17K3043
5 M AR EXEER—IL
AL Ar SN
PR
FL AR
HKHE 13 (LREAEERR)
(% LF DZEF 2 RD T8O 4]
ey —E (BMEZEAERT REERREHEE Y —K)
TRE R RIS D 3T 72 73 FEE B
— BT )V SE D S (EIIFFE 0 ZARTETE N —
KE B (RO (EWZERTTR)
17 7 BAEHRAR < B 7z 1 AE )& R g
ok fkl  (BATZAITAM5—)
BT U W EEZERA A DO T R D 17

WA
KEBEEA RN L A1y MNES A B
7 = [ e b iz FfmEiRE Cooporin

TEEREA L A2y MEST B dE
it Bk TEiE I R T )L R
REEMA NV ZA1Zy MMESS 8K (F5A
R A ARSI 2 1 R OB#ISE B J ORI O i)
BRERLIZ Y M K AR
BM R TG AF BT BB D B RAE R
— RBEIRILN 2 L U 7= L EORIE DB BRI Z AR — )
T LBy MEST il HEE
Eil; % TRV OB E R DT &2 DI )
KRUACAEVILFRDITE D Y §3FR - ERRAOHT R 7 )L — 7
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