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Group of Plant Light Acclimation Research
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Our group has been studying plant adaptation to
environmental stresses at the molecular level. Especially,
we focus on chloroplasts that participate in the energy
transfer systems of photosynthesis.

1. Plant adaptation mechanism for photodamage

Light energy constantly damages photosynthetic
apparatuses, ultimately causing impaired growth.
Particularly, the sessile nature of higher plants has
allowed chloroplasts to develop unique mechanisms to
alleviate the irreversible inactivation of photosynthesis.
Photosystem II (PSII) is a primary target of photodamage.,
D1 protein in the repair cycle of PSII needs to be
efficiently degraded to avoid photodamage. Photosynthetic
organisms have evolved the so-called PSII repair cycle,
in which a reaction center protein, D1, is degraded
rapidly in a specific manner. Two proteases that perform
processive and endopeptidic degradation, FtsH and Deg,
respectively, participate in this cycle. We demonstrate in
vivo cooperative degradation of D1, in which Deg cleavage
assists F'tsH processive degradation under photoinhibitory
conditions.

2. Essential Role of VIPP1 in Chloroplast Envelope

Maintenance in Arabidopsis

VESICLE-INDUCING PROTEIN IN PLASTIDS1
(VIPP1), proposed to play a role in thylakoid biogenesis,
is conserved in photosynthetic organisms and is closely
related to Phage Shock Protein A (PspA), which is
involved in plasma membrane integrity in Escherichia
coli. This study showed that chloroplasts/plastids in
Arabidopsis thaliana vippl knockdown and knockout
mutants exhibit a unique morphology, forming balloon-like
structures. This altered morphology, as well as lethality
of vippl, was complemented by expression of VIPP1
fused to green fluorescent protein (VIPP1-GFP). Several
lines of evidence show that the balloon chloroplasts
result from chloroplast swelling related to osmotic stress,
implicating that VIPP1 is involved in the maintenance of
plastid envelopes. Our data demonstrate that VIPP1 is a
multifunctional protein in chloroplasts that is critically
important for envelope maintenance.

3. Molecular mechanism of organellar DNA degradation

during pollen development

In plant cells, mitochondria and plastids contain their
own genomes derived from the ancestral bacteria
endosymbiont. We genetically dissected the organelle
DNA decrease in pollen, a phenomenon that appears
to be common in most angiosperm species. By staining
mature pollen grains with fluorescent DNA dye, we
screened Arabidopsis thaliana for mutants in which
extrachromosomal DNAs had accumulated. Such a
recessive mutant, termed defective in pollen organelle
DNA degradationl (dpdl), showing elevated levels of
DNAs in both plastids and mitochondria, was isolated and
characterized. DPD1 encodes a protein belonging to the
exonuclease family, whose homologs appear to be found in
angiosperms.

4. Molecular mechanism underlying starch grain

morphologies diversified among plant species

Starch is a biologically and commercially important
polymer of glucose and is synthesized to form starch
grains (SGs) inside the plastids (amyloplasts). Despite
the simple composition of glucose polymer, SG exhibits
various morphologies and sizes depending on plant
species. However, the molecular mechanisms underlying
this SG diversity remain unknown. To answer this
question, we are now analyzing several rice mutants
defective in SG morphologies.
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Group of Cytomolecular Biochemistry
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We have been studying the physiological functions and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Expression of stress/defense-related genes in Mizuna
grown in space

In space, plants are exposed to the extreme environment,
especially space radiation is suspected to induce oxidative
stress by generating high-energy free radicals and
microgravity would enhance the effect of space radiation.
However, our current understanding of plant growth and
to the synergistic effect of radiation and microgravity is
limited to a few experiments. In this study, expression
of stress/defense-related genes in Mizuna grown in
the International Space Station (ISS) was analyzed to
understand the plant responses and adaptation to the
space environment and to develop plants tolerant to stress
in space. Seeds of Mizuna were sown in the root module
of a plant growth chamber LADA onboard the Zvezda
module of ISS and the seedlings were grown under 24h
lighting in the shoot module. After 27 days of cultivation,
the plants were harvested and stored at -80C in MELFI
onboard the Destiny module, and were transported to
the ground at < -20C in GLACIER onboard the Space
Shuttle. Cultivation under the same conditions was
carried out in LADA on the ground as a control. Total RNA
isolated from leaves was subjected to microarray analysis
using the Agilent Arabidopsis OligoMicroarray (4 x 44k).
Expression levels of 2,193 and 439 genes were increased
and decreased to more than 2-fold respectively in Mizuna
grown in space when compared to those of the control.
Functional categorization of Gene Ontology showed that
about 26 and 18% of the increased genes are Tesponse
to stress’ and Tesponse to abiotic stimulus’ respectively.
Expression levels of HSP genes, ROS scavenging genes,
and PR genes in Mizuna grown in space were compared
with those in the control by quantitative RT-PCR. HSP17,
HSP18, HSP90, CAT, PR-1a, and PAL genes in Mizuna
grown in space were increased about 3.7, 1.9, 1.4, 9.7,
1.8, and 2.0 times respectively, whereas HSP27, SOD,
PR-2, and PR-13 genes were decreased about 0.4, 0.3,
0.7, and 0.2 times respectively. These results suggest
that the signal response or signal factor induced by the
space environment is different from that induced by other
environmental stresses.

2. Analysis of the cell walls of Scopelophila cataractae

Cell mass of Scopelophila cataractae protonema
increased linearly from the start up to 90 d in normal
and heavy metal (Cu and Zn)-enriched culture medium.
Uronic acids were found in similar amounts in both control
and Cu- and Zn-treated cell walls, whereas the amounts
of arabinose and galactose decreased to 61 ~ 67% in the
Cu- and Zn-enriched cell walls. Several glycosidase and
glycanase activities were detected in the homogenates of
control and Cu-treated cells after successive extraction
with the buffer and buffer containing LiCl. The activi-
ties of a-L-arabinofuranosidase and f-galactosidase in the
soluble protein fractions from Cu-treated cells increased
3-fold. These findings suggest that the metabolism of cell
walls of heavy metal-treated cells is different from that of
the control cells.
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Group of Environmental Stress Response Systems

K7W —TTid. BEBYOIIIEEWHA P L AD
kB L ORA B oOWT, #ETF LNV LMEERL
NIVETE, FICINSICED LW AV E YOI
HEHLTHIZEZ 7o CWwb, ThETIZHMSA TV AHE
WAERNEDORT, 77T U (ABA) 13, ¥, 3.
BREEEICHES L TwasZ trmonhTsBh, BER
ABA OBEICB L THIEICER 2 W T WA, SHEED
R FEDO—IIIL T DM TH b,

1. ABA Bz V28 Bk o UY ABA 15 Hz5E K1 D fRAT

IR ABAICERBRZMLE 2RI Y0l X F XFE
Bk ahg2-1, ahgl1-1, DIENT AT > 720 WEHEE T TIC
AHG2 B U ahg2-1 OWHIERBET L LCHES N
AGSLIZE BICI by FY 7T THRIET A, ThLEh
polyA FEERIY RNA 73R, polyA IR TH B Z &
BREIED, REEIZ. I SRFOELR LM% R
M TEBEPSHBLZI by FYTEHVTD
5N DN AT o 120 T DR, ahg2-1 % BM
Tid, I Fa v P 7RIS D 2 EEERORDIELL
TWAZ LA L7z, AHGII X PPR & FEIZ % RNA
BifFEZ I — FLTW5, RNEEDN S, AHGIL
X3 Y BT D nadéd mRNA O —2 @ RNA #i 12
M5 LTWwasIE2H 5Lz, ABAREKICHS T
%5 PP2C D H B, 4 W& L 72 AHGL, AHGS d il
PP2C L R4, BRELHTHENERZ RS, 20
720, Mo PP2C L IZR L AHEREZFOZ L TFE S,
FNEW ST BHHIZAHGL # HW - EEH KT
WRETo7z0 ZOKR, BENHBES AL KT 5 H
FEDMERDPHERENT e TDF V87 EMEAE
3535920 PP2C #InT O ZEHERKOER %K
BRI, EDEIAHELNTVRVWOT, INH320
PP2C IZHFRMICEE L i % Fo T 2 WA /R IR
a7z,

2. RILOBA PGB RE O fFAT

vuf XFXFae AT, [RILOH MRS o HIH I
bLHRT-OFE. BEREMNT %17 - 720 MALDI-TOF & &=
SAEEEE v, FLBMIE T ABA I X WIS 5 % >~
NWIEDOVEDPEFIARY)/)N—E¥D (PLD) THHZ L
S L7 AT 5 PLD @57 D9 % PLD
al DRIAZEEARE ABA 12 & 55 SLB LB E 2 R sz
2 ->THEBY, PLDal & PLDJ ® " HERIBATIIRIL
FIOREE D ABA K L TIREZ M TH 5% LD PLD ©
Bere b EW S e Lz,

Our group is studying the molecular mechanisms of
environmental stress responses, mainly abiotic stress
response, in plants at levels from gene expression to
individual behavior. Phytohormones such as abscisic acid
(ABA) are deeply involved in the various stress responses
of plants. Currently, our research is focused on the action
of these plant hormones.

1. Analysis of the ABA hypersensitive mutants and ABA

signal transducers

We are analyzing ABA hypersensitive mutants ahg2-1
and ahgl1-1 to obtain more insight into ABA response
mechanisms. We previously demonstrated that AHG2
and AGS1, which are the products of the suppressor
mutant gene for ahg2-1, function in mitochondria as
a polyA specific ribonuclease and a polyA polymerase,
respectively. This year, we analyzed the functions of these
factors in more detail. We also examined the protein
levels of purified mitochondria and found that the balance
in the protein complex is compromised somehow in the
ahg?-1 mutant. AHG11 encodes a pentatricopeptide
repeat (PPR) protein that is involved in the RNA editing
of a mitochondrial mRNA. This year, we identified nad4
transcripts as the target of AHG11. AHG1 and AHG3 have
unique features among the protein phosphatase 2C (PP2C)
that are involved in the ABA response; they are localized
in the nucleus and show high expression in seeds. We
found that one component of co-repressor complex
interacted with these PP2Cs specifically. We also identified
another PP2C that interacts with this component. We tried
to establish a multiple disruptant mutant of these three
PP2Cs but have not succeeded, which implies that these
three PP2Cs have essential functions.

2. Analysis of the stomata regulation system

We have been investigating the regulation mechanism
of stomatal movement in response to environmental
stimuli. Phospholipase D (PLD) was identified as a protein
whose quantity was up-regulated by ABA in guard cells
by MALDI-TOF mass spectrometry. Among several PLDs
in the Arabidopsis genome, PLDal disruption resulted in
hypo-sensitivity in ABA prevention of stomatal opening,
but not in the closure. On the other hand, the double
disruption of PLD a1 and PLDJ genes showed hypo-
sensitivity in the inhibition of opening and the induction of
closure.
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Group of Plant Stress Physiology
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Our group focuses on the mechanisms of uptake and
accumulation of essential, beneficial and toxic minerals,
and tolerant mechanisms of plants to mineral stresses
at different levels from intact plants to genes. Our main
achievements during 2012 are described below.

1. Identification of a transporter for Cu distribution

We identified a transporter for distribution of Cu in
rice. OsYSL16 is a transporter for Cu-nicotianamine
complex. OsYSL16 was expressed in the roots, leaves,
and unelongated nodes at the vegetative growth stage and
highly expressed in the upper nodes at the reproductive
stage. OsYSL16 was localized at the phloem of nodes and
vascular tissues of leaves. Knockout of OsYSL16 resulted
in decreased translocation of Cu from old leave to new
leaves, and from flag leaf to panicles.

2. Molecular mechanisms of aluminum tolerance

We found that 1-kb insertion in the upstream of Al-
tolerance gene HvAACT1 regulates its expression in
barley. This insertion functions as a promoter, which
not only enhances the expression of HUAACTI, but also
changes the expression location to the root tips. The
insertion was only found in cultivars that have adapted to
acid soils.

We found that up-regulation of a plasma membrane-
localized Mg transporter OsMGT1 conferred Al tolerance
inrice. OsMGT1 expression is regulated by a transcription
factor ART1

3. Identification of a transporter for Mn and Cd

We found that OsNrampb, a member of Nramp family,
is a major transporter for Mn and Cd uptake in rice.
OsNrampb was mainly expressed in the roots and its
expression was unaffected by either Mn deficiency or
excess. OsNrampb was localized on the distal side of both
exodermis and endodermis in the roots. Knockout of
OsNrampb resulted in decreased Mn uptake as well as Cd
uptake. Subsequently, the concentration of both Mn and
Cd in the grain and straw was remarkably reduced.The
grain yield was also decreased.

4. Identification of transporters involved in Si distribution

in barley

We identified two transporters (HvLsi6 and HvLsi2)
responsible for Si distribution in the shoot. HvLsi6 was
polarly localized in the xylem parenchyma cells of leaves,
implicating that HvLsi6 is involved in the xylem unloading
of Si. At the reproductive stage, HvLsi6 and HvLsi2 were
polarly localized in the xylem transfer cells and adjacent
parenchyma cell layer of the node, respectively, suggesting
that they are involved in the intervascular transfer of Si.
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Our research has been focused on aluminum (Al) ion, a
major inhibitory factor of plant growth in acidic soils, and
analysis of the mechanisms of Al toxicity and tolerance,
using a cultured cell system and whole plants. Since Al-
enhanced production of reactive oxygen species (ROS)
is related to cell death, the production mechanism of
ROS as well as the mechanism of protection from ROS
have been examined, focusing on energy metabolism. For
Al-tolerance mechanism, the functional and structural
features of the ALMT gene, a major Al tolerance gene in
wheat, have been studied. In addition, since the ALMT
gene and its homologues have been found only in plants,
we are trying to elucidate the functions of individual
ALMT genes. Our research in 2012 is outlined below:

1. Aluminum tolerance mechanism related to energy

metabolism

Cultured tobacco cell line SL produces ROS under Al
stress, which is related to mitochondrial dysfunction.
On the other hand, the Al-tolerant cell line ALT301
isolated from SL seldom produces ROS under Al stress.
The activities of three key enzymes working at each step
from pyruvate to either lactate fermentation, ethanol
fermentation or TCA cycle were examined. Compared
to SL, ALT301 exhibits higher enzyme activity of lactate
fermentation, but a lower activity towards TCA cycle,
These results suggest that the Al-tolerant cell line avoids
ROS production under Al stress by a shift of energy
metabolism pathway from mitochondrial oxidative
phosphorylation to lactate fermentation.

2. Mechanism of Aluminum-induced Cell Death in Plant

Cells

Programmed cell death in plant cells is known to be
induced by at least two different pathways, mitochondrial
pathway and vacuolar pathway. The latter pathway
involves the vacuolar processing enzyme (VPE) which is
located in vacuole and is reported to cause programmed
cell death. In this study, the possible involvement of VPE
in Al-induced cell death was investigated in tobacco cell
line SL. Neither the expression of the VPE genes nor
VPE enzyme activity were affected by Al. These results
suggest that Al-induced cell death in SL could be via the
mitochondrial pathway, and not the vacuole pathway.

3. Modification of the ALMT transporters for effective

aluminum activation

Aluminum (Al)-activated malate transporter of wheat
(TaALMT1) consists of the hydrophobic amino-terminal
(NT) domain half, with transmembrane region and
the hydrophilic carboxyl-terminal (CT) domain half. A
homolog of Arabidopsis, AtALMT1, was also reported to
be an Al-activated transporter having a structure similar
to that of TaALMT1. Using these ALMTs, we prepared
the chimera constructs with NT- and CT-domain halves
replaced by CT and NT-domain halves, respectively, and
analyzed the electrophysiological properties, focusing on
Al activation in Xenopus oocyte. The transport activity
of TaALMT1 was highly activated by Al as reported
previously, while that of AtALMT1 was seldom activated
in our system. In the chimeric proteins, the Al-activation
was higher in Ta::At than in TaALMT1, but not determined
in At::Ta. These results suggest that the NT domain half of
AtALMT1 limits the Al-activation of the malate transport
in the oocyte system.
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We have been conducting molecular, cellular, and physi-
ological studies on the responses of plant cells to envi-
ronmental stress. Now we focus on the water transport
activity, aquaporins and ion transporters. Aquaporins are
membrane proteins transporting water and low weight
neutral molecules, and sub-classified into PIP (plasma-
membrane type), NIP (Nodulin-26 like), and others. Cyclic
nucleotide-gated channels (CNGCs) are ion transporters
and suggested to be a gate of ion influx into cells in salt
stress. The results of our research for the current year are
summarized here.

1. A high-flow aquaporin

Water desalination via reverse osmosis (RO) technol-
ogy provides a solution to the world s water shortage
problem. Compared to such artificial membrane, biological
membranes are frequently shown to exhibit much higher
rate of the flux due to the presence of aquaporins. An idea
was proposed that aquaporins can be used as pores of RO
membranes to get a higher flow rate. We found that a mu-
tant of HvPIP2;4 exhibits markedly higher water transport
activity. The discovery might help enhance the flux of fu-
ture RO membranes.

2. Transport activities of NIP aquaporins

Rice and barley aquaporins were screened using As-
sensitive yeast QACR3 line). As a result, newly OsNIP3;3,
HvNIP1;2, HUNIPZ;2 were identified as NIPs having As-
transporting activity. Because HvNIP2;2 was previously
reported to be a boron transporter, we examined B-trans-
porting activity in these NIPs. Among them, OsNIP3;3
showed the strongest B-transporting activity. To investi-
gate the molecular mechanism of the substrate selectivity,
we generated HvNIP2;2G216M and HvNIP2;2G216Y. As-
transport activity was reduced but B-transporting activity
was not changed in these mutants.

3. Expression and functional analysis of rice plants trans-

formed with PIP genes

In 24-day-old rice plants grown by hydroponics, expres-
sion of all rice PIP, except OsPIP1;1, was up-regulated
in roots under osmotic stress (20% PEG, -0.5 MPa).
However, no significant difference was found in the root
hydraulic conductance (Lpr) between the plants under
normal and osmotic stress conditions. In a transgenic rice
line in which all endogenous PIP genes were downregu-
lated in roots, no significant decrease in Lp: was detected.
Such a discrepancy between the amounts of mRNAs of
aquaporins and Lpr may be explained by phosphorylation/
dephosphorylation.

4. Identification of CNGCs in barley and functional analy-

sis of HOCNGCZ2-3

Genes of CNGC members in barley were newly identi-
fied. We found that HOCNGCZ2-3, a one of barley CNGCs,
has a unique motif of “AQGL”, an ion selective filter that
is “GQGL” in other plant CNGCs. Electrophysiological
measurements using Xenopus oocytes indicated that
HvCNGC2-3 can transport Cl'. This substrate selectivity is
unique among plant CNGCs. In barley plants, HOCNGC2-3
expression was enhanced by salt stress. Introduction
of HVCNG(CZ2-3 into a salt-stress-sensitive yeast mutant
(G19) improved the salt tolerance in G19.
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Plant growth is influenced by various microorganisms
including mutualistic and pathogenic ones. Our group
explores, at molecular, cellular and individual levels, the
interplays of mutualistic and pathogenic microorganisms
occurring in some selected plant/microorganism systems.

1. Evidence for negative-strand RNA virus infection in
fungi.

Fungal viruses comprise two groups: a major group of
five families with double-stranded RNA genomes and
a minor group with positive-sense single-stranded (ss)
RNA genomes. Although many fungal viruses have been
identified, no negative-stranded (-)ssRNA mycoviruses
have been reported. Here we present two lines of
evidence suggesting the presence of (-)ssRNA viruses in
filamentous fungi based on an exhaustive search using
extant (-)ssRNA viruses as queries. This revealed (-)
ssRNA virus L protein-like sequences in the genome of
a phytopathogenic obligate ascomycete, Erysiphe pist,
designated as EpMLLS (E. pisi mononegavirus L-like
sequence) . A similar search for (-)ssRNA viruses
in fungal transcriptome shotgun assembly libraries
demonstrated that two independent libraries from
Sclerotinia homoeocarpa, another phytopathogenic
ascomycete, contained several sequences considered
to correspond to the entire mononegavirus L gene and
likely originating from an infecting (-)ssRNA virus. The
sequences were termed ShTAS-L (S. homoeocarpa
transcriptome shotgun assembly L-like sequence).
Phylogenetic analysis based on amino acid alignment of
their L and L protein-like sequences placed EpMLLSs
and ShTAS-Ls into a distinct clade from other (-)
ssRNA viruses within the Mononegavirales (four
families Bornaviridae, Filoviridae, Paramyxoviridae and
Rhabdoviridae and the proposed genus Nyavirus) with
undivided genomes. These results provide strong evidence
for both ancient and extant (-)ssRNA virus infections in
fungi. This study provides an interesting insight into the
taxonomy of mononegaviruses.

2. Diversity of methylotrophs symbiotic to plants and their
effect on plant growth.

Plants emit methanol, the amount of which reaches
as much as 100 million tons annually. There are many
bacteria that assimilate methanol on the plant surface,
including Methylobacterium species as one of the most
predominant species. Although it is known that they are
capable of promoting plant growth, the species-species
specificity of interaction between them and plants is
not well understood. We isolated up to one thousand
Methylobacterium strains from various plants, and we
have investigated plant/bacteria interaction profiles using
a high-throughput bacterial identification method, which
utilizes MALDI-TOF/MS. We found a number of new
species, and proposed M. oxalidis and M. gnaphalii as
novel species. We have also been screening for strains that
have strong plant-growth promoting ability for important
crops. We are now investigating the genes involved in
plant growth promotion, using the genome sequence
of a candidate strain. Furthermore, we have found that
compounds that methanol-grown Methylobacterium
sp. synthesizes are able to enhance plant stomatal
opening. Investigation of the biological significance of the
phenomenon is underway.
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We have been focusing on two main topics: (1) the role
of plant hormones, genes and metabolites in defense of
rice against insect herbivores, and (2) integrated pest
management (IPM) using insecticides as well as natural
enemies. Our results include:

1.1. Characterization of rice herbivores

We maintain the cultures of four insect herbivores of
rice, including chewing and sucking insects. For chewing
herbivores, we developed an artificial system to collect
oral secretions (OS) and apply them to plant wounds. This
system was utilized to analyze hormonal, metabolic and
genetic changes in rice.

1.2. Determination of hormonal and metabolic changes

We found that the presence of OS in wounds of rice
induces higher levels of plant defense hormones jasmonic
acid and jasmonoyl-L-isoleucine, suggesting that an active
insect elicitor was present in OS. Similarly, leaves treated
with OS accumulated more defense metabolites compared
to control leaves, further corroborating the ability of rice
to respond to herbivore presence. Our next focus is on
isolation and identification of insect elicitors and their
receptors in rice.

1.3. Identification of herbivory-responsive genes

We performed a microarray experiment and identified
a large number of genes induced by wounding and
treatment with insect elicitors (OS). Several transcription
factors which are rapidly induced and may regulate rice
defense genes are now under investigation.

2.1. Analyses of insecticide resistance mechanisms
Insecticides are used as a principal means of protecting
crops. Therefore, basic knowledge of insecticide
resistance is one of the most important subjects related
to crop protection. We showed that frequencies of the
amino acid mutations in the sodium channel are involved
in pyrethroid resistance of the diamondback moth
(Plutella xylostella) obtained from China, Thailand, and
Japan during 2009-2011. We also found that pyrethroid
resistance of the melon thrips (Thrips palm?) is
conferred by both, reduced sensitivity of the sodium
channel and cytochrome P450 mediated detoxification.

2.2. Effects of mowing on insect communities in Japanese

peach orchards

Mowing is one of the most common disturbances
to invertebrates in the field including fruit orchards.
However, almost no information exists on impact of
mowing on the insects. We examined the effects of
mowing on population dynamics and community structure
of insects in peach orchards using pitfall traps. Our results
showed that species richness and trap catches increased
up to 5 days after mowing, and then return to their original
levels. Increased species richness and trap catches were
mainly attributable to the increase of ants and carabids.

2.3. Development of water-pan traps with LED to control

mushroom flies

Because no insecticides are registered in the sawdust-
based cultivation of shiitake, Lentinula edodes, we are
aiming to develop a water-pan trap system to control
mushroom fly pests. We found that mushroom flies are
attracted to ultraviolet LED, and that the addition of
surfactant on the water-pan trap is useful for efficient
capture of flies, especially for Sciaridae.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600 accessions
of wild relatives. The subjects of our research are (1)
evaluation of genetic diversity and characteristics,
construction of the barley resource database and sample
distribution to the users worldwide, (2) collection and
preservation of barley germplasm and (3) efficient use of
the resources for genome analysis including expressed
sequence tag (EST), molecular markers and DNA libraries
to study the genome-based barley diversity and the
genetic analysis of important traits in barley.

1. Evaluation of barley genetic resources
(a) Quantitative trait locus (QTL) analysis of barley seed

dormancy

A candidate of barley seed dormancy QTL (@sd1) on
the long arm of chromosome 5H, which may be associated
with pre-harvest sprouting in small grains including
barley, was identified using a large segregating population
derived from recombinant chromosome substitution lines
(RCSL). The transformation and functional analysis of this
candidate are underway.
(b) Natural variation of barley vernalization requirement.

We analyzed the natural variation and geographic
distribution of vernalization requirements using 5,214
barley accessions collected worldwide. We revealed the
biased geographic distribution pattern of vernalization
requirements in an entire collection of domesticated
barley. This evidence implied that the barley accessions
might be a genetically differentiated groups derived for
an evolutionary reason, resulting in adapting to the local
climatic conditions.

2. Collection and distribution of barley resources

In addition to seed samples, cDNA and bacterial artificial
chromosome (BAC) clones (including individual clones,
pooled BAC DNA for screening, high-density replica
membranes and complete clone set of barley) were
distributed with the support of the National BioResource
Project (NBRP).

3. Barley genome analysis

We have been participating in The International Barley
Sequencing Consortium to sequence barley genome with
financial support from several sources, and have published
an integrated and ordered physical, genetic and functional
sequence resource that describes the barley gene-space
in a structured whole-genome context. We are annotating
the barley genome sequence with comprehensive full
length cDNA resources.
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Our group has been conducting molecular genetic
analysis of mutants in wheat and barley paying special
attention to plant morphology and grain quality. Our main
achievements during 2012 are described below.

1. Molecular cloning and characterization of the short awn

2 gene in barley

The awn, an apical extension from the lemma of the
spikelet, plays important roles in seed dispersal, burial,
and photosynthesis. Barley typically has long awns, but
short awn variants exist. The short awn 2 (lks2) gene,
which produces awns of about 50% shorter, is a natural
variant that is restricted to Eastern Asia. Positional cloning
revealed that Lks2 encodes a SHI-family transcription
factor. Allelism tests showed that lks2 is allelic to
unbranched style 4 (ubs4) and breviaristatum-d
(ari-d), for which phenotypes are very short awn and
sparse stigma hairs. The gene identity was validated by 25
mutant alleles with lesions in the Lks2 gene. Lks2 is highly
expressed in awns and pistils. Histological observations
of longitudinal awn sections showed that lks2 short awn
results from reduced cell number. Natural variants of lks2
were classified into three types, but all shared an SNP that
causes a proline-to-leucine change at position 245 in the
IGGH domain. All three [ks2 natural variants are regarded
as weak alleles because their awn and pistil phenotypes
are mild compared with those of the 25 mutant alleles.
Natural variants of lks2 found in the east of China and
the Himalayas had considerably different sequences in
the regions flanking the critical SNP, suggesting their
independent origins.

2. Ant28 gene for proanthocyanidin synthesis encoding
the R2R3 MYB domain protein (Hvmyb10) highly affects
grain dormancy in barley
A number of anthocyanin- and proanthocyanidin-

free mutants (ant mutants) of barley were induced

and selected because of breeding interest to reduce
proanthocyanidins, which could cause haze and degrade
the quality of beer. Ant loci, known as anthocyanin or
proanthocyanidin synthesis genes, are classified into
Antl to Ant30 through allelism tests. However, only
the Ant18 gene has been molecularly shown to encode
dihydroflavonol 4-reductase (DFR), which is involved in
both anthocyanin and proanthocyanidin synthesis. In this
study, an R2R3 MYB gene of barley was isolated by PCR
and named Hvmybl0 due to its similarity to Tamybl0
of wheat, which is a candidate for the E-1 gene, a grain
color regulator. The predicted amino acid sequences of

Hvmyb10 showed high similarity not only to Tamyb10

but also to TT2, the proanthocyanidin regulator of

Arabidopsis. Nonsynonymous nucleotide substitutions in

the Hvmyb10 gene were found in all six a7t28 mutants

tested. Mapping showed that a polymorphism of Hvmyb10
perfectly cosegregated with the ant28 phenotype
on the distal region of the long arm of chromosome
3H. These results demonstrate that Ant28 encodes

Hvmyb10, the R2R3 MYB domain protein that regulates

proanthocyanidin accumulation in developing grains. The

reduced grain dormancy of ant28 mutants compared with
those of the respective wild types indicates that Hvmyb10
is a key factor in grain dormancy in barley.
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Our group has been preserving wild plant seeds as
potential resources for practical use and has been
studying the features of various wild plant species. Our
main achievements during 2012 are described below.

1. A study on the diversity and evolution of starch grains

in Poaceae

Starch forms transparent grains, referred to as starch
grains (SGs), in amyloplasts. Despite the simple glucose
polymer composition of starch, SGs exhibit different
morphologies depending on plant species, especially
in the endosperm of the family Poaceae. In previous
comprehensive work, SG morphologies of Poaceae
endosperm were classified into four types: compound
grains, bimodal simple grains, uniform simple grains, and
a mixed configuration comprised of compound and simple
grains. Despite these observations, the phylogenetic
relationships among the SG types remained unclear. In
this report, we analyzed the previous observations with
respect to current knowledge of the molecular phylogeny
of Poaceae to determine how SG morphological types
are clustered and scattered in the phylogenetic tree. We
also obtained clear images of SGs of 26 species belonging
to the four genera Hordeum, Elymus, Triticum, and
Bromus. Previously published work indicated that the
SG morphology of these genera was clustered in the
phylogenetic tree and was specific for the bimodal simple
grain type. However, we identified novel morphological
types of SGs within Bromus in addition to the known
bimodal simple grain type. Further molecular phylogenetic
analysis and studies on the remarkable intrageneric
variation found in this study will provide more information
on the SG morphological diversity.

2. Role of a botanical garden with secondary forests for
preserving biodiversity

At the Botanical Garden of Osaka City University
situated in northeast Osaka, an interdisciplinary research
project was conducted. We made a list of the wild vascular
plants of the botanical garden (ca. 25ha) based on our
field collections in the project. A comparison between
the list and the previous list reported on 1960 at same
area revealed some changes in the flora during the last 50
years: (1) most of the previously reported rare species
adapting to wetlands were not reconfirmed at present
survey, (2) many naturalized plant species newly invaded,
and (3) many fern species adapting to forest floor were
newly found. These changes probably correlated with the
artificial vegetation change and forest succession revealed
by our inspection and previous aerial photographs.

The present survey recorded ca.450 wild vascular plants
within the secondary vegetation of 25ha, and 200 native
species including many rare species were newly recorded
among them. The species diversity in this botanical
garden was probably caused by constant maintenance
of vegetation making various environments similar to
“satoyama.”

3. A study on the phytoremediation of agricultural lands
polluted by radioactive isotopes using weeds

Collaborating with the Group of Plant Growth Regulation
and Faculty of Medicine, various weed species have been
tested on absorbing activity of radioactive isotopes, mainly
%05 and "Cs. The weed samples were collected from
agricultural lands in litate village (Fukushima Prefecture)
which was highly polluted with radioactive isotopes after
the nuclear power plant accident caused by the east Japan
earthquake disaster.
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Our research group has been conducting molecular
studies on the structures and functions of nuclei and
chromosomes, mainly in plants. Our current goal is
to construct plant artificial chromosomes by analyzing
chromosome functional elements; centromeres, telomeres
and replication origins. Our main achievements in 2012
are described below.

1. Generation of ring minichromosomes in Arabidopsis

thaliana

The chromosomes of eukaryotes are generally linear, but
ring-shaped chromosomes have occasionally appeared
in a wide range of organisms from yeasts to animals
and plants. Most of the ring chromosomes are unstable
and not transmissible to the next generation. However,
we found that in Arabidopsis ring chromosomes were
relatively stable. To elucidate the mechanisms underlying
the stability, we attempted to generate new artificial ring
chromosomes by the Ac-Ds and Cre-LoxP systems. The
generated ring minichromosome ARC1, was 2.85 Mb in
size, having monocentric structure. Since ARC1 contains a
LoxP site, consisting of a specific 34-bp sequence, it could
be used as an artificial chromosome vector in plants.

2. Analysis of centromere-specific DNA sequences in

tobacco

Centromeres play an important role in segregating
chromatids into daughter cells at mitosis and meiosis.
Though the centromere function is conserved among
all eukaryotes including yeasts, animals and plants,
centromeric DNA sequences involved in the centromere
function are diverged among closely related species. Since
long DNA can be transformed into tobacco, tobacco has
a potential to be a model plant for artificial chromosomes
construction. However, centromeric DNA and proteins
which are necessary to construct and characterize artificial
chromosomes had not been investigated in tobacco.
Hence, we have been characterizing centromere specific
proteins and DNA sequences. This year, we identified
three novel chromosome-specific centromeric DNA
sequences from tobacco using HaloTag fused NtCENHS,
centromere specific histone H3 variants in tobacco. The
discovery of three chromosome-specific centromeric
DNA sequences indicates the mosaic structure of tobacco
centromeres.

3. Analysis of kinetochores in Allium species

Allium species including onion have been used as
materials of cytogenetic experiments in the world because
of the ease of the chromosome observation. However,
since markers which can specify kinetochores have not
been identified yet in Alltum species, cell divisions in
plants are not described in details compared with these in
animals. Recently, we identified cDNAs encoding CENH3
(centromere-specific histone H3) in four Allzum species
(welsh onion, onion, garlic chive and garlic), and produced
a peptide antibody from a deduced amino-acid sequence
of CENH3. Using this antibody and anti-tubulin antibody,
we conducted an immunohistochemical analysis of onion
root slices, and obtained Z-axis section pictures using a
confocal-laser scanning microscope. Three-dimensional
(3D) images built from these pictures could visualize
clearly the 3D structure of onion dividing cells in each
phase of the cell-cycle. Utilizing the antibody, in addition,
we succeeded in isolating the centromeric-DNA sequences
from welsh onion by chromatin immunoprecipitation.
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Our group has been studying the genetic factors
necessary for increasing food production by using
transposon-tagging lines and genes from wild species,
and also on the genetic regulatory mechanism of seed
maturation.

1. Development of nDart1-0-tagged lines with the genetic
background of Koshihikari

In order to efficiently analyze the function of rice genes,
we developed nDartl-tagged lines of Koshihikari. This
year, 3,061 panicle-row lines were grown and several
phenotypes were surveyed at seedling, post-transplanting,
heading and matured stages. Out of 3,061 lines, 1,373
lines showed mutant phenotypes and the frequency of
mutant lines was 44.9%. These tagged lines were used for
selection of salt-tolerant lines and ca.70 tolerant plants
were selected by primary screening,.

2. Breeding of Low Input-Adaptable (LIA) rice

In the 21th century, agriculture should be in harmony
with the environment. We selected the progeny showing
large biomass under non-fertilized paddy field from the
cross between Oryza longistaminata, African wild
species, and T-65, japonica rice. In order to reveal the
genetic factors for large biomass production under non-
fertilized conditions, quantitative trait locus (QTL)
analysis of a large biomass character in the F2 of
the cross between the selected plant and No.18 was
conducted, revealing that important QTLs were located on
chromosomes 3,5,6,8,9,10 and 11.

3. Analysis of the wheat ortholog of DOG1 identified as a

QTL for controlling seed dormancy

DOG1 has been identified as a QTL for controlling
seed dormancy in Arabidopsis. Master regulator of seed
maturation, LECZ, regulates the expression of DOGI.
TaDOG1 is a wheat ortholog and the expression levels
showed a significant correlation with the seed dormancy
in cultivars showing different levels of seed dormancy.
TaLTL1 is a wheat ortholog of LECZ2. The expression
of TaLTL1 had lower correlation with seed dormancy.
Regulation of TaDOGI requires TaLTL1 and/or other
factors in wheat.

4. Control of the water transport activity of barley

tonoplast intrinsic proteins (TIPs) expressed in seeds

To investigate the cellular water condition during the
periods of seed development and seed desiccation,
we isolated and analyzed Tonoplast type Aquaporins
(tonoplast intrinsic proteins, TIPs) from barley. HvTIP1;2
and HvTIP2;1 expressed in seeds showed the water
transport activity, while HvTIP3;1 alone did not. However,
HvTIP3;1 showed interaction with other aquaporins, and it
seems to control the water transport activity.

5. Tolerance mechanism against metal stresses and

oxidative stress in poaseae wild plants

Andropogon virginicus L. is a wild plant which shows
a high tolerance to Al stress. Synthesis and secretion of
succinate and malate in root were induced by Al stress
to suppress Al-uptake. Nitrogen monoxide (NO) was
also induced by Al stress. NO may be a trigger of the
induction of anti-peroxidation enzymes and poly-phenols.
Furthermore, ABC transporter gene and S-adenosyl
methionine syntase gene derived from Andropogon could
confer multiple-tolerance to Al, Cu, Zn and diamide
in Arabidopsis, suggesting a contribution to multiple
tolerance.
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Harmful algal bloom, or red tide, is consisted of
several algal species that propagates dramatically
under combination of certain conditions, such as water
temperature, light intensity, and concentration of
nutritional salts. We aim to elucidate the mechanism of
fast propagation and photosynthesis of Heterosigma,
that consists large part of the harmful algal bloom. We
currently focus on sequencing Heterosigma akashiwo
genome using next generation sequencing technology.
At the same time, we are investigating the propagation
mechanism of Heterosgma akashiwo virus.

1. Sequencing Heterosigma akashiwo genome using next

generation sequencing technology

Full genome sequencing of Heterosigma akashiwo
is currently underway. Heterosigma akashiwo was
cloned, its total DNA was obtained and its sequence
was read using next generation sequencing technology.
The obtained sequence information is to be analyzed by
bioinformatics approaches.

2. Analysis of propagation mechanism of Heterosigma

akashiwo virus

Heterosigma akashiwo virus, (HaV) is one of the
viruses that infect and kills Heterosigma akashiwo.
It is a double stranded DNA virus, and possesses DNA
polymerase B-type enzyme. Interestingly, the enzyme
possesses approximately 220 amino acid-long ‘intein’
domain in the center of its catalytic domain. Intein is a
motif that catalyzes self-splicing of the protein, thus has
been widely utilized to express and purify recombinant
proteins, but its biological significance is not clearly
understood. We aim to demonstrate that the self-splicing
of intein actually functions as a “biological switch™ to turn
on the enzymatic activity of the host protein, HalV DNA
polymerase B.
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This group consists of concurrent faculty members from
other groups, and aims in establishing an international hub
and/or exchange programs on Plant Genetic Resources
and Stress Science. The current running program is
“Establishment of crop stress science network for
increase of food production in eastern Africa” , which is
being conducted by Asia-Africa Science Platform Program
(AASPP) from Japan Society for the Promotion of Science
(JSPS).

1. Visiting program and international collaboration

We invited three researchers from Jomo Kenyatta
University of Agriculture and Technology (JKUAT) to
Plant Light Acclimation Research Group, Plant Growth
Regulation Group, and Plant-Microbe Interaction Group,
and one researcher from Kenya Agricultural Research
Institute to Genome Diversity Group. During their stay at
IPSR for two months, they learned advanced experimental
skills in their disciplines and performed collaborative
projects.

2. Meetings

To encourage an exchange between young researchers,
we organized IPSR Kenya Day 2012 in October at
IPSR, with fifteen oral and poster presentations. We
also co-hosted 7th JKUAT Scientific, Technological and
Industrialisation Conference held in JKUAT campus in
November, where we organized one symposium under
our sub-theme “Innovative Crop Stress Science for
Sustainable Food Production”. This conference had
approximately 300 participants. Five faculty members and
one graduate student from Okayama University attended
the conference and presented plenary and research talks.
At this conference, we invited two researchers from
Rwanda and Tanzania under the support from AASPP, to
promote future collaboration in other African countries.
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Photosynthetic Systems” . Okayama, Japan, October 22-23, 2012.

(6) Kato, Y. and Sakamoto, W. Analysis of D1 degradation in the mutants lacking phosphorylation of PSII core protein.
Okayama University International Symposium “Structure and Dynamics of Photosynthetic Systems” . Okayama,
Japan, October 22-23, 2012.

(7) Sakamoto, W. Innovative crop stress science for sustainable food production. The seventh JKUAT scientific,
technological and industrialization conference. Nairobi, Kenya, November 15-16, 2012.

s> FA:ALs: 27 )V — 7 (Group of Cytomolecular Biochemistry)

(1) Sugimoto, M., Kanamori, T., Gusev, O., Levinskikh, M., Sychev, V., Podolsky, I., Bingham, G., Wheeler, R. and
Hummerick, M. Gene expression profile of Mizuna (Brassica rapa) grown under a space environment. 39™
Scientific Assembly of the Committee on Space Research. Mysore, India, July 14-22, 2012. P. 257.

(2) Kihara, M., Hoki, T., Yamada, S., Gusev, O., Levinskikh, M., Sychev, V. and Sugimoto, M. Field performance and grain
content of ‘Space Barley’, grain of malting barley stored outside international space station for thirteen months.
39™ Scientific Assembly of the Committee on Space Research. Mysore, India, July 14-22, 2012. P. 99.

(3) Gusev, O., Sychev, V., Novikova, N., Sugimoto, M., Okuda, T. and Kikawada, T. Survival in extreme environment by
“preserve-expand-specialize” strategy: lessons from comparative genomics of an anhydrobiotic midge. 39™
Scientific Assembly of the Committee on Space Research. Mysore, India, July 14-22, 2012. P. 256.

(4) Katayama, N., Sugimoto, M., Yamashita, M, Hashimoto, H., Space Agriculture Task Force, Kihara, M. Role of the barley
in space foods. 39™ Scientific Assembly of the Committee on Space Research. Mysore, India, July 14-22, 2012. P.
103.

(5) Gusev, O., Kukae, K., Sugimoto, M., Kikawada, T., Sakashita, T. and Okuda, T. Surviving rules: wide overlap in gene
expression response to desiccation and ionizing radiation in an anhydrobiotic midge. 12™ European Workshop on
Astrobiology. Stockholm, Sweden, October 15-17, 2012. P. 198.

(6) Sugimoto, M., Katayama, N., Kihara, M., Gusev, O., Levinskikh, M. and Sychev, V. Utilization of barley for space foods.
Bioactive Okayama 2012, Okayama, September 13-14, 2012. P. 80.

ERIE IS SE 7 )V — 7 (Group of Environmental Response Systems)

(1) Uraji, M., Katagiri, T., Okuma, E., Ye, W. X, Hossain, M. A., Masuda, C., Miura, A., Nakamura, Y., Mori, I. C., Shinozaki, K.
and Murata, Y. Cooperative function of PLD ¢ and PLD a1 in abscisic acid-induced stomatal closure in Arabidopsis.
4™ Pan American Plant Membrane Biology Workshop. Asilomar, California, USA, May 16-20, 2012.

(2) Hirayama, T., Matsuura, T., Ushiyama, S. and Hayashi, S. AHG2/PARN and AHG2 suppressor 1 (AGS1) regulate the
polyA status of mitochondrial mRNA. 23rd International Conference of Arabidopsis Research. Vienna Austria, July
3-7,2012.
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(3) Sugiyama, M., Otsuka, K., Konishi, M., Kinoshita, A., Hachiya, T., Noguchi, K., Ueda, T. and Hirayama, T. Role
of mitochondria in the restriction of formattive cell division at the initial stage of lateral root primordium
development. 23rd International Conference of Arabidopsis Research. Vienna, Austria, July 3-7, 2012.

(4) Hirayama, T. Plant specific function of polyA specific ribonuclease (PARN). Frontiers in Plant RNA Research 2012.
Sapporo, Japan, Oct. 16-17, 2012.

TEIREI ML X2 =y b (Soil Stress Unit)
W) A N L A22 7 Vv — 7 (Group of Plant Stress Physiology)

(1) Ma, J. F. Involvement of a magnesium transporter in aluminum tolerance in rice. International Symposium on
Magnesium in Crop Production, Food Quality and Human Health. Goettingen, Germany, May 8-9, 2012.

(2) Chen, Z. C., Yamaji, N. and Ma, J. F. Knockout of a Mg transporter gene resulted in increased Al sensitivity in rice.
International Symposium on Magnesium in Crop Production, Food Quality and Human Health. Goettingen,
Germany, May 8-9, 2012.

(3) Ma, J. F. Silicon transporters for uptake, translocation and distribution in higher plants. Gordon Research Conferences
2012, Biomineralization. New London, USA, August 12-17, 2012.

(4) Ma, J. F.,, Yamaji, N., Yokosho, K., Xia, J. X., Fujii, M. and Chen, Z. Molecular mechanisms of Al tolerance in gramineous
crops. The 8™ International Symposium on Plant-Soil Interactions at Low pH. Bengaluru, India, Oct. 18-22, 2012.

(5) Yamaji, N., Sasaki, A., Yokosho, K., Xia, J. X. and Ma, J. F. OsNramp3-mediated distribution of Mn is controlled by
external Mn supply in rice. The 8™ International Symposium on Plant-Soil Interactions at Low pH. Bengaluru,
India, Oct. 18-22, 2012.

(6) Yokosho, K., Yamaji, N. and Ma, J. F. Isolation and characterization of an Al-induced transporter gene in buckwheat. The
8™ International Symposium on Plant-Soil Interactions at Low pH. Bengaluru, India, Oct. 18-22, 2012.

(7) Xia, J. X, Yamaji, N., Mitani, N. and Ma, J. F. A gene encoding a cysteine-rich peptide is involved in rice Al tolerance.
The 8™ International Symposium on Plant-Soil Interactions at Low pH. Bengaluru, India, Oct. 18-22, 2012.

(8) Chen, Z. C., Yamaji, N. and Ma, J. F. Up-regulation of a magnesium transporter gene OsMGT! is required for aluminum
tolerance in rice. The 8™ International Symposium on Plant-Soil Interactions at Low pH. Bengaluru, India, Oct. 18-
22,2012,

(9) Sasaki, A., Yamaji, N., Yokosho, K. and Ma, J. F. OsNramp5 is a major transporter responsible for the uptake of
manganese in rice. The 8" International Symposium on Plant-Soil Interactions at Low pH. Bengaluru, India, Oct.
18-22, 2012.

(10 Ma, J. F. Silicon transporters in rice. The 8" International Symposium on Plant-Soil Interactions at Low pH. Bengaluru,
India, Oct. 18-22, 2012.

(1) Ma, J. F. Node-based distribution of minerals in rice. International Workshop on Agricultural Resource Utilization and
Soil Quality Improvement. Nanjing, China, Oct. 27-31, 2012.

(12 Ma, J. F. Heterologous assay of plant mineral transporter activity in the liverwort Marchantia polymorpha. Marchantia
Workshop 2012. Kumamoto, Japan, Nov. 15-17. 2012.

KW R i85 27 )V — 7" (Group of Plant Growth Regulation)

(1) Matsuura, K., Sasaki, T., Furuichi, T., Tsuchiya, Y. and Yamamoto, Y. Spectroscopic analyses for secondary structural
changes of C-terminal hydrophilic domain of aluminum activated malate transport protein. Protein and Peptide
Conference, Venue, China, March 23-25, 2012.

(2)  Yamamoto, Y., Demiral, T., Sasaki, T., Sano, T., Hasezawa, S. and Izumi, Y. Mechanisms of aluminum-induced cell death
in plant cells. 8™ International Symposium on Plant-Soil Interactions at Low pH, Bengaluru, India, October 18-22,
2012.
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5T HEPRBERERAT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1) Katsuhara, M., Kaneko, T., Horie, T., Tsuji, N. and Shibasaka, M. Osmotic-induced reduction of root hydraulic
conductivity is essential as an early response in salt/osmotic tolerance. Gordon Research Conference — Salt &
Water Stress In Plants. Hong Kong, China, June 24-29, 2012.

IRIBEM A PL X2 =y b (Biotic Stress Unit)
Wy - AEMA HAEH 7 v — 7 (Group of Plant-Microbe Interactions)

(1) Ngamau, C.N., Murage, H., and Tani, A. Identification of endophytic bacteria associated with rice seed in Kenya. Kenya
Rice Researcher Forum Symposium. Nairobi, Kenya, Feb. 29, 2012.

(2) Chiba, S., Kondo, H., Tani, A., Saisho, D., Sakamoto, W., Kanematsu, S. and Suzuki, N. Horizontal transfer of genome
sequences of non-retroviral RNA. The 2nd Korea-Japan Joint Symposium and the 2012 Annual Meeting of PSJ
Fukuoka International Congress Center, Japan, Mar. 27-30, 2012.

(3) Suzuki, N. Viruses as biological control (virocontrol) agents of plant fungal pathogens. 2012 Fuzhou International
Forum on Plant-Microbe Interactions. Fujian Agriculture and Forestry University, Fuzhou, Fujian 350002, PR
China, May 22-27, 2012.

(4) Suzuki, N. Fungal Viruses and Virocontrol. The 2012 EEIMTD International Conference on Ecology, Etiology and
Integrated Management of Forest and Fruit Tree Diseases. National Taiwan University, Taipei, Taiwan, May 24-25,
2012.

(5) Eusebio-Cope, A. and Suzuki, N. Mycoreovirus 1 rearrangements generated in dcl2 deletion mutant of the chestnut
blight fungus, Cryphonectria parasitica. The 31*Annual Meeting of American Society for Virology. Madison,
Wisconsin, USA, Jul. 21-25, 2012.

(6) Chiba, S., Kondo, H., Kanematsu, S. and Suzuki, N. Evolutionary history of the family Partitiviridae: Insight from the
viewpoint of paleovirology. The 31°" Annual Meeting of American Society for Virology, Madison, Wisconsin, USA,
Jul.21-25, 2012.

(7) Nakagawa, T., Mitsui, R., Tani, A., Sasa, K., Tashiro, S., Iwama, T., Hayakawa, T. and Kawai, K. A catalytic role of XoxF1
as La*-dependent methanol dehydrogenase in Methylobacterium extorquens strain AM1. Gordon Research
Conference. Molecular basis of microbial one-carbon metabolism. Lewiston, ME, USA, Aug. 5-10, 2012.

(8) Eusebio-Cope, A. and Suzuki, N. Further genome rearrangement of Mycoreovirus 1 segment 4 deletion mutant virus
(MyRV1/S4ss) in an RNA silencing defective host. The 11™ Awaji International Forum on Infection and Immunity.
Awaji Yumebutai International Conference Center, Awaji, Hyogo, Japan, Sep. 11-14, 2012.

(9) Sanchez, Z., Ota, T., Tani, A. and Kimbara, K. Monitoring system for biofilm architecture and development using a
multichannel microdevice. IBS. 15™ International Biotechnology Symposium and Exhibition. EXCO, Daegu, Korea,
Sep. 16-21, 2012. Award: IBS 2012 President Poster Award.

(100 Suzuki, N., Chiba, S., Kanematsu, S. and Kondo, K. Viruses as virocontrol agents of plant fungal pathogens. The 34™
Naito Conference: Infection, Immunity and their Control for Health: Mucosal Barrier, Pathogen and Vaccine.
Chéteraisé Gateaux Kingdom SAPPORO, Japan, Oct.16-19, 2012.

(1) Tamada, T., Kondo, H., Chiba, S. and Andika, I. B. Sugar-beet rhizomania caused by beet necrotic yellow vein virus:
virulence, phylogeography and molecular epidemiology. First International Symposium on Plant-Microbe
Interaction. Hangzhou, China, Oct. 20-22, 2012.

(12 Mwashasha, M.R., Hunja, M. and Tani, A. Screening of bacterial and fungal isolates for their plant growth promoting
activities. The 7™ JKUAT Scientific, Technological, and Industrialization Conference. Nairobi, Kenya, Nov. 15,
2012.

13} Luque, D., Pérez-Mata, C., Suzuki, N., Kanematsu, S., Havens, W., Ghabrial, S. A., Carrascosa, J.L. and Castén, J. R.
Heterodimers as the structural unit of T=1 of Rosellinia ncatrix quadrivirus 1. The 11™ International Symposium
on Double-Stranded RNA Viruses. San Juan, Puerto Rico, Nov. 27- Dec. 1, 2012.

FaYy - R EAEH 7 Vv — 7 (Group of Plant-Insect Interactions)

(1) Bao, W. X. and Sonoda, S. Pyrethroid resistance in melon thrips, Thrips palmi Karny. XXIV International Congress of
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Entomology. Daegu, Korea, Aug. 19-25, 2012.

(2) Galis, I. and Baldwin, I.T. Contribution of metabolomics and transcriptomics to understanding of plant defense against
herbivores. XXIV International Congress of Entomology. Daegu, Korea, Aug. 19-25, 2012.

(3) Sonoda, S. Frequencies of the M918I, T929I and L1014F mutations in the sodium channel of the diamondback moth in
China, Thailand and Japan. XXIV International Congress of Entomology. Daegu, Korea, Aug. 19-25, 2012.

(4) Sonoda, S. Organophosphate resistance in the laboratory and field strains of the diamondback moth. International
Seminar on the Development of Insecticide Resistance and Its Management in the Diamondback Moth. Nagoya,
Japan, Aug. 27, 2012.

(5) Wari, D., Sonoda, S. and Kohara, Y. Sugingerile Phytoseiid mite species composition in Japanese peach orchards
estimated using quantitative sequencing. XXIV International Congress of Entomology. Daegu, Korea, Aug. 19-25,
2012.

(6) Galis, I. Metabolic and structural changes in plants exposed to biotic stress conditions. The 6™ Bio-energy &
Biotechnology Symposium. Gwangju, Korea, Nov. 23, 2012.

EIEEIEI=y b (Genetic Resources Unit)
) L&KM 7V —7 (Group of Genome Diversity)

(1) Sato, K., Takeda, K., Kanamori, H., Matsumoto, T., and Komatsuda, T. Identification of grain dormancy Qsdl from wild
barley. International Plant and Animal Genome Conference XX. San Diego, USA, Jan. 14, 2012.

(2) Sato, K., and Ma, J. F. Development of recombinant chromosome substitution lines for Aluminium tolerance in barley.
11" International Barley Genetics Symposium. Hangzhou, China, April 15-20, 2012. p. 205-209.

4/ LBEI=Zy b (Applied Genomics Unit)
¥ RE > FRMT 77V — 7 (Group of Nuclear Genomics)

(1) Ogura, Y. and Murata, M. Generation and analysis of expressed sequence tags in rye. 6™ International Crop Science
Congress. Bento Gongalves, Brazil, August 6-10, 2012.

) Wil 77 v — 7 (Group of Genome Regulation)

(1) Ezaki, B. and Higashi, A. Characterization of Al tolerance mechanisms in a wild plant, Andropogon virginicus L. 10"
International Congress on Plant Molecular biology. Jeju, Korea, Oct. 21-26, 2012.

(2) Himi, E. Red grain colour gene (R) of wheat is a Myb-type transcription factor. Kenya Agricultural Research Institute
Seminar. Njoro, Kenya, Mar. 2, 2012.

(3) Gichuhi, E., Himi, E., Takahashi, H. and Maekawa, M. QTL analysis for important characters in LIA rice and utilization
of LIA rice characters in Basmati rice. Jomo Kenyatta University of Agriculture and Technology The Seventh
JKUAT Scientific, Technological and Industrialisation conference. Nairobi, Kenya, Nov. 15-16, 2012.
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BHBLIUOY VRIS ARE
(List of Domestic Conferences and Symposia)

ATIRIEX L X2 =y b (Atmospheric Stress Unit)

FeBREE IS ZE 7 )V — 7 (Group of Plant Light Acclimation Research)

(1)

MR - BWAE. @ FtsH, DEG 70 7 7 — €12 & 20665 I JUGHG Y > 2387 3 D1 D05 . H AR &3
224505 53 MI4ESy | BAR , 3 H 16-18 H , 2012. (Kato, Y. and Sakamoto, W.: Cooperative degradation in the PSII D1
protein mediated by FtsH and Deg proteases. 53™ Annual Meeting of the Japanese Society of Plant Physiologists,
March 16-18, 2012, Kyoto)

Tang, L. Y. and Sakamoto, W.: Ribonucleotide reductase complex activity controls plastid DNA degradation during
Arabidopsis pollen development. 53™ Annual Meeting of the Japanese Society of Plant Physiologists, March 16-18,
2012, Kyoto

Zhang L., Kato, Y., Saigo, K., Otter, S., Vothknecht, U. C. and Sakamoto, W.: Essential role of VIPP1 in chloroplast
envelope integrity maintenance rather than thylakoid membrane biogenesis in Arabidopsis. 53™ Annual Meeting of
the Japanese Society of Plant Physiologists, March 16-18, 2012, Kyoto

AGFBE - RREE - FEHIR - DA - KBTS - SREFEW - SORE - SR = - brbpll : AL & a3k
ROHEALD S EGET LY Y IR O WEERAL . HARY R 245 53 MAES , 5UHF, 3 H 16-18 H |, 2012.
( Ishizaki, R., Suetsugu, M., letsune, Y., Kato, Y., Yamato, M., Awano, T., Sakamoto, W., Iwase, T. and Kaminaka
H.: Shifting to achlorophylly in the plants Ericaceae discussed from knowledge about mycorrhizal symbiosis and
plastid evolution. 53™ Annual Meeting of the Japanese Society of Plant Physiologists, March 16-18, 2012, Kyoto)

HEPSET - MR R - KR - RBE W] - RO - R EA - AHNEBER - N WS v X X
¥ ¥ %7 ¥ ERMO3 1342 B/ F NATL & 15 L C/MARTERBMERF IS D 2 . H AR A P25 53 4R &
W A8, 3 H 16-18 H , 2012. ( Nakano, R. T., Matsushima, R., Nagano, A. J., Fukao, Y., Fujiwara, M., Kondo, M.,
Nishimura, M. and Hara-Nishimura, I.. ERMO3, a Vacuolar Protein, Is Involved in Maintenance of ER Morphology
in a Coordinated Manner with NAI1 Transcription Factor. 53™ Annual Meeting of the Japanese Society of Plant
Physiologists, March 16-18, 2012, Kyoto)

R AL ORI (2B 2 M A - WO RT 9% . 56 B2 MRy i se 88 3% , #7 , 6 H 6-8 H , 2012. (Matsushima,
R.: Cytological study of starch grain morphologies. 52" Starch Round Table, June 6-8, 2012, Kobe)

FIAES W) - RS R - ERE - FRAE T BT I 0 9 4 ADRAB X O BERR OREE T & Lo a ¥ — 5k
HAE A TS 44 59 MA% |, ALIE , 8 A 29-31 H |, 2012. (Akuzawa, S., Matsushima, R., Hanashiro, L. and Ito
K.: Rheological properties and structures of purified starch derived from novel high-amylose rice endosperm. 59"
Annual Meeting of the Japanese Society for food science and technology, August 29-31, 2012, Sapporo)

EAGE - AR - RER - BEHE T - FAEI WY KRR O WG & FUHREICB T 5 08%8 . HAR A
FTH#RE B MAS, ALIR, 8 H 29-31 H , 2012. (Takahashi, H., Minemura, T., Matsushima, R., Fujita N. and
Akuzawa, S.: Control of physical properties of rice starch. 59™ Annual Meeting of the Japanese Society for food
science and technology, August 29-31, 2012, Sapporo)

WM ET - BRI & - FIAHER] - fAEIWY) . 7¥F X (Apios americana Medikus) 5 EElR O L
oy =Sk e MM BAREWBIE TS5 59 MRS, ALBE , 8 H 29-31 H , 2012. (Koseki, M. Matsushima,
R. Ito K., Wakui, K. and Akuzawa, S.:,Rheological properties of purified starch derived from Apios americana
Medikus. 59™ Annual Meeting of the Japanese Society for food science and technology, August 29-31, 2012,
Sapporo)

WMEBR -GS - BEHET - WAE: A FOKRAOT7 I 075 X MDBEKIET 5 ssg4 ZRKDOIEN . HARE
ML 122 Mk &, 5, 9 A 14-15 H , 2012. (Matsushima, R., Maekawa, M. Fujita, N. and Sakamoto,
W.: Molecular characterization of ssg4, a large amyloplast mutant of rice. 122™ Annual Meeting of the Japanese
Society of Breeding, September 14-15, 2012, Kyoto)

BEHE T - BE@4T - REER - NI - PRI B ORISR 5.2 25N . HARBHEZESE 122 NiE#HS
AR, 9 H 14-15 H , 2012. (Fujita, N., Toyosawa, Y. Matsushima, R., Kawagoe, Y. and Nakamura, Y.: The factor on
the morphology of starch granules. 122™ Annual Meeting of the Japanese Society of Breeding, September 14-15,
2012, Kyoto)

IMEERA - WAE  BLFERINBEYA 7 VICBITADL ¥ N EGHA N = AL . HARMWFEE 76 MK
&, WEEE, 9 H 15-17 B, 2012. (Kato, Y. and Sakamoto, W.: Mechanism of D1 protein degaradation in PSII repair
cycle. 76™ Annual Meeting of the Botanical Society of Japan, September 15-17, 2012, Himeji)

R - - SEET - RER - JIEE - PRI B R OREIME T 2 “HEFRKA L DN . H A B
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BERFEL&HeI M KAE, By, 9 H 19-21 H , 2012. (Fujita, N., Toyosawa, Y. Matsushima, R., Kawagoe, Y. and
Nakamura, Y.: Deficiency of Starch synthase (SS)IIla and SSIVb leads to dramatic changes in starch granule
morphology in rice endosperm. 61™ Annual Meeting of The Japanese Society of Applied Glycoscience. September
19-21, 2012, Tokyo)

14 WAE : EFRARUKOSEEHIZBIT S VIPPL 7 327 Eofkdl. —BLRFERLE Hig LY oW g 4
JrigAt & A pEMTEH O 720 O FE MR O &I . PR el , 9 A 27-28 H |, 2012. (Sakamoto, W.: Role
of VIPP1 protein in quality control of chloroplast envelope. Creation of essential technologies to utilize carbon
dioxide as a resource through the enhancement of plant productivity and the exploitation of plant products Joint
meeting, September 27-28, 2012, Hokkaido)

(15 Zhang, L.: Function of VIPP1 C-terminal region in Arabidopsis. Bt R Z&HAL % H g L 72 oWy g L sk &
EEWER O 7D 0 REERA ORI | RIS kg 9 A 27-28 H |, 2012. (Zhang, L.: Creation of essential
technologies to utilize carbon dioxide as a resource through the enhancement of plant productivity and the
exploitation of plant products Joint meeting, September 27-28, 2012, Hokkaido)

16) MR ALEZR U BET A 2 VBT 5 D1 7 U7 EGRA =X h . B bRFEH Lz HIE L2 o
W RE ) RAL & A REMTE I O 7 0 O FEBEA ORI . S RIPESH, JLiEE , 9 A 27-28 H | 2012. (Kato, Y.:
Mechanism of D1 protein degradation in PSII repair cycle. Creation of essential technologies to utilize carbon
dioxide as a resource through the enhancement of plant productivity and the exploitation of plant products Joint
meeting, September 27-28, 2012, Hokkaido)

s> FA:ALs: 27 Vv — 7 (Group of Cytomolecular Biochemistry)

(1) & KIBEB - Gusev, O., Bingham, G., Levinskikh, M., Sychev, V., Hummerick, M., Wheeler, R., 5855 - A&
FHIRETEETT 5 I AT OBEEFIBURN. HARRZL AP IUESGRSE 32 BEEEs, SIL 1 H 21 H,
2012, p.33. (Kanamori, T., Gusev, O., Bingham, G., Levinskikh, M., Sychev, V., Hummerick, M., Wheeler, R. and
Sugimoto, M.: Expression of gene in Mizuna grown in space environment. 32™ Annual Meeting of Japan Society for
Bioscience, Biotechnology, and Agrochemistry, January 21, 2012, Tottori)

(2) &/ KIEER - 4 % B #& - Gusev, O., Bingham, G., Levinskikh, M., Sychev, V., Hummerick, M., Wheeler, R., # &
FoFHBRECTEFTT S I X T OMIBEEAH B SRR EE T OB HARFTHAEWRAR% 26 HRks, il
B, 9 H 27-29 H, 2012, p.43. (Kanamori, T., Konno, H., Gusev, O., Bingham, G., Levinskikh, M., Sychev, V.,
Hummerick, M., Wheeler, R. and Sugimoto, M. Expression of cell wall-metabolizing enzyme genes in Mizuna grown
in space environment. 26™ Annual meeting of Japanese Society for Biological Science in Space, September 27-29,
2012, Tokushima)

(3) AR Z-AH P-HF OR-EL F-IWTFEBR - Gusev, O - KJE 3k - FRARMEZ - Levinskikh, M., Sycheyv, V.,
Novikova, N., Grigoriev, A. : EIBFH A 7 — ¥ a Y IYMIRBIEESR L o KEMFOALrmT). HARFH MR
P26 Mk, fiE, 9 H 2729 H, 2012, p.43. (Sugimoto, M., Ishii, M., Mori, 1., Watanabe, S., Sakashita,
T., Gusev, O., Kihara, M., Hoki, T., Levinskikh, ., Sychev, V., Novikova, N. and Grigoriev, A.: Viability of barley
seeds long-term exposed to outer side of international space station. 26™ Annual meeting of Japanese Society for
Biological Science in Space, September 27-29, 2012, Tokushima)

BRI S BN SE 7 v — 7 (Group of Environmental Response Systems)

(1) BNEASHD - £ - PRS- A RIREGR R 2 2 FOFER (2011) . 45 16 MIREFEFMZes, duifeE 1 H 27 H
2012. (Matsuura, T., Mori I.C. and Hirayama T.: Breeding of the strong seed dormancy white-grain wheat (2011).
16™ meeting of the society pre-harvest sprouting in cereals, January 27, 2012, Hokkaido)

(2) Ushiyama, S., Otagiri, M., Ino, Y., Umezawa, T. and Hirayama, T.: Unique function of Arabidopsis seed predominant
PP2Cs, AHG1 and AHG3, in ABA response in seeds and early seedlings. Annual Meeting of the Japanese Society
of Plant Physiologists, Mar. 16-18, 2012, Kyoto

(3) JNRHA - REF - ADMET - FIBERE - A S2H# © Pentatricopeptide repeat (PPR) € — 7 @ RNA ifik 2 —

F. %53 M HANYAEMESES, 5, 3 H 16-18 H , 2012. (Yagi, Y., Hayashi, S., Kobayashi, K., Hirayama,
T. and Nakamura, T.: The RNA recognition code of pentatricopeptide repeat (PPR) motifs. Annual Meeting of the
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Japanese Society of Plant Physiologists. Mar. 16-18, 2012, Kyoto)

oM R OFE - HHEET  MYIREYWEOENE LCOMY A & v F v ROV 5 53 I H AR AR SRS
#8,3 H 16-18 H , 2012. (Mori, L. C., Izumi, M. and Murata, Y.: Plant ion channels as the targets of plant regulating
agents. Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 16-18, 2012, Kyoto)

Rayhanur, J., 321354 - 341355 - Hossain, M. A., Islam, M. M., Bloom, R. E., 4 E £ , McClung, C. R., Schroeder, J. I,
B BMHIAT SILMILEBNC BT 24 ¥ 7 —EofE HARZ LS 20124F K%, 50k, 3 H22-25 H
2012. (Rayhanur, J., Uraji, M., Morofuji, M., Hossain, M. A., Islam, M. M., Bloom, R. E., Nakamura, Y., McClung, C. R,
Schroeder, J. 1., Mori, I. C., Murata, Y.: Roles of catalase in stomatal closure. Annual Meeting of Japan Society for
Bioscience, Biotechnology, and Agrochemistry, Mar. 22-25, 2012, Kyoto,)

FATHE - & R HAEI - &FEMNFE - WA - Methylobacterivum B OFEW~ O E 5 ILAERE O AT . B AR
BEEFA 2012 KRS, BAR, 3 H 22-25 H |, 2012. (Nakamura, Y., Mori, I. C., Suzuki, N., Kimbara, K., Tani,
A.: Domination mechanism of Methylobacterium to plants. Annual Meeting of Japan Society for Bioscience,
Biotechnology, and Agrochemistry, Mar. 22-25, 2012, Kyoto)

SRR - MSHACAD - AU - MR C a4 X F X F D PARN/AHG2 & AHG2 SUPPRESSORI (AGS1) i3 b3~

FY 7 mRNA @ polyA $§RFAMICEIS- 35 . &5 14 0 H ARNA &4 Al , 7 H 18-20 H , 2012. (Hirayama, T,
Matsuura, T., Ushiyama, S. and Hayashi, S.: Arabidopsis PARN/AHG2 and AHGZ SUPPRESSOR1 (AGS1) regulate
the polyA status of mitochondrial mRNA. 14™ RNA Meeting, July. 18-20, 2012, Sendai)

WA - INTEF - & 2 - PIUEES : 22 FHFOKRVE — 4 REEEHEIHRT—2 2 a v 7 [THWF
WEVEAF VA AROME I ] R, 8 H 31 H,2012. (Matsuura T., Yamashita Y,. Mori I.C., and Hirayama T.:
Hormonome analysis of the wheat seed. The Workshop supported by Joint Usage/Research Center [ An interactive
approach to understanding plant hormones and ion transporters] , August 31, 2012, Okayama)

OB HBABEOHD WA L RAEBRNT Y AT A, MEAKYE - B OVE VTR OARY RS
8576 MRS, RS MR SR e e & v b — 27 JRIHEA S | % 9 H 15 H,
2012. (Mori, L.: Plant Stress Physiology Analysis System, Trace Biological Substances and Plant Hormone Analysis
System, Guide for support, Japan Advanced Plant Science Research Network. Annual Meeting of The Botanical
Society of Japan, Sep. 15, 2012, Himeji)

ARG - ISR+ - BASH] - B R - FFHE— - PIlEE - 72 F K71 7 A TILLING 7 4 ¥ 1§22
WCL.EB—RIT7I7FRT4 LT =2 ay 7 ¥k, 11 A 7H, 2012. (Saisho, D., Kato, M., Matsuura, T.,
Matsushima, R., Mochida, K. and Hirayama, T.: Brachypodium TILLING line: Progress report. 1st Brachypodium
Workshop, Nov. 7, 2012, Yokohama)

TIERIEX ML X2 =y b (Soil Stress Unit)

i A b L A2 7 )V —7 (Group of Plant Stress Physiology)

B g MM TIER L AIH bW oMM O M. 5 53 ol H AR RS, U, 3 1 16-18 H, 2012.

(R - 4 RBHIE - B Bk - B @8 - OsNramp3 (2 X % 4 & OBIREY~ > 4 4 BeksRE. 45 53 [l H A
AP, HURR 3 A 16-18 H, 2012.

fli 2 RBHIE - (LA - 55 @8 0 £ Ao~ 2 YIS RS- 2 B (A OB REFNT. 55 53 [nl H Ak A= 2l
P, R, 3 H 16-18 H, 2012.

Chen, Z.C., Yamaji, N. and Ma, J. F.: A putative ER-localized magnesium transporter OsMGT1 is involved in aluminum
tolerance in rice. &% 53 [ol H AR B F R 4ES, R, 3 H 16-18 H, 2012.

Ueno, D., Chen, Z., Kamiya, T., Iwasaki, K., Kato, S., Yamaji, N. and Ma, J. F.: OsMTP8.1 contribute to Mn tolerance by
sequestering Mn to vacuoles in shoot of rice. £ 53 [l H &AW A P23 4E 4, R, 3 H 16-18 H, 2012.

Fujii, Y., Akagi, Y., Chen, Z., Iwasaki, K., Kato, S., Yamaji, N., Ma, J. F. and Ueno, D.: OsMTP9 is required for root-to-
shoot Mn translocation in rice. &% 53 [ul H &Ky A P2 o548 425, HOHF, 3 H 16-18 H, 2012.

BOIEAER] - a5 B8 VN0 TV I =7 AFHEMERAEIE T (FeIREG2) ORAEMAT. 55 53 Il H AHH
WABlE AR S, BURF, 3 A 16-18 H, 2012.

B OHSE AR eRLD F Iy AW TR HARIEZEAE 132 484, LI, 3 H 28-31 H, 2012.

5 A% WYOIATNV T Y AR-F—. §b53 MHARAEASE, WEMESHREIZ, i, 57 18 H, 2012.

B B Yo ER SR OMEIR. Plant transporters for transition metals. 55 12 [0l H REHE R A RESR, LHE,
6 H 20-22 H, 2012.
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B HE A & OsHMA3 MEIFIUROE 2 2T, HATHEREAES, BIL 9 H 46 H, 2012.

s - 2 fKE - B & 4 A0 OsHMA2 ICE AMEB L OVH F 3 w7 2 o @IRMY G FEHAE. B AR
HES, B, 9 H4-6 H, 2012

SRR - NER - B B o A BRI Lsil 07 A BISAEB X OHMBRAEEAH#T S T oE—y—0
AT, HARTEEEAaES, BEL 9 H 46 H, 2012.

MBS, - BROEAER - (LR - AR - LARSER - SRR - (AL - PRS- B% A AFOT
VI = ATERRE O, HARTEIERSSES, BIL 9 H 46 H, 2012

WEIEAERD - bR - B k0 £ & O MATE &f5 T OsFRDL2 DO W 74 B BEREMNT. HATIBRAAES B,
9H 4-6 H, 2012.

AR - IR - B B8 A 7 A BREEMK Lsi2 (SIET1) @ 7REWT 5 SIET3-5 OFENT. HATIEEESAES,
BE, 9H4-6H, 2012.

fl 2 ARBIIE - 1 oAt - B 8% OsNramp3 12 & %~ > 7 v/ BoiliAsE. HAR TSR A&ES, BIL9 H 46 H,
2012.

KW R F il 45 27 )V — 7 (Group of Plant Growth Regulation)

(1)

(2)

(9)

I 2 RZFAT © WIWAEAH O 7 =4 VK ALMT OZ R %0808 . 45 4 WA 2 b L ARARIZEY YRV 7 A B, 3
H 8-9 H , 2012 (Sasaki, T. Functional diversity of plant specific ALMT-type anion transporter. The 4™ Plant Stress
Sicence Sympoisum, Kurashiki, March 8-9, 2012)

IIAPEF - Tijen Demiral « 4 RFAT - (EEFRK - BERE—RE - S 3P ARIIRICBT 27V I =9 22 X 5l
R B SR O AT . H AR A F 224 S8R, 3 H 16-18 H , 2012 (Yamamoto, Y., Demiral, T, Sasaki, T., Sano, T,
Hasezawa, S., Izumi, Y. Mechanism of aluminum-induced cell death in plant cells. Annual Meeting of the Japanese
Society of Plant Physiologists, March 16-8, 2012, Kyoto)

I 2 RFEAT - A EEC - INARPET - BAEFBR % M 72 ALMTL Sk R o B REfEAT - KA ER ORE . 0
AR W A B A 4y JC#R, 3 H 16-18 H |, 2012 (Sasaki,T., Ariyoshi, M., Yamamoto, Y. Functional analyses of
ALMT transporter in hetelologous system: Effect of inhibitors. Annual Meeting of the Japanese Society of Plant
Physiologists, March 16-8, 2012, Kyoto)

FAEN - A2 RZFEAT - B ER - BEREAE - FIRE ) YRZROTT VI = AEERICBT S04 XF AT
PpAtk B L OV ¥ TR IE R OBGR Y Ot . H AR A 22 | BOHf 3 A 16-18 H , 2012 (Maruyama,
H., Sasaki, T., Okazaki, K., Shinano, T., Wasaki, J. Analysis of root exudates from Arabidopsis thaliana wild
type and malate transporter mutants under phosphorus deficiency and aluminum stress. Annual Meeting of the
Japanese Society of Plant Physiologists, March 16-8, 2012, Kyoto)

Sasaki, T., Mori, I.C., Furuichi, T., Murata, Y., Yamamoto, Y. Plant-specific ALMT transporter family regulates multiple
physiological functions. H 4% & 25 b 4% 4 2012 4F B K &, B 4B, 3 H 23-25 H , 2012 (Sasaki, T., Mori, 1.C.,
Furuichi, T., Murata, Y., Yamamoto, Y. Plant-specific ALMT transporter family regulates multiple physiological
functions. Annual Meeting of the Japan Society for Bioscience, Biotechnology, and Agrochemistry, March 23-25,
2012, Kyoto)

fli 2 RFAT © WEHRREG 7 = 4 VRO BEBEL RVE & MW AL E PRI LA~ OIS . PRk 24 45 0 AR R b4
Ry YR Y Y A TRAEFHITIC X 2 FZZEOHER ], KH , 6 A 30 H , 2012 (Sasaki, T. Functional
diversity and application to crop production for plant specific ALMT-type anion transporter. Symposium of Tohoku
Region of the Japan Society for Bioscience, Biotechnology, and Agrochemistry, June 30, 2012, Akita)

AT - SR - B R ERR - TP BLR] - R B3 - M4 RZEAT TV I =0 AREC BT 5 AV F—RHOED Y -
T3 =T NED R B 5 8 a B AR O LEBdEAT . B AR TIRIERA S B, 9 H 4-6 H , 2012 (Yamamoto,
Y., [zumi, Y., Shinano, T., Nakamura, T., Okazaki, K., Sasaki, T. Role of energy metabolism in aluminum responses:
Comparative studies of tobacco cell lines exhibiting various degrees of aluminum tolerance. Annual Meeting of
the Japanese Society of Soil Science and Plant Nutrition. September 4-6, 2012 | Tottori)

1l 2 RZFEAT - AR INARFES WY ALMT Bk AR AE O LA . H AR TSRk 2%, R, 9 A 46 H
2012 (Sasaki, T., Ariyoshi, M., Yamamoto, Y. Functional comparison of plant ALMT transporters. Annual Meeting
of the Japanese Society of Soil Science and Plant Nutrition, September 4-6, 2012, Tottori)

Sameeullah, M., Sasaki, T., Yamamoto, Y. Role of sucrose transporter (NtSUT1) under normal growth and Al stress
conditions in cultured tobacco cells. H A LM E# & B, 9 A 46 H , 2012 (Sameeullah, M., Sasaki, T,
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Yamamoto, Y. Role of sucrose transporter (NtSUT1) under normal growth and aluminum stress conditions in
cultured tobacco cells. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition., September
4-6, 2012, Tottori)

10 ZEABAL - JULHEN - &4 RFAT - FIE © S anNFL—¥r0r 5 A5 —Hh S HEEL 72 ALMT k€0 7 OFT .
HATBER %% BIL, 9 A 4-6 H |, 2012 (Yakura, K., Maruyama, H., Sasaki, T., Wasaki, J. Analyses of ALMT
homologue isolated from white lupin. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition,
September 4-6, 2012, Tottori)

1) AGAFRHE - 2 RFAT - IIARET @ 7 NI REEMNE BY-2 2 W72 7V 3 =7 A2 X 2 HIFE T . H AR T 3EIEE
F RS, B3, 12 A 6 H |, 2012 (Kariya, K., Sasaki, T., Yamamoto, Y. Analyses of aluminum-induced
cell death process in cultured tobacco cell line BY-2. Annual Meeting of Kansai Region of the Japanese Society of
Soil Science and Plant Nutrition, December 6, 2012, Kurashiki)

12 IUAFETF - A KRFST D TAVF—RHOHIMICIEDS A PV ATMEIER ORFEMSE . [RRkFHE L EORE - &
D fe LB A Iige ] migese s, — SRR O Rt 2 IR 2 IR BRI 2 R Y A 7 2 Ohf
#— . [, 12 H 10 H , 2012 (Yamamoto, Y. and Sasaki, T. Development of stress-tolerance crops, based on the
control of energy metabolism. Meeting of “Study of environmental and life Science for integration of low carbon
society and food security and safety” -Development of environmental managing system which guarantees the
sustainability of food production-, December 10, 2012, Okayama)

TP RERAT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1) s - HFEEA - SeREME D BEEA ML ATOA AFHEBKE YOI . H AR £ P52 2012 4R B4
4, AR, 3 H 16-18 H |, 2012. (Tsuji, N., Katsuhara M. and Shibasaka, M.: Regulation of root hydraulic conductivity
in gramineous plants under osmotic stress. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 16-18,
2012, Kyoto)

(2) FEYFIHE - SR MK - FHARET - HFEEAK B30 PIP 72 7R VORI . HARY A S5 2012 FFEEF4x
B, 3 H 16-18 H , 2012. (Sasano, S., Shibasaka, M., Utsugi, S. and Katsuhara, M.: The Third Type of PIP Aquaporins.
Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 16-18, 2012, Kyoto)

(3) HEFEAK - bk - &782 - MR A F L 4 A ORKEBERIE & IZEER ML AIGE . 436
RIFse4 4, =9, 6 H 15-16 H |, 2012. (Katsuhara, M., Tsuji, N., Kaneko, T. and Shibasaka, M.: Regulation of root
hydraulic conductivity and response to osmotic stress in rice and barley. 36™ Japanese Society of Root Research
Biannual Meeting, June. 15-16, 2012, Miyagi)

(4) BiEH— - SR - HEEA 4+ AFITBIF 5 Na ikt ONGC F ¥ &~ AV ORBEMAT . HAR LR 4
2012 fEEEBIUR S , BEL, 9 H 4-5 H , 2012. (Nobukiyo, Y., Shibasaka, M. and Katsuhara, M.: Functional analysis of
Na-transporting cyclic nucleotide-gated channels (CNGCs) in barley. Annual Meeting of the Japanese Society of Soil
Science and Plant Nutrition. Sep. 4-6, 2012, Tottori)

(5) MEMFERAT - SR HIEEIR A A & A o A FOHE L REHEVENIP BT 7 7 R ¥ HAKY) 2455 76 MR % | ST
9 H 15-17 H , 2012. (Sasano, S., Shibasaka, M., and Katsuhara, M.: As-transporting NIP aquaporins in rice and barley.
Annual Meeting of the Botanical Society of Japan. Sep. 15-17, 2012, Hyogo)

(6) ARAMEN - SRHIRT- - HIEFKR - SRR - RS - DR - KR Y F 21281 2Kk ¥ >~ /37 H PIP
OFFNT . H AR #4356 76 R4y, Kol 9 A 15-17 H , 2012. (Matsumoto, K., Iida, S., Katsuhara, M., Shibasaka,
M., Sasano, S., and Kosuge, K.: Analysis of water-transporting PIP in aquatic Potamogeton oxyphylius Miq. Annual
Meeting of the Botanical Society of Japan. Sep. 15-17, 2012, Hyogo)

BIEAE X L X1 =y ;b (Biotic Stress Unit)
KW - BEMA EARR 7 Vv — 7 (Group of Plant-Microbe Interactions)

(1) Hk BE - F 25K B - &5 5 - & BHAE - Methylobacterium J& T O~ DB 5L O M. H
K EZEAF¥ %, HAR 3 H 22-26 H, 2012. (Nakamura, Y., Mori, I.C., Suzuki, N., Kimbara, K. and Tani, A.:
Mechanism of predomination of Methylobacterium species in phyllosphere. Annual Meeting of Japan Society for
Bioscience, Biotechnology, and Agrochemistry. Mar. 22-26, 2012, Kyoto)
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(2) JKEF HEZ - IEIT W2 - Ay WIAR - pELAR FE - GO HERE OV IR B Methylobacterium IBMIE O 5 & &

DR . HARRZE RS KRE, 58 3 H 22-26 H , 2012, (Mizuno, T., Iguchi H., Tani, A., Yurimoto, H. and
Sakai, S.: Distribution and characterization of Methylobacterium spp. on perilla leaves and seeds. Annual meeting
of the Japanese Society for Bioscience, Biotechnology, and Agrochemistry. Mar. 22-26, 2012, Kyoto)

(3) HMC HW - =JF suw] - 4% WIE - & fRORER - A Al - B =2 - Wl BT - e K — 0 A b a— TR

4) %

Methylobacterium extorquens DL 7 T — ARG A & 7 — VAREHIZ BT B voxF OFEREMRNT . H AR LA
SR%, HUEB, 3 H 22-26 H |, 2012. (Tashiro, S., Mitsui, R., Tani, A., Sasa, K., Iwama, T., Hayakawa T., Nakagawa,
T. and Kawai, K.: Functional analysis of the xoxF' gene in the methanol metabolism depending on the rare-earth
in the methylotrophic bacteria Methylobacterium extorquens. Annual meeting of the Japanese Society for
Bioscience, Biotechnology, and Agrochemistry. Mar. 22-26, 2012, Kyoto)

WL MBEORR D F AFITHET B XY ) - VEALER OMEN Z (4 77 ) ER L i EAEFRERN RO
fENT . AARBZE(FAS KRS, 5, 3 H 22-26 H |, 2012. (Tani, A.: Library and plant-growth promotion effect of
methylotrophic bacteria collected from variety of barley. Annual meeting of the Japanese Society for Bioscience,
Biotechnology, and Agrochemistry. Mar. 22-26, 2012, Kyoto)

(5) XTHE - T-28 HOKER - MK AEH - 85K BL  HMoB Y /7 4 FICR W28 N5 < 4 F A8 RNA 7 £ )V A BERD

Fl. HARWYREY SRS, fEh, 3 4 28-30 H, 2012. (Kondo, H., Chiba, S., Umebayashi, E. and Suzuki, N.:
Negative-stranded RNA virus-like sequences found in plant genomic DNAs. The Annual Meeting of the Japanese
Phytopathological Society. Mar. 28-30, 2012, Fukuoka)

(6) HIH it - Sun Liying - T3 HKER - A 1504 - BESHAHIMKIBERIZ L 204 Ry 4V A p29 HHE DO ZHRBETE~

DB, HAMYWKRHESAEKS, MR, 3 42830 H, 2012. (Tanaka, T, Sun, L., Chiba, S. and Suzuki, N.:
Effects of glycosylation mutations on multifunctionality of p29 encoded by the prototype hypovirus CHV1-EP713.
The Annual Meeting of the Japanese Phytopathological Society. Mar. 28-30, 2012, Fukuoka)

(7) HE B NARIANAERAL IV T IANADREN e T5A4F Iy 7 BB, 831 MEILHE#EIF— A 58

(8) #k

19 H, 2012. (Tanaka,T .: Dynamic interplay between a hypovirus and a mycoreovirus. The 31" Okyama Regional
Phytopathology Meeting. May.10, 2012, Kurashiki)

AT A T AV 2 OWAREAT T & EHPH O BSOS, # 31 B ILHE L I - —, B8 5 19
H, 2012. ( Lin, Y.-H.: Characterization of novel mycoviruses and development of a method for their host range
determination. The 31"™ Okyama Regional Phytopathology Meeting. May.10, 2012, Kurashiki)

(9) Ana Eusebio-Cope. and Suzuki, N.: Mycoreovirus 1 variants are prone to genome rearrangements in a dcl2 deletion

mutant of the chestnut blight fungus, Cryphonectria parasitica. 27™ Annual Meeting of the Chugoku/Shikoku
Regional Virology Society. Jun. 23-24, 2012, Yonago.

10 M M AR EBIA A RIA VAL ERE p29 DL F 7 A IVAF ) AT HEERE. 4 27 [\ v E Y E

AV ARSES, KT, 6 H 2324 H, 2012. (Tanaka, T. and Suzuki, N.: Induction of mycoreovirus genome
rearrangements by a hypovirus multifunctional protein p29. The 27" Annual Meeting of the Chugoku/Shikoku
Regional Virology Society. Jun. 23-24, Yonago)

1) PR FRL - AR M - LR A - BFRLIL ] - K (R BRE - (A R (R0 - PR - i S vy o

NA VIEERTLIADSRWZENS 2HY 4 VAOMBEBIT & 87 BoRE . HAMYHIERE,

RIS, B, 9 H 13-14 H, 2012. (Hiraguri, A., Ueki, S., Kondo, H., Nomiyama, T., Ichiki-Uehara, T., Sasaki, N.,
Nyunoya, H. and Sasaya, T.: Identification of cell-to-cell movement proteins of two viruses from big-vein disease of
lettuce. Kntou Division Meeting of the Japanese Phytopathological Society. Sep.13-14 , 2012, Tokyo)

12 #BAREBL: 74 NVAVSEVE  H B WI A VA, HOSFOMERETIANA. AHEDL 7 A VA, My

TR NEANL IR B A EHE 2~ # —, 7 H 14-15 H, 2012. (Suzuki, N. : Diverse viruses: cryptic viruses,
guardian viruses for plants. The 11™ Virus Michinoku Summer School. Sendai Medical Center, Jul. 14-15, 2012,
Sendai)

W #wAREBI A avAVRETry A 0ay bu—)b. FEYERGERIREGE S, #E, 8 H 30 H -9 H 1 H, 2012. (Suzuki,

N.: Mycoviruses and Virocontrol. The 47™ PSJ Plant-Microbe Interactions Symposium. Aug .30-Sep.1, 2012, Shiga)

(14) Lin, Y.-H., Chiba, S., Kondo, H., A, Kanematsu, S. and Suzuki, N.: Effects of defective-interfering RNA on symptom

induction and replication of a novel partitivirus determined in a heterologous fungal host. 60™ Annual Meeting of
the Japanese Society for Virology. Nov.13-15, 2012, Osaka.

15 VIR FH - T3 HOREB - 83K 554 0 A F A RNA 7 A WV ZADOWEANDEGDOTRENE. 45 60 M7 4 VA ¥R

EWES I vFa—T R (KIKEBS&#EY), 11 A 13-156 H, 2012. (Kondo, H., Chiba, S. and Suzuki,
N.: Evidence for negative-strand RNA virus infection in fungi. 60" Annual Meeting of the Japanese Society for
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Virology.Nov.13-15, 2012, Osaka)

HEY - R EAEH 7 Vv — 7 (Group of Plant-Insect Interactions)

(1) Galis, 1.: Transcriptional regulation of defense against herbivores in wild tobacco species Nicotiana attenuata.
Workshop “Jasmonate Signaling and Plant Defense against Insect Herbivores”. Feb. 24, 2012, Kurashiki.

(2) BHET : EANZ X B2 REREE@MBFICH T 5 RBHOEWE RN RITTHEICO W T . EIERE T 8 v = 1 [
EENGEY v 7 —ENFFE S R ESER S B, 3 A 5-7 H, 2012. (Sonoda, S.: Effects of mowing on insect
diversity in peach orchards. Mar. 5-7, 2012, Fukuyama)

(3) Galis, I.: New insights into regulation of jasmonate mediated defense responses against herbivores in tobacco plants. 4™
Plant Stress Science Symposium. Mar. 8-9, 2012, Kurashiki.

(4) WHER - =W 1E-% FE: 3FT0FKEL A0S FAKPMEICEDSF NI AF Y A VOT I ) BRER
DML - HA, WEL ¥ A RMORK - . HAREFAZE 37T HARZ, W1l 3 A 14-16 H , 2012. (Sonoda, S.
Miyata, T. and Shi, X.: Frequencies of amino acid mutations in the sodium channel of the diamondback moth in
China, Thailand and Japan. Mar. 14-16, 2012, Okayama)

(5) B SR : B dHHEHUTE RS O AT & 518 OREIZ DWW T . AR E S APV E o Gt &, Bt 3 A 16
H , 2012. (Sonoda, S.: Insecticide resistance mechanisms and management. Mar. 16, 2012, Tokyo)

(6) Galis, I., Oh, Y. and Baldwin, I.T.: Transcriptional regulation of plant defenses against herbivores. 53" Annual Meeting of
the Japanese Society of Plant Physiologists. Mar. 16-18, 2012, Kyoto.

(7) BEHETW - DEET - WPAEH 2 - SREL - BAKER - HARMS . BRYEERYREEZ vz l/RIZ B0
577 ¥ = OMMEROHEE . 66 M HARHBWRERERZRNE, SR, 3 H 2729 H, 2012. (Sonoda, S.,
Kohara, Y., Sigingerile, Toyoshima, S., Kishimoto, H. and Hinomoto, N.: Phytoseiid mite species composition in
Japanese peach orchards estimated using quantitative sequencing. Mar. 27-29, 2012, Nara)

(8) WILH: - PHEEECHE - AIE AR - SEIRHEE - FHER: IS IFA 07 HFITOGHE L A0 FRRGUTE RS
22T (D). 456 M HASH B R AE RS, SR, 3 H 2729 H | 2012. (Bao, W. X,, Ito, M., Murai, T,
Narai, Y. and Sonoda, S.: Pyrethroid resistance mechanisms of the melom thrips, Thrips palmi. Mar. 27-29, 2012,
Nara)

(9) WIH - PHEEBCHE - AP PR - BRI - HHER: IFIFM a7 Iy L A0S FREHEICED S
F YT AF X RIVOEFRITONT P 24 AR HAISH B R i S E SR - HARR BUA i E SR A F
B4 WL, 10 A 12 H , 2012. (Bao, W. X, Ito, M., Murai, T., Narai, Y. and Sonoda, S.: Amino acid mutation in the
sodium channel involving in pyrethroid resistance of the melom thrips, Thrips palmai. Oct. 12, 2012, Okayama)

(10) HET : I F T ORBANIK§ 2P0 X ORISR . BT LN R EREM R > 7 — Rl 3
F —, R 10 H 22 H , 2012. (Sonoda, S.: Resistance and adaptation mechanisms against insecticide in the
diamondback moth. Oct. 22, 2012, Kumamoto)

1) FEHET : HERIRRE R OBEHNPBTE A A = X 2 RETRAR B R SERNTE & >~ & — HOPT i B S P B A5 S B 36 (B
SE o BB B 9 0o IPM H Al ), 3, 10 A 24-26 H |, 2012. (Sonoda, S.: Insecticide resistance mechanisms of
important pests. Oct. 24-26, 2012, Tsu)

12 RHEW: IFFO LV AuA FABEYWE . NIAS ¥ Y RO ARZA M AR RO E LB RIIZED®H Y J7 - 45 5 [l
FemF UM EORER, B, 11 A 15 H , 2012. (Sonoda, S.: Pyrethroid resistance of the diamondback
moth. Nov. 15, 2012, Tokyo)

BIzEEL1=v b (Genetic Resources Unit)
77 LERMEZ )V — T (Group of Genome Diversity)

(1) BRI - A2 - SR 2 - IAARKE /MRS 4 o+ & TR IRIREE Qsdl oFlE . HARBRES SIS . 7
3 H 29-30 H , 2012. (Sato, K., Takeda, K., Kanamori, H., Matsumoto, T. and Komatsuda, T.: Identification of grain
dormancy QsdI in barley. Annual Meeting of Japanese Society of Breeding, March 29-30, 2012, Utsunomiya)

(2) Iehisa, M. Shimizu, A., Sato, K., Nasuda, S. and Takumi, S.: Large scale analysis of mRNAs from seedling leaves and SNP
detection in Aegilops tauscit. Annual Meeting of Japanese Society of Breeding, March 29-30, 2012, Utsunomiya.

(3) FFFak - HpRZ - KERUL : TENWNA V% VBT AARFSRA A LA X054 . BARFHS RIS . T,
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<

)

3 H 29-30 H , 2012. (Ishii, M., Tanaka, H. and Sato, K.: Distribution of irregurale row type in Azerbaijan. Annual
Meeting of Japanese Society of Breeding, March 29-30, 2012, Utsunomiya)

PERERUL - JCHHIM @ cDNAfF#ITIC X 24 4 2 F 57 ) A HMA DNA ¥ — 7 —OB% . HAFHY R #HS . 56,
9 H 14-15 H , 2012. (Sato, K., and Motoi, Y.: Development of DNA markers for barley genome breeding by cDNA
analysis. Annual Meeting of Japanese Society of Breeding, September 14-15, 2012, Kyoto)

PERERVL - JCHHI © cDNA f#NTIC X 24 4 2 F 7 ) 2 FMA DNA ¥ — 7 —OB% . HAFM YRS . 56,
9 H 14-15 H , 2012. (Sato, K., and Motoi, Y.: Development of DNA markers for barley genome breeding by cDNA
analysis. Annual Meeting of Japanese Society of Breeding, September 14-15, 2012, Kyoto)

WA - BEFHEWL - BB - EERE - T A LA FO TV I =9 AP ES OB DARBFHEFSERS . 5
#8,9 H 14-15 H , 2012. (Saisho, D., Fujii, M., Ma, J.F. and Sato, K.: Evolutionary process of aluminium tolerance
acquisition in barley. Annual Meeting of Japanese Society of Breeding, September 14-15, 2012, Kyoto)

RS - EFMZ - BMARRE - Lundqvist Udda + fEREFI L - —FFE L H - Jobling A. Stephen « R E : + % A
FHETBEGT k2 DRI vaFhru—=r 7 ARBEHEFSHERS . 545, 9 H 14-15 0, 2012. (Yuo, T,
Kanamori, H., Matsumoto, T., Lundqvist, U., Sato, K., Ichii, M., Jobling, A.S. and Taketa, S.: Positional cloning of a
short awn gene lks2 in barley. Annual Meeting of Japanese Society of Breeding, September 14-15, 2012, Kyoto)

TREPAR i - i A S S - TR AT - 22 S M - FH 09 & - ARZELH ] °F - RNA-seq #:12 & % —HR 2 A FITBUF 5 SNP IR
A6, 9 H 14-15 H , 2012. (Mizuno, N., Shimizu, A., Sato, K., Takumi, S., Nitta, M., and Nasuda, S.: Detection of
SNPs by RNA-seq method in Einkorn wheat. Annual Meeting of Japanese Society of Breeding, September 14-15,
2012, Kyoto)

EERIL © A4 2 X7 7 LB OBE . A XH5Es . 2 <1E, 11 H 28-29 H (Sato, K.: Outline of barley genome
sequence. Triticeae meeting, November 28-29, 2012, Tsukuba)

BB IEFEREEANT 77V — 7 (Group of Genetic Resources and Functions)

(1)

(7)

KAEF - FiIHEE - 32F D7 7K 4 FREOFZEEGHKICE S35 anthocyanin synthase (ANS) B FIZDWT.
FI21 B O AFHEESHEHRS, 4=, 3 A 29-30 H , 2012. (Himi, E. and Maekawa, M.: Characterization of
anthocyanidin synthase (ANS) gene related with flavonoid biosynthesis in wheat. The 121" meeting of Japanese
Society of Breeding. March 29-30, 2012, Utsunomiya)

R - KHERE - &FEZ - AR - R E 4o A FEESIEF Nud B4 600 kbp OELYI K OSHAT#RAEIC
B % Nud K E 07 OfNT, HAFMAEE 121 MEE S, 785, 3 H 29 H |, 2012. HRESAFZE 14001 1) p.119.
(Yuo, T., Sato, T., Kanamori, H., Matsumoto, T. and Taketa, S.: Analysis of 600 kb-contig sequence spanning the
barley Nud locus and nud homologs from allied species. The 121™ meeting of Japanese Society of Breeding. March
29, 2012, Utsunomiya)

BH AT - HWEAT - MHECR)Y - H B D BSMV-VIGS 12 X % 4 & F Nud {1 O FBUNH] & 5z ik o 21k
HABEZAE 121 BFEEE , 8%, 3 A 30 H, 2012. BAEAMFZE 14( 50 1) p.191. (Kakeda, K. Seigai, M.,
Matsuda, A. and Taketa S.: Silencing of the barley Nud gene by BSMV-VICS and alternations in the covered/naked
caryopsis phenotype. The 121™ meeting of Japanese Society of Breeding. March 30, 2012, Utsunomiya)

RAET - RHE - §illEE A AF0OT707 v b7 =Y VRRBRERR (ant BRERK) 2#FIH L7
Pl A 3 A ARIR A BT TS DO W T o 122 M H AR K<, 5000, 9 A 14-16 H |, 2012, (Himi,
E., Taketa, S. and Maekawa, M.: Influence of the grain color on grain dormancy in barley proanthocyanidin-free
mutants (ant mutants). The 122™ meeting of Japanese Society of Breeding. September 14, 2012, Kyoto)

I EEE - KER - SRS - IKHE - —Ag - WES - k= 77F8) 72/ — VBAILEE S (PPO) #E(x
F @ 6bp HARIZLLR & Z OB AT, 55 122 I H ARF AL GES, 508, 9 7 14-15 H, 2012. (Inoue, T,
Ohta, T., You, T., Taketa, S., Ichitani, K., Kawase, M. and Fukunaga, K.: 6 bp insert variation of polyphenol oxidase
(PPO) gene in foxtail millet and its geographical distribution. The 122™ meeting of Japanese Society of Breeding.
September 15, 2012, Kyoto)

Wil G30t - /ML - MARE - Lundquist, U. - AEBEFIR - —HFE LI - Jobling, SA. - IREIF © 4 A FHEEH(R
Flks2 DRY v aFvru—=r7. 5122 W HAFMEZAS#E S, 5068, 9 14-16 H, 2012, (Yuo, T,
Kanamori, H., Matsumoto, T., Ludqvist, U., Sato, K., Ichii, M., Jobling, S., Taketa, S.: Positional cloning of a short
awn gene lks2 in barley. The 122" meeting of Japanese Society of Breeding. September 15, 2012, Kyoto)

Himi, E.: Influence of the grain color on grain dormancy in wheat and barley. IPSR-Kenya Day, Kurashiki, October 19,
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2012, Kurashiki

(8) VA 5y - KWL T I CTUHD LA 70T LA ~KED SRHTE T~. Agilent ¥4 7 17 L 4 Jlg o b
A4 7u7 LA EBRORE (2), A%, 11 H 30 H, 2012. (Nishimura, H. and Himi, E.: Beginning microarray
experiments in IPSR ~From request to analysis~. Agilent microarray Workshop, November 30, 2012, Kurashiki)

(9) JKAFEF - RHE  [KIROE AR I AFIIHRE DD ? ~F 4 A F ant BRERKEZFA L -EBRET NV~
55 17 MIBEFEFIITESY, JUMIAREESERTZE X > & — itk - ARURARZEIA (Bifk), MRS T, 12 H 18 H,
2012. (Himi, E. and Taketa, S.: Could we breed white grain wheat with strong dormancy? From trial experiments
using barley ant mutants. The 17" dormancy research meeting, December 18, 2012, Chikugo)

A 7 Vv — 7 (Group of Wild Plant Science)

(1) W o KB RS R A B B AR5 2 o SR & FE TR O L REMER AL & 57 . 526 M= v &
A MBI —2 v ay 7 il HEokELZDE LT, K, 1 A 7H, 2012, (Yamashita, J.: Species
diversity of the vascular plants in the Botanical Gardens of Osaka City University, and its conservasion-biological
importance. The 26™ Nissay Foundation work shop, January 7, 2012, Osaka)

(2) IUF K - BRI T - REAR TAUSE - KRBTSR EA I m A B IS B 2 7 0 T ~ @k L BifE~ . HAM
WEEAE B MAkE, DX, 4 H 4-5 H, 2012. (Yamashita, J., Okazaki, J. and Uematsu, C.: Weed flora of the
Botanical Gardens of Osaka City University ~ change of species constitution during the last 50 years ~ . The 51"
Annual Meeting of Weed Science Society of Japan, April 4-5, 2012, Tsukuba)

4 LBREI=y b (Applied Genomics Unit)
TERERE 5> T#MT 77V — 7 (Group of Nuclear Genomics)

(1) RBGEZ - INARA - RS - A HEE - B ARNSRN e 2 b Yo f FREEBERBE~NOFMH~H#EH & LT
DR~ . HABEYFRE 84 M R%, WM™, 9 H 2426 H |, 2012. (Nagaki, K., Yamamoto, M., Yamaji, N.,
Mukai, Y. and Murata, M.: Utilization of CENH3 for chromosome observation in Allzum species. Annual meeting of
Genetics Society of Japan, September 24-26, 2012, Fukuoka)

(2) ATHFE - SEHVE - BARR - RBGEF : 204 X+ A F BT HEFRKOFRE T/ 2%EN . HEREEYS
84 M K%, M, 9 H 24-26 H , 2012. (Murata, M., Shibata, F., Fujimoto, S. and Nagaki, K.: Induction of
chromosomal rearrangements and genome stability in Arabidopsis. Annual meeting of Genetics Society of Japan,
September 24-26, 2012, Fukuoka)

(3) RiEZ - I EA - A HE kBl o720 OMBRRERGEDO R . REARFR% 63 HES, W, 10
H 5-7 H, 2012. (Nagaki, K., Yamaji, N. and Murata, M.: Development of an immunohistochemical method for
chromosome observation. Annual meeting of Chromosome Society of Japan, October 5-7, 2012, Asahikawa)

(4) RWEZ - MBS - AHE @ &< 5 R 2 AR W 7R E S X 5 0 R 0 3 IRTTIENT . N A A A
A= 2T 4T HIT 427 A2012, fFHi, 11 A 1-2 H, 2012. (Nagaki, K., Yamaji, N. and Murata, M.: 3D
analysis of onion cell divisions by an immunohistochemical method. Bio-imaging informatics 2012, November 1-2,
2012, Kobe)

7 Wi 7 v —7 (Group of Genome Regulation)

(1) AP 3 5 FI2BT 5 LEC2 Halt{n+ O Fe BT 54 16 IMAEFE w782, 2, 1 A 26 H — 27 H, 2012. (Rikiishi,
K.: Expression analysis of LEC2 like gene in wheat. The 16th meeting of a Society of Pre-Harvest Sprouting.
January 26-27, 2012, Memanbetsu)

(2) Jramnge - HAREA EIBSEESE I o VR Uy Al 9 16 MIBEFE I AIZE S, i, 1 H 26 H — 27 H, 2012, (Rikiishi,
K. and Yoshimura, Y. Report of the 12™ International Symposium on Pre-Harvest Sprouting in Cereals. The 16th
meeting of a Society of Pre-Harvest Sprouting. January 26-27, 2012, Memanbetsu)

(3) OKRZET il Tt & i TIRIREE OB~ 4 + A F D ant ZRERMEZFIH L CT~. & 16 MFERFENITE4, LKl

1 H 26-27 H, 2012. (Himi, E.: Relationship between grain color and grain dormancy —using barley ant mutants -.
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The 16™ meeting of a Society of Pre-Harvest Sprouting. January 26-27, 2012, Memanbetsu)

T SC— - B BT A AR AR 2 ) 7 A VA X O AL OFNT & SAMS K UF ABC transporter Jij i =
TF O L DOBHIZOWT . HAMYAEAERFES, 546, 3 A 16-18 H , 2012. (Ezaki, B., and Higashi, A.:
Characterization of Al tolerance in Andropogon virginicus L. and functional evaluation of SAMS gene and ABC
transporter like gene in Al stress. Annual Meeting of the Japanese Society of Plant Physiologists, March 16-18,
2012, Kyoto)

M- L SC— 0 77 ¥ B 7Y X AIGST11 BARFOFH - IWE DL 4 DORGHE K F O . H
AR EB S SES, B, 3 H 16 - 18 H |, 2012. (Kouno, T. and Ezaki, B.: Isolation and characterization of
transcription factors involved in gene-response mechanisms in Arabidopsis thaliana AtGSTI11 gene. Annual
Meeting of the Japanese Society of Plant Physiologists, March 16-18, 2012, Kyoto)

Sasano, S., Shibasaka, M., Utsugi, S. and Katsuhara, M.: Molecular basis of water transport in Barley : The 3rd Type of
PIP Aquaporins. 55 53 [0 H 4K A B2 4R 4% ) RUARMESE RS, 3 H 16 — 18 H , 2012 (Sasano, S., Shibasaka,
M., Utsugi, S. and Katsuhara, M.: Molecular basis of water transport in Barley : The 3rd Type of PIP Aquaporins.
Annual Meeting of the Japanese Society of Plant Physiologists, March 16-18, 2012, Kyoto.)

RRIEF-FIIHEE : 3 AF D7 FK 4 FRBEEKIZESG T % anthocyanidin synthase (ANS) BIZFIZDWT.
8 121 Inl H A Bl &, F#0E, 3 H 29-30 H, 2012. (Himi, E. and Maekawa, M.: Characterization of
anthocyanidin synthase (ANS) gene related with flavonoid biosynthesis in wheat. 121st Meeting of the Japanese
Society of Breeding. March 29-30, 2012, Utsunomiya)

Gichuhi, E. - KT - #iJIIHEE : Characterization and genotyping of LIA rice line derived from the cross between
MwM, an African wild species and T-65. £ 121 [l H AF M ARG S, T8, 3 4 29-30 H, 2012.

HiJIPHERS - 5 A - Ruihong, C. « REPZSHE T - BREF 1 BAERAEIZF TAWL @ nDart1 3 ARBEIZ B 1T
HULERIN. % 121 M HAFM- RS, 780, 3 H 29-30 H, 2012. (Maekawa, M., Yoshida A., Ruihong
C., Yasuno N. and Kyozuka J.: Increase yield in NIL carrying nDart1-inserted TAW1 with unknown function. 121*
Meeting of the Japanese Society of Breeding. March 29-30, 2012, Utsunomiya)

KRET I AFXFOM RIS T2 8ETH OB L BT, 8109 Bl —BAt 3N B AL KRFEE S LiRE
MM A#4S, HEl, 6 H 16 H, 2012. (Himi, E.: Characterization of genes involving in wheat grain color. 109"
Meeting of the Ofu-Kai for the Promotion of Education and Culture at Japan Women's University. June 16, 2012,
Tokyo)

VLG SC— « 3 B - Kottapalli, J.: A AFHEFAREY X ) 7 > AV 5 ¥ O R AL ERERE O T . H AR TR 2
OB, 9H 4-7H,2012. (Ezaki, B., Higashi, A. and Kottapalli, J.: Al tolerance mechanisms in a poaceae
wild plant, Andropogon. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition, September
4-7,2012, Tottori)

KRRZET - RHE - §iIlIEE - A+ AFX0707 v M7 =9 VRRBIRERR (ot BRERMEK) 2FH LM
F D FIRIRIC TS REICOWT, 122 M HARFME AWM S, 5068 9/ 14-156 H, 2012, (Himi,
E., Takata, S. and Maekawa, M.: Influence of the grain color on grain dormancy in barley proanthocyanidin-free
mutants (ant mutants). 122nd Meeting of the Japanese Society of Breeding. September 14-15, 2012, Kyoto)

Gichuhi, E., Himi, E., Takahashi, H. and Maekawa, M.: Identification of QTLs underlying important agronomic traits for
low input adaptability in LIA-1, derived from a cross between Oryza longistaminata and T-65. £ 122 Al H AF
Misf s, 58, 9 J 14-15 H, 2012

Vars 5 - KT - RS - R —K - JiIHEE : a3 eh ) nDartl-0 % 754 Y OFK. %122 M HARE
TR AWE S, B 9 H 14-15 H, 2012. (Nishimura, H., Himi, E., Tida, S., Tsugane, K. and Maekawa, M.:
Development of nDartI-0 line in Koshihikari. 122™ Meeting of the Japanese Society of Breeding. September 14-
15, 2012, Kyoto)

MR — I - BRAZal - SRS T - ARARSCHE - ACHE - BiIHES - A ANAEYEDNA + 7 Y ARV Y nDart DY Y =
AT A 7 RERIETEORIE. 5 122 M HAF A SWE S, 508, 9 1 14-15 H, 2012. (Tsugane K., Eun C.,
Takagi K., Tsugane M., lida S. and Maekawa, M.: [Activation and epigenetic regulation of DNA transposon nDart1
in rice. 122" Meeting of the Japanese Society of Breeding. September 14-15, 2012, Kyoto)

Gichuhi, E.: QTL analysis for important characters in LIA rice and utilization of LIA rice characters in Basmati rice.
IPSR-Kenya Day, Kurashiki, Oct. 19, 2012.

Himi, E.: Influence of the grain color on grain dormancy in wheat and barley. IPSR-Kenya Day, October 19, 2012,
Kurashiki

VO A - KA ST RIECUhoO b~ A4 787 LA ~RE> SN E T~ Agilent ¥4 7 07 L A ok

36



fse~4 a7 LA EBOREE (2), A%, 11 H 30 H, 2012. (Nishimura, H., and Himi, E.: How to start a
microarray analysis in the IPSR. -from application to analysis- Development of Agilent microarray system and view
of the micro array experiments. November 30, 2012, Kurashiki)

19 JLFC— - W/ BT - SEEL - AN 15 - Kottapalli, J. £ 28 A V7 ViY@ Al T ERERE & T B o
SAMS. ABC-transporter 1z O AT T IHIEE 2 S BT 3R RS A R Ok, A%, 1236 - 7TH,
2012. (Ezaki, B., Higashi, A., Takahashi, K., Nishiuchi, T. and Kottapalli, J.: Tolerance mechanisms and functional
evaluation of SAMS gene and ABC transporter gene for Al stress in Andropogon, December 6-8, 2012, Kurashiki,)
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MEBRFER L2V RY Y L5
(List of Symposium Superintended by the Member of Institute)

International Plant and Animal Genome XIX
Barley Workshop

January 14, 2012
Town & Country Hotel, San Diego, USA
Organizers: Alan H. Schulman (MTT & University of Helsinki), Kazuhiro Sato (Okayama University)

1. A physical map of the barley genome - hub for gene isolation, genome diversity analysis and genome sequencing
Nils Stein (Leibniz Institute of Plant Genetics and Crop Plant Research (IPK); I.B.S.C. International Barley
Sequencing Consortium)
2. Sequences of 14,600 Gene-Bearing Minimal Tiling Path BACs of Morex Barley
Stefano Lonardi (University of California — Riverside)
3. Frequency and pattern of structural variation in the cultivated and non-cultivated gene-pool of barley as revealed by
Comparative Genomic Hybridization
Maria Munoz-Amatriain (University of Minnesota)
4. Genome-wide transcript profiling of barley »a»$ in response to powdery mildew
Roger Wise (USDA-ARS / Iowa State University)
5. Cell-wall based host-and nonhost resistance of barley against powdery mildew
Dimitar Douchkov (Leibniz Inst. of Plant Genetics and Crop Plant Res)
6. Identification of grain dormancy @sd from wild barley
Kazuhiro Sato (Okayama University)

HEFE FEFFERSE T -7 v a vy T
— G F LX) Y — 2O F5 Pk -

H# :Fi244E1 31 H
Wi« R RS AR R = 22
F—=HF A= AL (R - KEYF)

1. Ao LFE oY 27 MoV T
MR BER (RZEAYEIRWIFERT)
2. B LA FHE IO Y 27 MZonT
MR EW® (TEREZERT)
3. ALFWIE L A F A FWFEDIE) v — R
TR OHHE (TR REES)
4. F F AFWGE L ) Y — GO Tk
g FUA  (RILR IR LA SERT)

Workshop supported by Joint Usage/Research Center
- Direction of resource maintenance in barley -

January 31, 2012
IPSR, Okayama University
Organizer: Kazuhiro Sato (IPSR, Okayama University)

1. Triticeae projects at National Institute of Agrobiological Sciences (NIAS)
T. Komatsuda (NIAS)

2. Triticeae projects at National Agriculture and Food Research Organization (NARO)
T. Yanagisawa (Institute of Crop Science, NARO)
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3. Joint resources between wheat research and barley research
S. Takumi (Faculty of Agriculture, Kobe University)
4. Barley research and the direction of resource maintenance
K. Sato (Institute of Plant Science and Resources, Okayama University)

Workshop supported by Joint Usage/Research Center
- Jasmonate signaling and plant defense against insect herbivores -

February 24, 2012
TIPSR, Okayama University

Organizers: Ivan Galis (IPSR, Okayama University)

1. Herbivore-induced plant volatiles drive ecological interaction networks
Junji Takabayashi (Kyoto Univ.)
. Genetic engineering and ecology of indirect plant defenses
Gen-Ichiro Arimura (Kyoto Univ.)
3. Interaction among lima beans, spider mites and predatory mites via plant volatiles
Rika Ozawa (Kyoto Univ.)

[\

[

Ivan Galis (IPSR, Okayama Univ.)
5. Jasmonate-induced nicotine biosynthesis in tobacco
Tsubasa Shoji (NAIST)

6. Jasmonoyl isoleucine as a mobile signal to induce systemic wound response in tobacco and tomato

Hideyuki Matsuura (Hokkaido Univ.)

7. Plant-plant interaction mediated by ecological volatiles
Kenji Matsui (Yamaguchi Univ.)

8. Final remarks, discussion

WA IR RRE T =7 23y T
— WHA KR IS OB T T -

HfE P 2442 A 27 H
AT WK S & IR AR R 2200 FE

A=A F = WAES (WK - fEY)

1. BSRRIC X BB R L X D
ANEF R (RNLERS: B AR e R A iff 283k >~ 4 —)

2. 311 WHAKERINS X 5= RN RSO ICIRDL & BH S0t e
AKEF FRIT CEr3s UGB b 7y I B B Iy et SR L)

3. WERICBITHRHAREI D REFENDOFE L IR RFEEIN - PSR O G A

K BAE (1 B W ATBUR AR B )
4. REBCHI L7z (i) BN
e EE GRIERZERZR)
5. WOt WP & kR ORE
ke () BREREBARITTERT)
6. T+ LFEHNIIEKED IR
ek AUR (B IIOR A IR B A JE T )
7. fEBRHERIC BT 2 B TR AR & SR o
W (R R SRR L 2B FETT)

. Transcriptional regulation of defense against herbivores in wild tobacco species Nicotiana attenuata
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Workshop supported by Joint Usage/Research Center
- Towards recovery of suffered farmland from the Tohoku Earthquake -

February 27, 2012
TIPSR, Okayama University
Organizer: Yoko Yamamoto (IPSR, Okayama University)

1. Environmental pollution and effects of radioactivity
T. Ono (Advanced Science Research Center, Okayama University)
2. Damage situation of agriculture by 3.11 Tohoku Earthquake in Miyagi prefecture and reconstruction support
K. Nagano (Miayagi Prefectural Government)
3. Effects on the agriculture in Fukushima prefecture by the Tohoku Earthquake and projects to support recovery and
rebuilding the regional agriculture
H. Ohta (Fukushima Prefectural Government)
4. The general situation of farmlands suffered by big Tsunami in Miyagi prefecture
M. Nansho (Graduate School of Agriculture, Tohoku Univestiy)
5. Caesium absorption feature and search for its transporters in plants
M. Yamagami (Institute for Environmental Science)
6. Overcoming salt water damage by barley
K. Sato (Institute of Plant Science and Resources, Okayama University)
7. Report of preliminary observation at litate-Fukuishima and future plans
J. Yamashita (Institute of Plant Science and Resources, Okayama University)

HREAH RS -2 Y ay T
— Agilent ¥4 7 a7 Lf oL~ 4 707 L { EBROREE -

HF P 2443 H 1 H
W« R R S E IR R F I JE T
F—=AF A= mARE (LK - YT

1. eArray 2 L72H A% 57 LA VER T B0 T
WA M (TYLY b Ty nY—#REH)
2. NRAILT VA ORI RERER - T 0 —T7 /) 7= a v EF— I R—2ADHKE —
Rl B— (BYbEEnrgerT)
3. JVEEBEOBEVWT LA F— 32852007 F0—F—H T ) VIR LT —FRITETOERL U k-
BA &% (BREAWEIREIZERT)
4 . Laser microdissection % I L 72T R~ A4 7 a7 L A f#T
e BN (AEXRY)
5. ¥4 707V A4 F—F@HY 7 b GeneSpring GX : T BLT-H 5 D7 — ¥ Jt 4
A A& (FI—=FVF UL FaI—KREH)

6. #EE

Workshop supported by Joint Usage/Research Center
- Development of Agilent microarray infrastructure and the prospects
of microarray experiments -

March 1, 2012,
TIPSR, Okayama University
Organizer: Daisuke Saisho (IPSR, Okayama University)
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1. Introduction of how to create a custom array using eArray platform
Y. Tsumoto (Agilent Technologies)

2. Information infrastructure for the design and analysis of custom arrays- Probe annotation and database integration -
K. Mochida (RIKEN)

3. Approach for obtaining more reliable microarray data- From sampling to data analysis -
Y. Nagamura (NIAS)

4. Tissue-specific microarray analysis using the Laser microdissection
H. Takahashi (Nagoya Univ.)

5. Introduction of microarray data analysis software GeneSpring GX: Exploration from the several tens of thousand genes:
Y. Takagi (TOMY DIGITAL BIOLOGY CO.,LTD.)

6. General Discussion

SERFUH SERBFZEME S~ R Y A
EAMBWA NV ARETEY YR YT A

HFE Pk 2443 A8H~9H
=Y G =3 8]
F—=HF A= K B ARG - K B - (IR - REAT)

3H8H
[(HE¥ 2 DL R - EEE ]
1. A A#EETHRBT— % N— 2 RiceXPro {4 & € D FI
By H% (RELEWEIRENZENT)
2. YUARXFRFOIEY 2 AT 4 v VERKREBETHNAT B 7 07T Vil
il et (MPRERL Bl KF RS
3. WY OBYEARSAT & N T etk
R EF (IR G IR R 0980T
4. BFEARUFETOEIN Y Y BOHED TR
mA B (REKRS)
5. WWHAOT =4 Ekfk ALMT OZF % Hie
xR ZFA7 (RILRFE MR IEFERT)
6. APLRABEIBILHMAENVEY Ay bT—2
Mr e ROTESERT)
7 . New insights into regulation of jasmonate-mediated defense responses against herbivores in tobacco plants.
Ivan Galis (B IR~ IR LA AF 72 7T)
8. BRENTEW RO W T ORMIBAMBIZE [DNA & Starch % #1112
B R (IR G IR R AR 72T

3H9H

[BEFmFFE s ]

9. FUuFtIZAILED I AT IVRZITIGE LR KO BB T
W BB (ERIGmREE RS k)

10. BERZEMTTEL I Y3 7 9Hk. 0 MATE B35k o A4 B fik
Ky —5 GTABKREE)

11, FERRO BT 2 Hfr 2 FIH L7z X b L R A o F 5
T B GELAEREESERTF)

12. v VR O MESERRAL & HARSLAE
L BA (BIUREE)

13. VU REZTHEEINLEHBHWIEDE T Y AR—F —
g B (REKY)

14, 04 XFXFIIBIT B FNEY 4OV AFRBYE R T O B2 T
(7] G o NS
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15. F 4 AFOEM S BRI G-9 5 85T FE Rmo2 DFENT
¥R (A R)

16. JCREWMKAETI O IS BRI 31 A H KEET o 18l
WwOOR GRIEKE)

17. ¥R CH SN ho72, I b3 Y 7 LRIV E » OB
I B 0L ERS)

18, BRBEMUZEMICH T 5 A4 A RREORIK
BE iz RN RE)

19. A FLFWHEEN S VAR —F —IE0H 7272 R
KE O FrEKEE)

Symposium supported by Joint Usage/Research Center
Forth Symposium on Plant Stress Science Research

March 8-9, 2012
Kurashiki Geibunkan
Organizer: Jian Feng Ma, Nubuhiro Suzuki, Wataru Sakamoto (IPSR, Okayama University)

March 8
[Plant Stress * Genetic Resources]
1. Construction and application of RiceXPro, a database of rice gene expression
Y. Nagamura (National Institute of Agrobiological Sciences)
2. Intragenic heterochromatin controls and epigenetic mutants in Arabidopsis.
H.Saze (Okinawa Institute of Science and Technology Graduate University)
3. Analyses of plant centromeres and artificial chromosomes.
K. Nagaki (IPSR, Okayama University)
4. Molecular insights in pyruvate transport across plastid envelope membrane
T. Furumoto (Hiroshima University)
5. Functional diversity of plant specific ALMT-type anion transporter.
T. Sasaki (IPSR, Okayama University)
6. Plant hormone network in response to stress
H. Nakashita (Tokyo Agricultural University)
7. New insights into regulation of jasmonate-mediated defense responses against herbivores in tobacco plants.
1. Galis (IPSR, Okayama University)
8. Molecular mechanism to regulate substances in the plant organelles (Examples of organellar DNA and starch)
R. Matsushima (IPSR, Okayama University)

March 9

[Jointed Research]

9. Proteomic analysis of the function of transporters responding to mineral deficiencies
Y. Fukao (Nara Institute of Science and Technology)

10. Physiological role of a MATE transporter in the nodules of Lotus japonicus under N-deficient condition
K. Yazaki (Kyoto University)

11. Chloroplast transformation technology and its practical use for generating stress-resitant plants
Toru Terachi (Kyoto Sangyo University)

12. Symbiosis of Mycorrhizae with the achlorophyllous monotropoid plant in Ericaceae
H. Kaminaka (Tottori University)

13. Analyses for phosphate-deficiency inducible transporters involved in organic acid exudation
J. Wasaki (Hiroshima Univ.)

14. Identification of host factors determining the symptoms induced by tobamoviruses in Arabidopsis thaliana
M. Nishiguchi (Ehime University)
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15. Analysis of Rmo2, a core locus conditioning the resistance of barley to various host-specific subgroups of Magnaporthe
oryzae
Gang-Su Hyon (Graduate School of Agricultural Sciences, Kobe University)
16. Function of the circadian clock in the regulation of the photoperiod-dependent responses of plant.
T. Mizoguchi (Tsukuba University)
17. Unique interactions between mitochondria and plant hormone actions highlighted by comprehensive transcripts
analyses.
H. Nakagawa (Hiroshima University)
18. Screening of rice transposon-tagged lines showing specific interaction to environmental microbes.
H. Takahara (Fac. Biores. Env. Sci., Ishikawa Prefectural University)
19. New aspect of nitrate transporter research in barley
K. Sueyoshi (Niigata University)

4l

PR 24 4B 1L KA B IR R AR SERT KB REIE 7 0 5 A
R © P24 45 7 26 T
S+ W22 BT
BIES ©  A VA — R AR 5 e it —

1. 9ANVADKHF ST W - JHET AV AZED I S L THY DT Z LR L ?
WA T (B LR E R AR AR FERT)

2. TANANVANAS I RICVDIA VA, B W IV R
@A Bk (IR EIFA A SERT)

Program of IPSR Open Lectures, Okayama University 2012

May 28, 2012, IPSR
Title: Virus -Mysterious Incomplete Creature-

1. Strategy of pirates: How pathogenic virus spread all over host plant?
S. Ueki (IPSR, Okayama University)

2. Diverse viruses: beneficial and cryptic ones.
N. Suzuki (IPSR, Okayama University)

International Seminar on the Development of Insecticide Resistance
and Its Management in the Diamondback Moth

August 27, 2012
Nagoya University
Organizers: Tadashi Miyata (Nagoya University), Toshiharu Tanaka (Nagoya University), Ken Miura (Nagoya University),
Shoji Sonoda (IPSR, Okayama University), Chieka Minakuchi (Nagoya University)

1. Current situation of insecticide resistance in the diamondback moth in Thailand
Suprada, S. and Somsak, S. (Pest Management Group, Office of Plant Protection Research and Development,
Department of Agriculture, Thailand)

2. The insecticide efficacy to field population of the diamondback moth in Thailand
Somsak, S. et al. (Pest Management Group, Office of Plant Protection Research and Development, Department of
Agriculture, Thailand)

3. The status and management of DBM resistance to insecticides in China
Gao, X.-W. (China Agricultural University, China)
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4. Genetic background evaluation: Sharp decline of insecticide resistance under heat stress in insecticide-resistant and
—susceptible Plutella xylostella
Zhang, L.-J. et al. (Fujian Agriculture and Forestry University, China)

5. Organophosphate resistance in the laboratory and field strains of the diamondback moth
Sonoda, S. (IPSR, Okayama University, Japan)

6. IPM for DBM —key tactical strategies for managing resistance in crucifer crop systems
Sivapragasam, A. et al. (CAB-SEA, Malaysia)

7. Preventing, Delaying, and Managing Resistance of Diamondback Moth: A Global Effort to Preserve Diamide Chemistry by
the International Insecticide Resistance Action Committee (IRAC)
Andaloro, J. T. et al. (DuPont Company, USA)

8. Management of the development of insecticide resistance in the diamondback moth based on mechanism of insecticide
resistance.
Miyata, T. et al. (Nagoya University, Japan)
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Workshop supported by Joint Usage/Research Center
- An Interactive Approach to Understanding Plant Hormones and Ion Transporters -

August 31, 2012
TIPSR, Okayama University
Organizers: Izumi C. Mori, Takayuki Sasaki (IPSR, Okayama University)

1. Wheat cell-free synthesis of membrane proteins for functional analysis
A. Nozawa (Cell-free Science and Technology Research Center, Ehime University)
2. Transport and regulation of root exudates involved in active uptake of sparingly available P
J. Wasaki (Graduate School of Biosphere Science, Hiroshima University)
3. Membrane transporters in nodules of Lotus japonicas
K. Takanashi (Research Institute for Sustainable Humanosphere, Kyoto University)
4. Comprehensive high-sensitivity analysis of plant hormones
Y. Zikumaru (Department of Biosciences, Teikyo University)
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5. Homonome of wheat seeds
T. Matsuura (Institute of Plant Science and Resources , Okayama University)
6. Regulation of plasma membrane proton pump activity in elongation
K. Takahashi (Graduate School of Science, Nagoya University)
7. Mechanism of plasma membrane ion channel regulation in guard cells
S. Munemasa (Graduate School of Environmental and Life Science, Okayama University)
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Workshop of 2012 Autumn Meeting, Japanese Society of Breeding

September 14, 2012, Kyoto Sangyo University
Current status and prospects for education in breeding science
Organizers: Kazuhiro Sato (Okayama University), Kiichi Fukui (Osaka University)

1. Textbook in the education of plant breeding
Y. Ukai (University of Tokyo)
2. Proposal from my experience in editing a book "Shokubutsu-Ikushugaku-Kakuron"
K. Hinata (Tohoku University)
3. Role of cytogenetics for plant breeding
H. Tsujimoto (Arid Research Center, Tottori University)
4. Problems and proposal from "Plant Genetics and Breeding"
Y. Mukai (Osaka Kyoiku University)
5. Proposal from 'Plant Molecular Breeding'
M. Suzuki (Hokkaido University)
Panel Discussion: Chairpersons : Kazuhiro Sato (Okayama University), Kiichi Fukui (Osaka University)
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The 54" Symposium of the Japanese Society of Breeding

September 14, 2012, Kyoto Sangyo University
Epimutagenesis and its application for next generation breeding
Organizers: Masahiko Maekawa (IPSR, Okatama Univ.), Akira Kanazawa (Grad. Sch. Agr., Hokkaido Univ.), Nobuhiro
Tsutsumi (Grad. Sch Agr. Life Sci., Univ. Tokyo)

1. Re-silencing of FIWA by RADM and possible application to NBT
T. Kinoshita (Nara Inst. Sci Tec.)
2. Manipulation of epigenome for crop breeding
Y. Habu (NIAS)
3. Engineering novel traits via epigenetic control for gene expression
A. Kanazawa and M. Kasai (Hokkaido Univ.)
4. Whole genome analysis for identification of gene expression changes in two Arabidopsis ecotypes and their reciprocal hybrids
H. Shiba (Ibaraki Univ.) et al.
5. New plant design techniques and its application in plant breeding
H. Ezura (Univ. Tsukuba)
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The Symposium of Plant Biomembranes

September 15, 2012
University of Hyogo, Himeji Shosha Campus
Theme: Calcium Signaling in Plants
Organizers: Izumi Mori (IPSR, Okayama Univ.), Yoshiyuki Murata (Env. Life Sci., Okayama Univ.)
Maki Katsuhara (IPSR, Okayama Univ.)

1. Light response and calcium signaling
A. Harada (Osaka Medical College)
2. Calcium signaling that regulates stomatal movements
S. Munemasa (Okayama University)
3. Mechanical stimulation and calcium signaling
T. Kaneko (Okayama University)
4. Calcium signaling in plants - Characean cells as an experimental model -
M. Kikuyama (Niigata University)
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6. BoiE

Workshop supported by Joint Usage/Research Center
- Development of Agilent microarray infrastructure and the prospects
of microarray experiments (2) -

November 30, 2012
IPSR, Okayama University
Organizer: Daisuke Saisho (IPSR, Okayama University)

1. Transcriptome analysis of non-model organisms: RNA-seq or microarray?
H. Bono (DBCLS)
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2. Development of genetic information infrastructure using NGS
J. Katayama (life technologies)
3. DNA microarray@ NGS era: Flexibility of custom-designed DNA microarray and Relationship between the microarray and
NGS
Y. Tsumoto (Agilent technologies)
4. Transcriptome analysis of silkworm
H. Tabunoki (Meiji Pharmaceutical Univ.)
5. DNA microarray inflastructure in IPSR: From request to analysis
H. Nishimura (IPSR, Okayama Univ.)
6. General Discussion
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JERAFZE ) 2 b (SR EFH

- JER TR R AT F3E)

(List of Joint Projects at the Joint Usage/ Research Center)

Wigeii 8 4 FrEt%E - #/F (Institution, Department) ‘ T % (Position) ‘ X % (Name)
(Corresponding staff) % (Subject title)
IR - SRR LR KEIEHE —
(Kyushu University, Faculty of Sciences, (Specially Appointed (Wada M_)‘
Department of Biology) Professor) A
BFEERDOGLE A b L RO 7250 OEH) - OB
(Relagionship of plastid differentiation with the movement and positioning for an escape from light
stress
EBARKS - AW EIERHEE B 2
(Shimane University, Faculty of Life and #3% (Professor) .
. : (Ishikawa, T.)
Environmental Science)
WA H Y uA X F XS APX BRIEE G2V F v 7 R 7 F VARERE O RAT

(Sakamoto, W.)

(Analysis of redox signal transduction using Arabidoposis APX mutant)

KBRS - REFBeBEAEm e Rt

(Osaka University, Graduate School of Science)

HEH I

(Associate Professor)

A EE
(Takagi, S.)

IRV RYT - BERARIYRAE O LI B O]

(Co-localization of mitochondria and chloroplasts and its physiological relevance to stresses in

Arabidopsis mesophyll cells)

TR MESER Y - A R
(Kyoto Sangyo University, Faculty of Life Science)

#% (Professor)

S i
(Terachi, T.)

B R O AR B R B 2 A L 722 b U AR O F

(Chloroplast transformation technology and its practical use for generating stress-resitant plants)

WA H-
wE R
(Sakamoto, W. and
Matsushima, R.)

BEURY: - B
(Tottori University, Faculty of Life Science)

dEH

(Associate Professor)

H gL
(Kaminaka, H.)

PR LA OISR 12 5 ) B LB - & R b L RIEE

(Factors and stress responses associated with symbiosis of Mycorrhizae with the achlorophyllous

monotropoid plant)

L R
(Hirayama, T.)

B RS - RFEBREREITZE R N = k=
(Graduate School of Fisheries Sciences, Hokkaido .ﬁﬁ& “.J: {”ﬂ
Universi (Associate Professor) (Mikami, K.)
niversity)
WEEICBIT DA b L AT TORMY ARV E ¥ O =T
(Plant hormone responses of seaweeds under environemtal stress conditions)
B RS - RFBEHAIZE R % ik Rt
(Hokkaido University, Fucalty of Science) (Assistant Professor) (Sato, T.)
W DORFEH Y 7 FIVHIBICBT 5T 73 Y Y BROVERERI
(Studies on Plant Nutrient Signaling Regulated by Abscisic Acid)
FR B VR A7 R - AR TR AR - 78 R s
(University of Shizuoka, Graduate School of ( Assistaf)tj i%o fessor) ’?Nqﬁwa%i)'i
Nutritional and Environmental Sciences) T
Ki¥po pH 2 b L 2SI 55
(Research on pH stress response in plant)
JUMRE: - KRB R AA ek A% Juli Bl

(Kyushu University, Faculty of Agriculture)

(Associate Professor)

(Maruyama, A.)

% BIL 25N O #ne b

(Functional differentiation of Plant EIL transcription factor)

WK - EURREERIER

(Okayama University, Faculty of Science)

Bh#

(Assistant Professor)

AU BRE
(Motose, H.)

RO NimA B F F — B0 2 b L 2SS & BRI BT 5 EEEEmAT
(Functional analysis of NimA-related protein kinases in stress response and morphogenesis)
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il ER -
A%

Jh R - R A TE R
(Hiroshima University, Graduate School of
Biosphare Science)

Bh#

(Assistant Professor)

B s
(Nakagawa, N.)

I b P TREERICE S, B Y 7P OVISEAE I BAE OiF7E

Eod T (Analysis of the effects of mitochondrial dysfunction on environmental stress responses)
(Hirayama, T. and Rl - BB RS e i ge
. - BOoBRRA w7 N 2 -
Mori, I.) (Okayama University, Research Core for ( Ass?)sjtﬁt (E’Fjo%z)ssor) (I?I%ﬁos}%% )
Interdisciplinary Sciences (RCIS)) o
NahG BT DBEWEH D55 A 71 = X 2
(Characterization of molecular mechanism of NahG side effect)
KIRER K - EEER 48] EHE BF
(Osaka Medical College, Faculty of Medicine) (Lecturer) (Harada, A.)
Ca?* Y 7 FIVICHEH L7ZREA b L A ISE G D51 HE 2 B $ 5 %8
(Studies on Ca** signaling mechanisms in light stress)
R E L ERBERTSERT - AW - AR R v 4 —
(Mori, L) (National Institute for Environmental Studies, FEWEE TiE HER
Center for Environmental Bi)ology and Ecosystem (Senior researcher) (Tamaoki, M.)
Studies
KEFRA A (F V) 12X 5 A X OY a1 o i
(Studies on the yield reduction mechanism of rice by ozone exposure)
JeitgE K - Bl FE kR FEEB =i BT
(Hokkaido University, Creative Research (Specially Appointed TMriﬂizva K )
Institution) Assistant Professor) o
R BRI EARFEB LA X DB~ R T HEER L A5G
(Enhanced crop B stress tolerance by increasing expression level of B transporters)
LTI VR - RIEAF I 5erT RN
(Yokohama City University, Kihara Institute for #3% (Professor) o
y Y, (Ban, T.)
Biological Research) v
I LF ABC +F ¥ AR—¥ — TaMRP-DI1 DFERERAT
5 Ak (Functional analysis of wheat ABC transporter TaMRP-D1)
(Ma, J. F.)
a,d. F.
’ NN VNN e = KT 2HI
(Nagoya University, Graduate School of Science) #kz (Professor) (Kinoshita, T.)
WA T L AR HRIOEE L2 AILILAMIIC B 2 BIZ T RO
(Analysis of gene expression in stomatal guard cells in response to drought stress and day length)
P VS E RL 22 %) .
) %*Ej(% @‘E%E(ﬁﬂ’% DE Bi# ke R
(Shimane University, Faculty of Life and . o
. : (Assistant Professor) (Akihiro, T.)
Environmental Science)
LEBLOS NI Y 2A0%ICHEDLHH N T v AR—= 5 — ORREEMAT
(Functional characterization of novel arsenic and cadmium transporters)
(Kyoto University, Research Institute for (Assistant Professor) (S 1; ivama, A.)
Sustainable Humanosphere) 8Ly, Vo
I I BRI THERE S 5 ALMT 4 BRI 5%
(Physiological roles of ALMT functioning in nodules of Lotus japonicus)
IR ERE: - KRB Y BRI FE R S e 4 -
A PEF - (Hiroshima University, Graduate School of ( Associg%fgifessor) ?\E&;Ifzaki S
2 K 247 Biosphere Science) e
Camamoto, ¥ and | > Jc 2 RN 5 > 757 FLORIEOII L 16
asaki, T.

(Analyses and applications for transport proteins induced by phosphate-deficiency)

TR - WML ar R~ Tt~ 4 —
(Ehime University, Cell-Free Science and
Technology Research Center and Venture Business
Laboratory)

#I% (Professor)

=R
(Tozawa, Y.)

oS AR B VR D 1 & B BB FRAT

(In vitro synthesis and functional analyses for the membrane transporter proteins)
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TR SLREF: - KEFBe b anBREE Rt 2k 7E

LY - k
HiA ‘(i?/; (Kyoto Prefectural University, Graduate School of #4% (Professor) t%ﬁin a T]fi)
- N %;T . Life and Environmental Sciences) v
amamoto, Y. an -
Sasaki, T.) MY ORHE - A LRSS & ERRjE Ca2 " 7 (
(Biotic and abiotic stress responses in plants and chloroplast Ca** signaling)
. FRILRS: - KRB an 2 se st ; g
{2 K 247 - (Graduate School of Environmental and Life #3Z (Professor) ?g/l?irat aﬁ ;T)
(SUJZ{‘:_ ‘(ﬁ% . Science, Okayama University) r
asaki, T. an -
Yamamoto, Y.) AF T F 2 2NV ERERE LR o8I & 2RI 2017
(Generation of tolerant plants by engineering of ion channels)
TUHERHE LK AR - KEERe R v BRESRL 2 FE Rl i K BEA
(Kyoto Prefectural University, Graduate School of il (Lecturer) (Morita. S.)

IEN/ER=W N
(Katsuhara, M.)

Life and Environmental Sciences)

A ADHY 7L/ F b)) T AEER HKT & HAK ORI B 2 BEE D FT

(Functional analysis of potassium and sodium transporter HKTs and HAKs in rice)

FEINREE - MhAES2 T

. . . . . ? % N %0 H
(Shinshu Un1vers1t3’} Faculty of Textile Science and ( Associgﬁtﬁ’ﬁfessor) y(‘j'ﬂH%rie,E'T_?
echnology)
DT NV T L/ A0 T LB RO A A ke P o i
(Analysis of the ion transport property of sodium/potassium transporters in plants)
LR - T3 b ¥ T R e W JER IR 78 B i HAl

(Nagoya University, EcoTopia Science Institute)

(Research Associate)

(Furuichi, T.)

D UBBEIC X B 7 a5 A4 RF v 2V DTG

(Regulatory mechanisms of the chloride channel activity by phosphorylation)

FHERE « KRB « BREEA0TER
(Kyoto University, Graduate School of Human
and Environmental Studies)

HEHAZ

(Associate Professor)

W LIS
(Setoguchi, H.)

EEEW O 12 31T B iR R OMGE © FHOEERAFEIZ DWW T

(Lost of salt tolerance in beach plants living around the Lake Bewa: the aspect of photosynthetic

properties)

IR - DI
(Miyagi University, School of Food, Agricultural
and Environmental Sciences)

HEHAZ

(Associate Professor)

(Kasahara, S)

N =
U TN
(Suzukic,x N.) iM% R IR E Cryphonectria parasitica D RAS Y 7 F NV NSV AF 7 v a Viklke~4 a2y
AV A & DR
(Exploration of interactions between infection the RAS signaling pathway of their phytopathogenic
host, Cryphonectria parasitica and mycovirus infecion)
[ N
. FIRNRF - BT - WO IR
%;}7%1%9% (Ehime Univ., Faculty of Agriculture) #kz (Professor) (Nishiguchi, M.)
IR 2 > S > y
(Suzuki, N.and | ¥ B4 X F X FIZBF 5 bNET A )V ZIEBERE N O HBE & AT
Kondo, H.) (Isolation and characterization of host factors responsible for symptom induction in Arabidopsis
thaliana by tobamoviruses)
‘ PR - RIS s I
AL %ﬁﬂl : (Tokyo Kasei Univ., Department of Environmental .{ﬁ%@i E%’?k B'C =
A il Education) (Associate Professor) (Fujimori, F.)
(Kondo, H. and - —
Suzuki, N.) ~ 4 % 4 Partitivirus OVEIR & AW FRGFEICBE 3 2 15t
(Molecular and biological properties of a novel partitivirus from Grifola frondosa)
TR« RFERE R FRGEF) » Bt Mg
(Kyoto Univ., Graduate School of Agriculture) #kz (Professor) (Sakai, Y.)
R F TG HEE S % CL ZE O 55#E & i) - B2 AR HLAEH O b
. b2k (Isolation of C1 microorganisms inhabiting phyllosphere, and analysis of plant-microbe interaction)
= Y SR N < 4
(Tani, A.) I B R 2F + i AR R 250 HEHIZ Il AT

(Gihu Univ.,Faculty of Applied Biological Sciences)

(Associate Professor)

(Nakagawa, T.)

L7 7 —=2AI2& % A% ) — )Vl OGRS o i 1 & Al A F e Bty ~ s i

(Mechanism for metabolic activation by rare-earth elements in methylotrophic bacteria and its

application for plant growth promotion)
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AR - KA R SERE
(University of Tokyo, Graduate School of Science)

Bh#

(Assistant Professor)

TN OHEE
(Takeuchi, M.)

FER O R AT R UK B B BUSRICBIT S cGMP & cAMP D FEREfR I

(Functional analysis of cGMP and cAMP in defense of higher plants against herbivorous insects)

AYA A3 RPR P 373 S0P Wb
(Galis, L) (Yamaguchi University, Graduate School of #¥% (Professor) - R
Medicd (Matsui, K.)
edicine)
B R AR R R RS A W~ DO R O I B R O i B
(Mechanisms of plant responses to specific volatile compounds induced by feeding of herbivorous
insects)
ok FH IR A St
m B - (Fruit-Tree Experiment Station, Akita Prefectural FALWFZE B Fitil fidt
T i Agriculture, Forestry and Fisheries Research (Senior researcher) (Funayama, K.)

(Sonoda, S. and
Yamashita, J.)

Center)

)Y IRNCBUT AR L 15 H 7)) = DEHAL

B 2 AEgE

(Study on vegetation management and colonization of phytoseiid mites in apple orchards)

N TONE R =T Bh# e
R (Osaka University, Institute for Protein Research) (Assistant Professor) (Sato, T.)
1H H, N NE H
(Ueki, S.) AEEREANT T 7 2 E L § 5 DNA 7 A v ABIGHEAE DT
(Mole)cular analysis of replication process of a double strand DNA virus, Heterosigma akashiwo
VIrUS
FF R - RFEBE R AIETER
(Kobe Univ., Graduate Scf)lool of Agricultural #d% (Professor) j%’%sa %%ﬁ
Science >
F4 L F DL D BIFHEGIEIZ G- 2 BEEAZ T Rmo2 O]
(Identification of structure on complex locus Rmo2 showing various resistance reactions to barley)
AN b 2R BLEL G2 ~ —
(Kanazaié%ﬁérsi@ Kifiiiligf;zcignie Research AR Ele 7
{%ﬁ% HIE ) (Associate Professor) (Nishiuchi, T.)
ato, K.) Center)
T aA X A TR S NIAR D OIRIRBUEEIR T O 4 F & F~ I H R
(Advanced research in barely on Fusarium resistance gene identified in Arabidopsis)
SRR - RAAETER B R ZE H T
(Graduate School of Agriculture, Kyoto University) | (Assistant Professor) (Nasuda, S.)
FEA LX) I RIM L3 LX) AT O
(Construction of basis of wheat genomic analysis based on barley genomics)
- AL - HRERI S~ 5 — n ipH A
13%%5 @é% (RIKEN Plant Research Center) BF7ER (Researcher) (Sawada, Y.)
(Sato, K.and | 454 £ &) % 4 K1 — 24 0 QTL f#HF
Saisho, D.) (QTL analysis on barley metabolome)
. TIOR8 S 4 " o
et K - (Fukui Prefectural University, The Faculty of ( Associg%ﬁ’*ifessor) (J/g It%sjuoi (?()
( Sﬁﬂ% *Dﬂli? . Biotechnology) o
aisho, D. an - - -
Sato, K.) FURIALAFOMELFF a2y -3 v
(Natural variation for salt tolerance in Aegilops tauschii Coss)
FRFRE - REFEBE R IETER N Y
(Kobe Univ., Graduate School of Agricultural B ) ks )
BH i Science) (Associate Professor (Yamasaki, M.
(Saisho, D.) NS
F A4 A FBIEERORBILEOWE L EH Y X7 L OBJE
(Development of Phenotyping Management System in Barley Genetic Resource)
b B . [HERAWNE S 3¢ ” mA iR
E}EE?% PN (Ryukoku University, Faculty of Letters) #kz (Professor) (Furumoto, T.)
<ﬁ$§§fm F o D FMEGE R S OB RZLE RAFO RS

(Screening of temperature insensitive mutants from barley genetic resources)
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B IR ERE: - AT BB AT
(Prefectural University of Hiroshima, Faculty of
Life and Environmental Sciences)

HEHAZ

(Associate Professor)

fak &=
(Fukunaga, K.)

RH - 7 7 PPO AR T O SR Z AR & F o+ &% PPO BT L O LK
( ’ITEkE% ﬂ;ﬂfﬁ 4 (Varietal variation of PPO genes in foxteil millet and comparison with barley PPO genes)
aketa, S. an — = . — - -
Sato, K.) ZHRY - REBREWE RS o HH T
(Mie Univeresity, Graduate School of Bioresources) #ikz (Professor) (Kakeda, K.)
o+ A FER RS T Vud) ORERE L 553LIZBE 9 558
(Function and differentiation of barley covered/naked caryopsis gene (Nud))
T & WK - RFBE R ge Rt < wiE R
FFTE”& ig;g (Kyoto Univ., Graduate School of Agriculture) #fz (Professor) (Endo, T.R.)
(Murata, M. and | 5 2, % g ity o 25 MO EOAR 00 B 5
Nagalki, K.) (Development of efficient transformation techniques in Triticinae)
KIRBE KR - BAEFF
(Osaka Kyoiku University, Division of Natural #3% (Professor) [(EJ#L%J: ta)
Science) Mukai, Y.
7 YR BT B BYEARECH DM & A TR R DR
(Analysis of centromeric DNA sequences and construction of artificial chromosomes in Orchids)
i i - TR - KRB0 R B il L]
FHI % (Chiba University, Graduate School of Horticulture) | (Assistant Professor) (Kikuchi, S.)
(Nagald, K. and | | = 7 g iy ) B EARREBCB 26 0 M B & N T et RO 58
Murata, M.) (Isolation of centromeric DNAs and development of artificial chromosome in Torenia)
PV LS - BRAEDEAE: . A
(Kansai University of Welfare Sciences, Department #% (Professor) (v o.M )
of Rehabilitation Sciences) amamoto, A.
* FIBAEWC B 5 BEARELS O T & A Ttk
(Analyses of centromeres and construction of artificial chromosomes in Alliunm specie)
HEREA ) 78 Bh# 2 %
Bl s (National Institute for Basic Biology) (Assistant Professor) (Hoshino, A.)
(Nagaki, K.) THAF OBETEREZH I E Y 2 AT 4 7 R
(Epigenetics on the bioresources of the Japanese morning glory)
AN RS - R B B mA T
(Ishikawa Prefectural University, Faculty of #HI% (Professor) ‘(guzuki S)
Bioresources and Environmental Sciences) v
A FENE N 5 ¥ ARV % 72 PR Sk B 5T o Bk
(Isolation of genes related to milky white kernels in rice)
FINELAL RS - AW IR BB B B B
(Ishikawa Prefectural University, Faculty of #HI% (Professor) (Sekine, M.)
Bioresources and Environmental Sciences) >
A RN b T ¥ ARV & 7R & V€ & BRSO HUk
T (Isolation of a gene related to plant hormone signaling in rice)
i Z - —
(]\/[aekavva7 M) %%i%iﬂ%’nﬁ . .
(National Institute for Basic Biology, Tsugane B ‘f‘f( (fA ssistant ,?B:*E ?{E
Group) rofessor) (Tsugane, K.)

PFETE DNA b5 VRV V% 728 @\ S50 F:1C X B RBEEA & oEh

(Development of environmental stress- tolerant rice by reverse genetic method using endogenous

DNA transposon)

WK - RF B R A B A Je R
(University of Tokyo, Graduate School of
Agricultural and Life Sciences)

H3%Z (Professor)

EE - 31
(Nagato, Y.)

A 2 OWEEA N U AR VEZ BAR O AT
(Analysis of temperature sensitive mutants in rice)
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AN KA - AW IR BR A 2
o . (Ishikawa Prefectural University, Faculty of
ail HEE Bioresources and Environmental Sciences)

HEZLIZ (Associate BE
Professor) (Takahara, H.)

(Maekawa, M.) — — — —
BB 5 4 A LR RO EIK & BInTFOME
(Screening of rice transposon-tagged lines showing specific interaction to environmental microbes)

i ERS RS - PRI ZE T . S RIN o
- (Kibi International University, Research Institute of AW (Lecturer) (Motoda, H.)
L Se— Health and Welfare) T

(Ezaki, B.) :
S Funaria hygrometria (& 3w % ¥ 37) OEWEREIRERSHEICE T 5058

(High accumulation mechanism of metal-resources in Funaria hygrometria,)
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