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Group of Nuclear Genomics
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Our research group has been studying the molecular
structures and functions of nuclei and chromosomes, mainly
in plants. Our recent goal is to construct plant artificial
chromosomes by analyzing chromosome functional
elements; centromeres, telomeres and replication origins.

1. Novel karyotypic plants in Arabidopsis thaliana

The minichromosome 6 found in a transgenic
Arabidopsis plant is a dicentric ring chromosome, and has
no telomere DNA. Despite this nature, J is transmitted to
the next generation, which suggests that the telomeres are
not required for stable transmission through meiosis.
However, the telomeres are known to play an important
role in starting chromosome synapsis at prophase I of
meiosis. In this study, therefore, we investigated whether
chromosome pairing occurs between the two o
chromosomes. The association of two 6 chromosomes at
diakinesis to metaphase I was thought to result from the
chromosome pairing. Immunolabeling probed with anti-
ZYP1 antibody revealed the ring-shaped synaptonemal-
complex structure between two d chromosomes at
pachytene stage. This result indicates that the telomere
DNA sequences are not necessary for chromosome pairing
when the homologous chromosomes are close enough to
each other. Occurrence of smaller ring chromosomes in
the next generation suggests that recombination occurred
between the two 0 chromosomes.

2. Analysis of centromere-specific histone H3 homologues

from tobacco

Centromeres have an important role to segregate
chromatids into daughter cells at mitosis and meiosis. The
centromeric DNA assembles specific proteins for the role.
In the proteins, centromere-specific histone H3 (CENH3)
is located only on active centromeres among investigated
species. We attempted to isolate CENH3 from tobacco to
characterize centromeres of the species. As a result, we
found a CENH3 homolog in a tobacco-EST database.
Based on the sequence, we made a set of PCR primers,
and used the primers for PCR. The PCR amplified two
possible candidates. Sequencing of the PCR products
revealed the sizes of the homologues, NtCENH3-1 (468 bp,
156 aa, and 17.6 kDa) and NtCENH3-2 (471 bp, 157 aa, and
17.8 kDa). Similarities of those two NtCENH3s are 97.9%
(in DNA) and 98.7% (in amino acid). Since the N-terminal
sequences were identical, we raised a polyclonal antibody
using a synthetic peptide from the region. The antibody
showed an 18-kDa band in an immunoblotting with the
extract from tobacco leaves. In immunostaining using the
antibody, signals appeared preferentially on the
centromeres of tobacco. Thus, the antibody will be a
powerful tool to characterize the centromeres of tobacco.

3. Effects of a systemic herbicide, 2,4-D on Arabidopsis

chromosomes

2,4-D is one of the most common systemic herbicides,
and has been used to control dicot weeds. Arabidopsis
thaliana is a dicot plant, and therefore is sensitive to this
herbicide. When Arabidopsis plants are exposed to 2,4-D,
the root growth is suppressed and the tips become
enlarged. In the cells cultured on MS media containing
2,4-D, many polyploidy cells are frequently observed. This
suggests the possible deteriorative effects of 2,4-D on cell
division and chromosomes. We have screened the self
progeny from EMS-treated seeds on MS media containing
200nM 2,4-D, and obtained six 2,4-D-resistant mutants.
When these mutant seeds were placed on MS media
containing 2,4-D at various concentrations, all mutants
could elongate their roots even at the concentration of
100nM at which the root development of wild-type
Columbia was suppressed. These six mutants could be
classified into two types based on the root-elongation
pattern. In each of two type-I plants, one-base
substitution in AUX1 gene was found. However, no
distinct base changes were detected in the genes related
to auxin synthesis and response in type II plants. In these
2,4-D-resistant mutants, the frequency of polyploidy cells
was lower than that in the wild-type, when they were
exposed to 2,4-D.




fEke -itge s n—7

Group of Crop Seed Science

MV —TTld, o FHET ORI I D 5 1%
WRBRIZOVT, BIETREHEO L XV THELT
W

1. WNEETORIBEICEDL L7 7 Y Y BIE 5 5ESR
EAET DIENT

INEFET DRIRO TGS, IR VE DT T
Y VW (abscisic acid, ABA) (ZH3 2 H TR D EZHIC
RAEL T 5D, FFEAABAICH L TiVEZ%2 b -
TWwWah EHETIEmIRIRL, BEIHHI S NS, 2D
ABAIZX T 5 B X, fILDABADE 15 % H S
EENTW S, MEDABAKZ M IZABARE & Dfa#ICF
bDELDF VT EDPLBEEINT VS, Fh7zbid,
ABABBEEROHORD FiildH b L £ 2 515 ABIS
7 378 (WZIPEIOWRE N T) OREICHE D 5AFPY
VST BOMRE KD TNDE, INEDAFPY V87 B
IS LTV ATaAFPEIZ T Z il L. Z OEETF ORI
ED L) BHRERHBIC L VBT 2052 0EL T 5,

2. A ARADOT VT F—EIZHT HHF5E

B OKY Y BETHL TN T F— P IIBWET OR
FIE-THML, BB TsEEZLNTY
5o LHIL, BFHOL A (e AhY) HEfOIEILIC
WBEROTNVGTF—ERFIELTND, TOTINTF—
BIZOWTHE L7ze 4 ARALL TV T F—EEHlie
O EETHEEL 72, AFGREEZEIISDS-PAGETH.—T
otz ABEEDT812100,000. %ENFZ47TH o
720 REERIEITNVT NEHL, VM) F—Z2DA
2 HEHE L 72A%, FERICHVWEEAEL R Lz, 7IuR
sF v, WEEEBG. B -BRAFTFADMY 2D X E
HAL72% REHERESRE R o7, TOZ LR
BEEZOEBERICED X ) BEERLED 5D WTHR
HhTh b,

3. BMUETCOFECHTORFICHT L%

* V¥ 2 BEM A (pH 3.5) T28C. 3 HRHIZEHE
BED L, M0%DRFERER LI, FORFERT &R
FHTEZNZN0.5 MEKEAH D50 mM R i i
(pH 5.3) MTHREFFA X L7z TNSDEBHOMB
B REERIG TR D W CHBRGET L 7o ZOREH, Wi
DFRDL T IF—FEDORIZENRD SNz, FOER
WZOWTESIZFELLSME Ly B3R T & RIS 112
EIENDLPL-TIT—BREBEZRICTLIENETD
52 ERMLNI LIz, Sk WWAEEYET THRIETS
OB -TIT—EREDL) R RITTHIICO
WTHETT %,

4. 5T TOPPOIZEIT AHF%E
SATEIPSLEY T ) -V EF T ¥ —F (PPO) %
T O CHEEL 720 ABERITF L — MAICTH < i
ENLIENLERMHETH L, KEZOHTE, 5%
FIEZENZEN3T7,000. 44ThH o720 AREE TR OIFEWE
EAL. I —BIIERLBAPBAEEZ R L, REEE
ENKOT I Iy (155 »57ur7—¥4 ¥
Ly —ThbEEZOLNS,

We have been studying the mechanism of grain
dormancy and germination of wheat and barley at the
molecular level.

1. Isolation and expression of the genes in the abscisic
acid (ABA) signal pathway related to wheat grain
dormancy
The level of wheat grain dormancy is affected by the

embryo sensitivity to ABA, which suppresses germination

of grain. Highly dormant grains show high sensitivity to

ABA. Several proteins in the ABA signal pathway are

related to the sensitivity to ABA. The ABIb transcription

factor (bZIP-type) is a protein in the last step of the ABA
signal pathway, and plays an important role in the ABA
signaling. We are interested in the stability of the ABA
signaling and focus on the ABI5 binding protein (AFP),
which breaks down ABI5 transcription factor. We
succeeded in isolating 3 wheat homologues (TaAFPs). At
present, we are studying on the expression pattern of

TaAFPs in wheat tissues and the abiotic stresses that can

activate TaAFPs.

2. Study on pullulanase from endosperm of rice seeds

Pullulanase increases during the germination of crop
seeds and plays a role in the digestion of starch.
However, the enzyme is found in abundance in the
endosperm of rice (Oryza sativa L., Hinohikart) seeds.
The enzyme was isolated by the procedures to purify
enzymes, and was found to be homogeneous by SDS-
PAGE. The molecular weight and pl of the enzyme were
100,000 and 4.7, respectively. The enzyme rapidly
hydrolyzed pullulan to liberate only maltotriose. The
hydrolysis was strongly inhibited by pullulan at a higher
concentration. The enzyme also readily hydrolyzed
amylopectin, soluble starch and f-limit dextrin, but was
not inhibited by these substrates. We are studying the
physiological aspect further.

3. Study on millet seeds germinated under acidic stress

When millet (Panicum miliaceum L.) seeds were
soaked in 20 mM acetate buffer, pH 3.5, and grown on
moist absorbent cotton at 28 C for 3 days, about 40 % of
seeds (germinated seeds) grew normally after the
germination. The pH optimum and isoelectric point of f-
amylase from germinated seeds were different from those
from ungerminated seeds.

4. Study on PPO of bran

We isolated polyphenol oxidase (PPO) from bran. The
enzyme was strongly inhibited by metal chelators showing
that the enzyme is a metalloenzyme. The enzyme had a
m.w. of 37,000 and pI of 4.4. The enzyme was stable up to
70 C. The enzyme had the strongest affinity for caffeic
acid. The amino acid sequence of the N-terminal region
of the enzyme was in accordance with that of serpin.
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Group of Physiology and Molecular Biology of Plant Stress Responses
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Our group focuses on the response and tolerant
mechanisms of plants to mineral stresses. Works have
been done at different levels from intact plants to genes.
Our main achievements during 2007 are described below.

1. Isolation and functional analysis of a gene encoding the

aluminum-activated citrate transporter in barley

We cloned a gene (HVAACT 1) which is responsible for
Al-induced secretion of citrate in barley. This gene was
mainly expressed in the roots. The expression was not
induced by Al, but there was a positive correlation
between its expression level and citrate secretion and Al
tolerance. The protein encoded by this gene was localized
at the plasma membrane of the epidermal cells.
Electrophysiological study showed that the transporter is
highly specific for citrate.

2. Functional analysis of an Al-resistant gene in rice

We cloned a novel Al-resistant gene Als3 in rice, which
is required for function of another Al-resistant gene Als1.
Alsl and Als3 encode ATP-binding domain and membrane
binding domain, respectively, of an ABC transporter. Alsl
and Als3 are respectively translated and then function as
an ABC transporter complex.

3. Identification of an silicon efflux transporter

We identified a silicon transporter in rice, which was
localized at the proximal side of both exodermis and
endodermis and showed efflux transport activity for Si.

4. Transmembrane topology of wheat ALMT1 transporter

Wheat ALMT]1 is an aluminum-activated malate
transporter. Immunocytochemical study of ALMTI1
transiently expressed in cultured mammalian cells
showed that ALMT1 has six transmembrane domains with
the amino and carboxyl termini located on the
extracellular side of the plasma membrane.

5. Mechanism of Al-induced cell elongation inhibition

Al causes cell elongation inhibition and cell death. In
cultured cells and seedlings of tobacco, it was found that
the inhibition of sugar uptake causes elongation
inhibition, but not cell death.

6. Al stress at roots affects photosynthesis in leaves

Seedlings of tobacco, broccoli and strawberry were
treated with Al at roots for ca. 30 h. Then, by pulse-
labeling with !CO; at leaves, it was found that Al
exposure of roots enhances photoassimilation in leaves
and the translocation of photoassimilates toward roots,
suggesting a possible control of photosynthesis by Al
stress signal in the roots.
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Group of Molecular and Functional Plant Biology
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We have been conducting molecular and cellular
studies on the responses of plant cells including
membranes, to environmental stress. The following topics
are under investigation.

1. Analysis of barley aquaporins

We isolated all the putative PIP genes, which were
established in our former study.

Expression of PIP genes during the first 24 hours under

salt stress was investigated in detail by real-time RT-PCR.
More than a 1000-fold difference was found between the
most expressed gene and the least expressed one. The
expressions of PIP genes did not markedly respond to a
mild salt stress (100 mM NaCl), but under a more severe
condition (200 mM NaCl) expression levels of HvPIP1;2,
HvPIPZ;2, and HvPIP2;3 decreased. These expressional
controls should contribute to barley salt tolerance but
might not concern to the difference of salt tolerance
among cultivars. We are improving the system to
determine the root water permeability.
We have been studying water transport activities of newly
isolated PIPs using Xenopus oocyte system. Co-
expression of HvPIP1;2 and HvPIP2;4 showed higher
activities than any single expression of these genes, but
co-expression of HvPIP1;2 and HvPIP2;3 did not show any
enhanced activity.

2. Functional analysis of tobacco aquaporins

Three PIPs were analyzed for water transport activity,
expression regulation under phosphate deficiency, and
their intracellular localization,

3. Water movement in grass plants relieves exogenous
mechanical stress.

When plant tissue receives mechanical stress, the
exogenous energy is conserved in the distortion of cells if
water movement does not occur. When the water
movement across cell membranes occurs, exogenous
energy is partially transformed to water potential energy.
This difference causes the fundamental difference in the
strategy of plants against exogenous mechanical stress.
PIP aquaporins can be involved in the water movement.
We performed flexural stress relaxation test using HgCls
which inhibits water transport through aquaporins. HgCl,
delayed the relaxation of flexural stress in living plant
tissues, though it did not affect on the viscoelasticity of
apoplast at all. This suggested that water movement in
grass plants relieves exogenous mechanical stress.
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We have been studying the genetic factors for greater
production efficiency by using transposon-tagging lines
and introgression from wild species and the mechanism of
gene expression by phytohormones.

1. Screening of active autonomous element-carriers
responsible for mobility of endogenous DNA
transposon, nDart , in rice
A non-autonomous Ac/Ds type transposon, nDart (non-

autonomous DNA-based active rice transposon) identified

in a mutable virescent NIL derived from a wide cross is a

useful tool for construction of transposon-tagging lines. So

far, only two japonica lines were found to carry active
autonomous element aDart. It is important to screen
other aDart carriers for construction of nDart-tagging
lines in several rice varieties. Then, 51 indica, 30 tropical
japonica and 19 temperate japonica varieties were crossed
with pyl-stb NIL as a monitor carrying nDart without
aDart. If some varieties possess aDart, variegated pyl
plants can be observed in F2s. As a result, only eight
japonica variety Nakate-aikoku (Japan), Yaenomidori

(Japan) and Guangxi-3 to 8 (China) were found to carry

aDart. It was suggested that only Nakate-aikoku has

aDart1-26 on Chromosome 5 and the remaining varieties

have aDart1-27 on chromosome 6.

2. Expression analysis of the genes involved in ABA signal
transduction pathway in wheat mutants with reduced
seed dormancy
Seed dormancy is an important factor for pre-harvest

sprouting which is a serious problem for wheat

cultivation. In RSD mutants which are reduced seed
dormancy, reduction of ABA sensitivity was specifically
expressed in developing seeds. Then expressions of

PKABAI, TaABF, TaVP1 and TaAFP which were seed

specific transcriptional factors in ABA signal transduction

pathway were examined in seed embryos. Although
expressions of these genes were lower in RSD16-1 than in
wild type (Norin 61), RSD32 showed the reduction of
expression level only in TaABF. These results indicate
that ABA signals reduce in seed embryos of RSD mutants.

Since RSD32 showed a lower expression only in TaABF,

the reduction of seed dormancy might be regulated by the

modified expression of TaABF.

3. Analysis of a wheat bZIP transcription factor that
regulates abscisic acid (ABA)-induced gene expression
To elucidate the mechanisms of adaptation to

environmental stresses such as cold and drought, and of
seed dormancy in cereals, we attempted to search and
analyze factors that regulated ABA-induced genes. One
gene of wheat bZIP transcription factors was
preferentially expressed in seeds and the relative mRNA
level of ABA-treated embryos was clearly high in a
dormant wheat embryos. Transient expression
experiments showed that this bZIP protein was an ABA
insensitive 5 ortholog of wheat (TaABI5), which activated
the ABA-induced E'm expression in wheat. The analysis of
transcripts indicated that TaABI5 transcripts were often
misspliced in the 3' region of the ORF, resulting in
production of non-functional proteins.
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Our group has been studying the adaptation of plants to
environmental stresses at the molecular level. Especially,
we focus on the chloroplast and mitochondria that derive
from endosymbiosis and participate in the energy transfer
systems of photosynthesis and respiration.

1. Investigation of the Leaf Variegation Mechanisms

The photosynthetic apparatus is constantly damaged by
photooxidation. The quality control of chloroplast
proteins, which are rapidly repaired after they are
damaged, is crucial for minimizing this photodamage.
FtsH is a membrane-bound ATP-dependent metalloprotease
and is involved in degradation of damaged proteins. We
have shown that chloroplastic homologues FtsH2 in
Arabidopsis are the genes responsible for the leaf-
variegated mutants, var2 (YELLOWVARIEGATEDZ). For
better understanding of the mechanisms of leaf
variegation, we isolated the suppressor mutant of varZ2 by
molecular genetic approaches. Map-based cloning of the
suppressor mutant fugl (fu-gaeril) showed that FUG1
gene encodes chloroplast translation initiation factor 2
(IF2) that is involved in protein translation in
chloroplasts. In fugl mutants, a single amino acid
substitution occurred in IF2 protein and chloroplastic
proteins translation activity was impaired. This result
suggested that the balance of synthesis and degradation
of damaged proteins is important for the leaf variegation.
To further characterize the mechanisms of leaf
variegation, we tried to visualize abnormal plastids in the
white sector of varZ2 by GFP analysis. We successfully
visualized plastids in the white sectors by expressing
chloroplast-targeted GF'P. This result suggested that cells
in the white sectors are active. Observation of plastid
DNAs by a DNA-specific fluorescent dye DAPI showed
that plastid DNAs in the white tissues were organized as
nucleoids typically detected in undifferentiated plastids.
Thus, the white sectors of varZ2 seem to contain cells with
undifferentiated plastids throughout leaf development.

2. Molecular Characterization of Organelle Inheritance
Since plastids and mitochondria originated from

endosymbiosis of cyanobacteria and archbacteria,

respectively, they contain their own DNAs. These
organellar DNAs are unique genetically in that, unlike
chromosomes, they are not inherited from both parents
but inherited only from one parent. The organellar DNA
encodes proteins related with agricultural important
traits, such as photosynthetic activity and male
gametophytic development. In general, organellar DNAs
are inherited maternally in higher plants, but, the
underlying mechanism has remained unknown so far. It is
suggested that the mechanism to exclude male organellar

DNAs are essential to guarantee the maternal inheritance.

Degradation of organellar DNAs in pollen tissues can be

one of such mechanisms. To clarify the mechanism of

organellar maternal inheritance, we have performed the
following analyses.

i) Characterization of Arabidopsis mutants in which
disappearance of organellar DNAs is altered in
developing pollens.

ii) Live imaging analysis of organellar behavior during
fertilization.

iii) Characterization of biparental organelle inheritance
using Medicago truncatula.
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In this laboratory, the behavioral, physiological and
biochemical functions in insects and related genes are
being studied to develop new techniques for insect pest
control.

1. Effects of diapause and cold-acclimation on the
avoidance of freezing injury in fat body tissue of Chzlo
suppressalis

We compared the extent of tissue damage,
accumulation of glycerol, and transport of glycerol and
water in fat body tissues between cold- and non-
acclimated non-diapausing and diapausing larvae. The
tissue from cold-acclimated diapausing larvae could
survive only when frozen in Grace’s insect medium with
0.25M glycerol at -20C. The protection provided by
glycerol was offset by mercuric chloride. Radiotracer
assays in cold-acclimated diapausing larvae showed that
during freezing water left the cells into the medium and
glycerol entered the cells from the medium at the same
time. Therefore, in C. suppressalis both diapause and
cold-acclimation are essential to accumulate glycerol and
activate aquaporin for the avoidance of freezing injury.

2. Genomic organization of the para-sodium channel -
subunit genes from the pyrethroid-resistant and -
susceptible strains of the diamondback moth
We examined the genomic organization of the para-

sodium channel a-subunit gene of the diamondback moth,
Plutella xylostella (L.). The nucleotide sequence
contained 34 putative exons which covered almost entire
coding region of the gene producing 1,889 amino acid
residues. Deduced amino acid identity to the hscp locus
of Heliothis virescens was 84%. Comparison of deduced
amino acid sequences of the permethrin-resistant and -
susceptible strains showed two novel substitutions. They
were Ala to Thr (A1060T) and Pro to Ser (P1836S) at the
linker region of the domains II-III and the carboxyl
terminus, respectively. Furthermore, we developed PCR
amplification protocols for the rapid detection of both
substitutions.

3. Development of repellent to fruit-piercing moths

The repellency of a volatile compound, sec-butyl (-
styryl ketone (4-methyl-1-phenylhex-1-en-3-one), was
examined in and around peach orchards to prevent
damage by fruit-piercing moths. A significant reduction in
ripe peach fruit damage was recorded with the use of sec-
butyl B-styryl ketone (10 tubes of 1 mg/day release rate/
tree). These results suggest that sec-butyl p-styryl ketone
is a good repellent against fruit-piercing moths in the
peach orchards.

4. Feeding behavior of Helicoverpa armagera

To investigate the mechanisms by which the larvae of
H. armigera recognize the host plant, we have been
studying their host preferences by choice tests. The
results suggest that learning behavior may be involved in
the host-plant recognition by the insect.
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Our research group aims at contributing to the welfare
and health of humankind and the development of the
science in bioresources through the evaluation and
analysis of the fate and biological effects of chemicals in
the environment.

1. Studies on the fate of hazardous chemicals in the
ecosystem and ecotoxicity evaluation

Various kinds of chemicals are released into the
environment and end up in the sea through water
channels, rivers and lakes. In his study, we investigates
the fate and ecotoxicity of these chemicals, which
redistribute to water, suspended matters, sediments, soils
microorganisms and higher fauna and flora via various
physical, chemical and biological processes. This study
may shed light on how the toxicity of hazardous
chemicals is affected by environmental physico-chemical
factors.

The integrated ecotoxicity of chemicals is evaluated by
bioassays utilizing bacteria, yeasts, phyto-planktons,
crustaceans and plants. We utilize growth inhibition,
mortality, physiological and biochemical responses, and
photosynthetic activity of test organisms to determine the
endpoint of the assays.

In order to evaluate the ecotoxicity of chemicals, we
are investigating the interaction of hazardous chemicals
quantitatively so that joint effects of chemicals:
synergistic, additive and antagonistic effects are
evaluated.

2. Integrated evaluation of the safety of landfill site for
industrial wastes.
Chemical characteristics of leachates, the fate and
ecotoxicity of chemicals, and risk management of landfills
for industrial wastes are under investigation.

3. Development of a high throughput bioassay technology
for toxicity evaluation of hazardous chemicals.
Development of high throughput toxicity evaluation

technique is demanded to allow a comprehensive toxicity
assessment and risk evaluation of environmental water,
such as wastewater from landfill sites. In this study, we
are developing a high throughput bioassay utilizing cell
oxidation as the biomarker.

4. Development of a novel genotoxicity assay

In collaboration with a Malaysian group we are
developing a novel genotoxicity assay that may substitute
for the Ames test. The new assay will overcome the defect
of the Ames test.
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1. A host factor involved in hypovirus symptom
expression in the chestnut blight fungus,
Cryphonectria parasitica
The prototype hypovirus, CHV1-EP713, causes

virulence attenuation and severe suppression of asexual
sporulation and pigmentation in its host, the chestnut
blight fungus, Cryphonectria parasitica. We identified a
hostfactor associated with symptom induction. This was
accomplished using mutagenesis of the transformant
fungal strain TCys(72)-1 with full-length cDNA of a mild
mutant Cys(72) virus, by random integration of pHygR
plasmid conferring hygromycin resistance. The mutant,
namA (after nami-gata meaning wave-shaped), showed an
irregular fungal morphology with reduced conidiation and
pigmentation, while retaining similar levels of virulence,
relative to strain Tcys(72)-1. However, virus-cured namA
(VC-namA) was indistinguishable from EP155 and virus-
cured TCys(72)-1, VC-TCys(72)-1 in colony morphology.
The phenotypic difference between VC-namA and VC-
TCys(72)-1 was found only when infected with the wild
type or certain mutant CHV1-EP713 strains, and not when
infected with Mycoreovirus 1. Sequence analysis of
inverse PCR-amplified genomic DNA fragments and cDNA
identified the insertion site of the mutagenic plasmid in
exon 8 of the nam-1 gene. NAM-1 comprising 1257 amino
acids shows sequence similarities to counterparts from
other filamentous fungi, and possesses the CorA domain
that is conserved in a class of Mg? transporters from
prokaryotes and eukaryotes. Complementation assay
using the wild type and the mutant alleles, and targeted
disruption of nam-1 showed that nam-1 with an
extension of the pHygR-derived sequence contributed to
the altered phenotype in the namA mutant.

2. Identification of structural proteins of Orchid fleck
virus (OFV)

OFV has a bipartite negative-sense RNA genome with
sequence similarities to plant rhabdoviruses. The
bacilliform virions of OFV resemble those of
rhabdoviruses, but they are smaller and lack an envelope.
OFV particles contain four proteins, N, ORF2 (analogous
to P), ORF4 (analogous to M) and polymerase L, which
corresponded to those of plant rhabdoviruses.
Filamentous particles 200-500 nm length that were present
in purified virus preparation contained the N, ORF2 and L
proteins, although no ORF4 protein was detected. These
filamentous particles are thought to be a ribonucleoprotein
(RNP) complex released from virions. Thus, non-
enveloped bullet-shaped particles of OFV resemble an
inner component of plant rhabdoviruses, but its structure
suggests that it is more resistant to detergents or organic
solvents than plant rhabdoviruses.
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Microorganisms are important degraders in the natural
ecosystem as well as are plants as producers and animals
as consumers. Microorganisms are composed of
Prokaryotes which include bacteria and cyanobacteria and
Eukaryotes which include yeasts, molds and mushrooms.
They have far higher abilities to adapt to environmental
stresses than plants and animals, which can be applied to
agricultural, environmental and industrial purposes.

The aim of our group is to improve the environment,
directly or indirectly, through the studies on genetic and
biochemical control, adaptation to environmental stress,
and genetic evolution of microorganisms.

1. Microbial degradation of xenobiotic polymers and its
application to the recycling system

The structure of the PEG operon was determined and
the gene structure was found to be well conserved among
PEG-utilizing sphingomonads. A gene encoding PEG-
carboxylate-CoA synthetase was located in the operon
and genes encoding oxidase and glutathione-S-transferase
were located in the downstream region of the operon.
Thus their relevance to PEG degradation was suggested.
PVA-degradative genes and their regulation were also
clarified and machinery for incorporating PVA was also
suggested.

Thermostable aliphatic-aromatic polyester-degrading
microbes were isolated from compost and identified as
actinomycetes and Bacilli. Degradation of the polyester
was confirmed in compost and in flask, using the isolates.
A gene for the polyester-hydrolizing enzyme is under
investigation.

2. Analysis of Al-resistant microbes and their application

The plant-growth promoting effect of Al-tolerant
Penicillium janthinellum F-13 on acidic soil has been
studied at a few sites in Japan for several years and it was
found to improve vegetation.

Inheritable and epigenetic aluminum-tolerance newly
found in Rhodotorula glutinis IFO1125 was investigated.
The role of ATPase and laccase, which were involved in
tolerance for Al, was studied and suggested to decrease
the oxidative stress in the cell.

3. Establishment of a method for isolation of bacteria with

specific functions

We have developed a high-throughput method for
isolating a specific bacterium by fluorescence probe. A
metabolite of biphenyl, 2,3-dihydroxybiphenyl, emits
green fluorescence and was used as a probe for isolation.
With the aid of a flow cytometry with sorting apparatus,
we successfully isolated biphenyl-degrading organisms
from soil.

4. Detection of horizontal transfer of plasmid in the

natural environment

Horizontal transfer of carbazole-degradative plasmid,
pCARI, was investigated in the natural environment. We
have constructed a method to detect horizontal transfer
of pCAR1 by using a GFP-tagged plasmid, pCAR1::gfp.
Native bacteria obtained from a lake were used as
recipients. Conjugation was performed by mixing the
donor strain containing pCAR1::gfp with lake water.
Transconjugants which emit green fluorescence were
sorted by flow cytometry, collected on a membrane filter
and observed by fluorescent microscopy. Green
fluorescence originating from expression of gfp was
observed. Bacterial cells that did not form colonies were
observed after cultivation on culture medium, suggesting
that there are some unculturable bacteria.
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Our group has been investigating the mechanism of
adaptation to bioenvironmental stresses, using E. colz,
filamentous cyanobacteria, yeast and higher plants.

1. Molecular genetic analyses of multi-tolerance
mechanisms in wild plants and the mechanism of gene-
induction in response to Al stress in Arabidopsis.
Andropogon virginicus L. and Miscanthus sinensis,

were screened as highly tolerant wild plants against heavy
metals, Al, oxidative stress and salt stress. Both of them
have (1) an efficient system to transport toxic Al ions
from root to shoot and (2) anti-peroxidation systems to
effectively repress the lipid peroxides caused by Al stress
and oxidative stresses.

The mechanism of the gene-induction in response to Al
stress was studied by isolation of genes encoding
transcription factors (TFs) related to gene expression of
the Arabidopsis AtGST1 and AtGST11 using two methods,
bio-panning and yeast one hybrid system. Several
candidate clones including the genes which have already
been reported as TFs were isolated.

2. Development of environmental control system using a
slope.

We have developed an environmental control system
using pipes laid under a slope ground. Through these
pipes, gravity wind cooled by the low soil temperature is
introduced into greenhouse to control high air
temperature in summer. In this system we obtained cool
wind more than 20C lower than the atmospheric air
temperature.

3. Observation of acid rain in Seto Inland Sea

We have been continuing observation of acid rain for 20
years with co-researchers at Kagawa University.
Acidification of rainwater in Seto inland sea is serious. In
Kurashiki acidity of rainwater was rapidly increased in
1970’s with the minimum at pH 4.2 in 1982. In the 80’s and
90’s there was a trend of slight increase in pH. However,
we are observing a decrease in pH value in the 21st
century.

4. Studies on the response to heavy metal stress in
filamentous cyanobacteria.

Metallothionein (MT, heavy metal-binding protein)
induced by Zn-pretreatment was found to function to
protect Oscillatoria brevis cells against heavy metal
stress such as Cu and Ag ions. The fluorescent intensity
of phycobiliproteins isolated from cyanobacteria was
decreased due to the binding of phycobiliproteins with
heavy metal ions. The quenching of fluorescence can be
used for monitoring heavy metal pollution. In the gel
filtration elution profile of supernatant (without heat
treatment) separated from O. brevis cells exposed to Cu,
a peak for MT-Cu-phycobiliproteins was observed at a
higher molecular weight compared with Cu-MT.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600
accessions of wild relatives. The subjects of our research
are 1) evaluation of genetic diversity and characteristics,
construction of the barley germplasm database and
worldwide sample distribution, 2) collection and
preservation of barley germplasm and 3) efficient use of
the resources for genome analysis including EST,
molecular markers and DNA libraries to study the
genome-based barley diversity and the genetic analysis of
important traits in barley.

1. Evaluation of barley germplasm
(a) QTL analysis of barley seed dormancy

To access genetic mechanism of barley seed dormancy,
which may be associated with preharvest sprouting in
small grains including barley, we constructed a high
density linkage map around the QTL on the long arm of
chromosome 5H using a large segregating population
from recombinant chromosome substitution lines
(RCSL). BLAST search using barley ESTs linked to the
QTL indicated the colinearity of the QTL region in barley
chromosome 5HL and rice chromosome 9L. Estimation of
candidate genes and BAC clone screening were
conducted based on the rice genome information. The
BAC sequencing, physical map development and
expression analysis of the target gene are underway.
(b) Molecular phylogeography of domesticated barley

Molecular phylogeographic analysis using five nuclear
loci and two morphological traits in ca. 300 barley lines
revealed that the landraces found in South and East Asia
were genetically distinct from those in European and
North African. These data supported that ‘Oriental barley’
was originated from independent domestication event
from ‘Occidental barley’.

2. Collection and distribution of barley genetic resources

In addition to seed, cDNA and BAC library (including
individual clones, pooled BAC DNA for screening, high-
density replica membranes and complete clone set of
barley) were distributed with the support of the National
BioResource Project (NBRP).

3. Barley genome analysis

The project ‘Identification of genes of important traits
and their application in barley breeding’ started with
support of Bio-oriented Technology Research
Advancement Institution (BRAIN). The project aims to
sequence genes on chromosome 3H and isolate genes
responsible for brewing traits and stress tolerances.
Identification of the full length ¢cDNA of barley is also
under progress by the National Bioresource Project and
Genome diversity analysis project by MAFF.
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Table 1. Preservation of wild plant seeds and voucher
specimens (As of October 26, 2007)

Herbarium Seed Live seed
Family 257 224 206
Species 6,212 5,114 3,614
Accessions 58,832 29,705 15,611

1. Risk assessment of alien plants and their control in the
field

This project study has been supported by a Special
Coordination Fund for Promoting Science and
Technology from the Ministry of Education, Science and
Culture. We are working on the following two missions in
this project.

(1)The route of the invasion, and estimation of the
spreading:

We found that the Andropogon virginicus L. first
invaded Japan in 1940 by investigating the herbariums.
We made maps of their distribution in Japan in
chronological order. This is the first description of the
spreading process of invasive plants into Japan.

We made a new version of “List of naturalized plants in
Japan” and released it in our website. The number of
species is now 1,621.

We surveyed the invasive plants on Ogasawara Islands.
For example, Bischofia javanica Bl. is making a serious
problem there.

(2) Developing the database for risk assessment:

We have extended the seed-image database of
naturalized plants in Japan, and released it on the WEB.
It is a leading database among the on-line seed-image
databases with search function based on seed
morphology. You can search for the plants names by their
seed morphologies.

2. Molecular phylogeny based on DNA nucleotide
sequences
Our current preliminary results of a study on the
molecular phylogeny of family Cyperaceae suggest some
contradictions between the previous morphological
taxonomic treatments and the molecular phylogeny.

3. A new species description

We described a new species Dioscorea tabatae Hatus.
ex Yamashita et M. N. Tamura which had been known as
an undescribed species from Ryukyu.

4. Contribution to “Flora of Japan”

We have been working as contributors to Flora of Japan
(vol. IVb) since last year. Our preliminary manuscripts for
the family Dioscoreaceae and some parts of Liliaceae
(genera Asparagus, Liriope and Ophiopogon) have
been subjected to review by the editors. The vol. IVb will
be published in 2008.

5. Investigations at overseas

(1) China: Exploration of weed flora at barley or wheat
fields in Yunnan and Guizhou province.

(2) Sri Lanka: Inspection of Echinochloa species.
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We have been studying the physiological function and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Cell wall metabolism in wheat differing in drought

tolerance

After 15 d of culture in water, the length of the
coleoptile and leaf sheath of the drought-tolerant HMM
seedlings was 2 times longer than those of the drought-
sensitive SK seedlings. The contents of Ara and Xyl in
the HMM cell walls increased 1.5-fold from 6 d to 15 d,
whereas Glc decreased by 33% during seedling
development. In the SK cell walls, the content of Xyl
increased slightly, whereas glucose levels decreased by
60% from 6 d up to 15 d. The amount of HI fractions from
the cell walls of both cultivars remained constant,
whereas the amount of HII fractions decreased by 20% in
the HMM cell walls and by 42% in the SK cell walls during
growth. The Xyl content in the HI fractions from both
cultivars increased 1.4-fold during plant growth, whereas
Glc levels decreased by 55% in the HMM cell walls and by
48% in the SK cell walls. Many glycoside hydrolase
activities were detected in 3M LiCl-soluble protein
fractions from both seedlings, and the activities of 1,3-1,4-
B- and 1,3-B-glucanases increased 9-fold and 20-fold,
respectively, during the development of SK seedlings.

2. Structure and function of plant serine racemase

A number of D-amino acids have been detected in
plants, however, the function and metabolism of D-amino
acid are obscure. To clarify the mechanism of D-amino
acid synthesis and degradation in plant, we screened a
serine racemase gene in plants and succeeded in cloning
and expressing the Arabidopsis thaliana serine
racemase (AtSR) gene. The gene product catalyzed not
only racemization of serine but also dehydration of serine
to pyruvate in the presence of PLP and divalent cations,
Ca? or Mg?*, as in mammals, but did not require ATP, by
which the activity of mammalian serine racemase is
increased. Furthermore, cDNAs encoding the serine
racemase were cloned and sequenced from barley and
rice. The amino acid sequences of the barley serine
racemase (HvSR) showed 89, 68, 46, and 45% identity to
those of serine racemase from rice (OsSR), AtSR, human
(hSR), and mouse (mSR). The amino acid sequence
alignment showed that HvSR, OsSR, and AtSR belong to
the fold type II group of PLP-dependent enzymes like hSR
and mSR, whereas bacterial and fungal racemases belong
to fold type I and type III, respectively. The PLP-binding
Lys and other amino acids that compose the active site
were conserved in plant serine racemases, except for the
glycine-rich loop, which consists of a triglycine and a
tetraglycine in plant and mammalian serine racemase,
respectively.
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Ligaba, A., Katsuhara, M., Sakamoto, W., Matsumoto, H. 2007. The BnALMT1 protein that is an aluminum-activated
malate transporter is localized in the plasma membrane. Plant Signaling & Behavior 2: el-e2.

Ma, J.F'., Yamaji, N., Mitani, N., Tamai, K., Konishi, S., Fujiwara, T., Katsuhara, M., Yano, M. 2007. An efflux transporter
of silicon in rice. Nature 448:209-212.

Katsuhara, M., Shibasaka, M. 2007. Barley root hydraulic conductivity and aquaporins expression in relation to salt
tolerance. Soil Science and Plant Nutrition 53: 466-470.

Mori, C.I.,, Enomoto, T., Katsuhara, M. 2007. Comparison of transpiration rate of naturalized and domestic Sedum
species. ITE Letters on batteries, New Technologies and Medicine 8: 434-438.

Furukawa, J., Yamaji, N., Wang, H., Mitani, N., Murata, Y., Sato, K., Katsuhara, M., Takeda, K., Ma, J.F. 2007. An
Aluminum-Activated Citrate Transporter in Barley. Plant and Cell Physiology 48: 1081-1091; doi:10.1093/pcp/
pcm091

Katsuhara, M., Chung, G.C., Sakurai, J., Murai, M., Izumi, Y., Tsumuki, H. 2007. Low temperature and aquaporins, a
molecular mechanism of water transport. Cryobiology and Cryotechnology 53:21-32.

HIFEAR. 2007 WY ORRH. REPSZEOFM] (fix R, AME—HE) PIaEHE (FIRH)

YEW 7 7 2 ERE 7 )V —7 (Group of Crop Genome Modification)

(1)

@)

Kurakawa, T., Ueda N., Maekawa M., Kobayashi K., Kojima M., Nagato Y., Sakakibara H. and Kyozuka J. 2007 Direct
control of shoot meristem activity by a cytokinin-activating enzyme. Nature 445: 652-655.

Miyao, A., Iwasaki Y., Kitano H., Itoh J.-I1., Maekawa M., Murata K., Yatou O., Nagato Y. and Hirochika H. 2007 A large-
scale collection of phenotypic data describing an insertional mutant population to facilitate functional analysis of
rice genes. Plant Molecular Biology 63:625-635.

Kawahigashi, H., Hirose S., Iwai T., Ohashi Y., Sakamoto W., Maekawa M. and Ohkawa Y. 2007 Chemically induced
expression of rice OSB2 under the control of the OsPR1.1 promoter confers increased anthocyanin accumulation
in transgenic rice. J. Agri. Food Chem. 55: 1241-1247.

Takagi, K., Ishikawa N., Maekawa M., Tsugane K. and lida S. 2007 Transposon display for active DNA transposons in
rice. Genes Genet. Syst. 82: 109-122.

Tsutsumi, K., Kawasaki M., Taniguchi M., Itani T., Maekawa M. and Miyake H. 2007 Structural and functional
differntiation of bundle sheath and mesophyll cells in the lamina joint of rice compared with that in the
corresponding region of the liguleless genotype. Plant Prod. Sci. 10: 346-356.

Arite, T., Iwata H., Ohshima K., Maekawa M., Nakajima M., Kojima M., Sakakibara H. and Kyozuka J. 2007 DWARF'10,
an RMS1/MAX4/DAD]1 ortholog, controls lateral bud outgrowth in rice. Plant J.51: 1019-1029
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(7)  Yan, H., Saika H., Maekawa M., Takamure I., Tsutsumi N., Kyozuka J. and Nakazono M. 2007 Rice tillering dwarf mutant
dwarf3 has increased leaf longevity during darkness-induced senescence or hydrogen peroxide-induced cell
death. Genes Genet Syst. 82:361-366.

(8) MHEE - WIJIHERES - MR —K - mIARAS T - BAEF - Ahmed N. 2007 4 A DDNA 7 ¥ ARV Y nDartD#H R &
BIZTF ¥ ¥ 7. #is Bi21: 87-91.

(9) Nishimura, H. and Maekawa M. 2007 Segregation distortions of pyl gene on chromosome 3 observed in F2s of the
crosses between WRC lines and T-65 pyl-stb. Rice Genet. Newslett. 23: 14-15.

BREE Y 7 MEERRE 7 )V — 7 (Group of Environmental Signaling Systems)

(1) Miura E., Kato Y. and Sakamoto W. Importance of the balance between protein synthesis and degradation in
chloroplasts revealed by the studies of Arabidopsis yellow variegated mutants. Proceeding of 14th International
Congress of Photosynthesis. in press.

(2) Miura E., Kato Y., Matsushima R., Albrecht V., Laalami S. and Sakamoto W. 2007. The balance between protein
synthesis and degradation in chloroplasts determines leaf variegation in Arabidopsis yellow variegated mutants.
Plant Cell. 19: 1313-1328.

(3) Kato Y., Miura E., Matsushima R. and Sakamoto W. 2007. White Leaf sectors in yellow variegated 2 are formed by
viable cells with undifferentiated plastids. Plant Physiol. 144: 952-960.

(4) Ostersetzer O., Kato Y., Adam Z. and Sakamoto W. 2007. Multiple intracellular locations of Lon protease in Arabidopsis
: Evidence for the localization of AtLon4 to chloroplasts. Plant Cell Physiol. 48: 881-885.

(5) Ligaba, A., Katsuhara, M., Sakamoto, W. and Matsumoto, H. 2007. The BnALMT1 protein that is an aluminum-activated
malate transporter is localized in the plasma membrane. Plant Signaling and Behavior. 2: 255-257.

(6) Kawahigashi, H., Hirose, S., Iwai, T., Ohashi Y., Sakamoto, W., Maekawa, M. and Ohkawa, Y. 2007. Chemically induced
expression of rice OSB2 under the control of the OsPR1.1 promoter confers increased anthocyanin accumulation
in transgenic rice. J. Agr. Food Chem. 55: 1241-1247.

(7) Xiao, W.M., Su, Y., Sakamoto, W. and Sodmergen. 2007. Isolation and characterization of Tyl/copia-like
retrotransposons in mung bean (Vigna radiata (L.) Wilczek). J. Plant Res. 120: 323-328.

IRIERICHFHEBPY (Division of Environmental Response Analysis)
BRI R MRE 7 )V — 7 (Group of Insect Physiology and Molecular Biology)

(1) Ashfaq, M., Sonoda, S. and Tsumuki, H. 2007. Developmental and tissue-specific expression of CHS1 from Plutella
aylostella and its response to chlorfluazuron. Pestic. Biochem. Physiol. 89: 20-30.

(2) Ashfaqg, M., Sonoda, S. and Tsumuki, H. 2007. ¢cDNA characterization and expression analysis of two arylphorin-like
hexameric protein genes from the diamondback moth, Plutella xylostella (L.). Arch. Insect Biochem. Physiol. 64:
175-185.

(3) Ashfaq, M., Sonoda, S. and Tsumuki, H. 2007. Expression of two methionine-rich storage protein genes of Plutella
aylostella (L.) in response to development, juvenile hormone-analog and pyrethroid. Com. Biochem. Physiol. B
148: 84-92.

(4) Haque, A. K. M. N., Tanaka, Y., Sonoda, S. and Nishiguchi, M. 2007. Analysis of transitive RNA silencing after grafting in
transgenic plants with the coat protein gene of Sweet potato feathery mottle virus. Plant Mol. Biol. 63: 35-47.

(5) Ishiguro, S., Li, Y. P., Nakano, K., Tsumuki, H. and Goto, M. 2007. Seasonal changes in glycerol content and cold
hardiness in two ecotypes of the rice stem borer, Chilo suppressalis, exposed to the environment in the Shonai
district, Japan. J. Insect Physiol. 53: 392-397.

(6) Izumi, Y., Sonoda, S. and Tsumuki, H. 2007. Effects of diapause and cold-acclimation on the avoidance of freezing
injury in fat body tissue of the rice stem borer, Chilo suppressalis Walker. J. Insect Physiol. 53: 685-690.

(7) Katsuhara, M., Chung, G. C., Sakurai, J., Murai, M. Izumi, Y. and Tsumuki, H. 2007. Low temperature and aquaporins, a
molecular mechanism of water transport. Cryobiol. Cryotechnol. 53: 21-32.

(8) Kurban, A., Yoshida, H., Izumi, Y., Sonoda, S. and Tsumuki, H. 2007. Pupal diapause of Helicoverpa armigera
(Lepidoptera: Noctuidae): sensitive stage for thermal induction in the Okayama (western Japan) population. Bull.
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Entomol. Res. 97: 219-223.

Sonoda, S. and Tsumuki, H. 2007. Induction of heat shock protein genes by chlorfenapyr in cultured cells of the
cabbage armyworm, Mamestra brassicae. Pestic. Biochem. Physiol. 89: 185-189.

Sonoda, S., Ashfaq, M. and Tsumuki, H. 2007. A comparison of heat shock protein genes from cultured cells of the
cabbage armyworm, Mamestra brassicae, in response to heavy metals. Arch. Insect Biochem. Physiol. 65: 210-
222.

Sonoda, S., Fukumoto, K., Izumi, Y., Ashfaq, M., Yoshida, H. and Tsumuki, H. 2007. Expression profile of arylphorin
gene during diapause and cold acclimation in the rice stem borer, Chilo suppressalis Walker (Lepidoptera:
Crambidae). Appl. Entomol. Zool. 42: 35-40.

Tian, R., Izumi,Y., Sonoda, S., Yshida, H., Fukumoto, T., Saito, T. and Tsumuki, H. 2007. Estimation of repellency of a
volatile compound, sec-butyl S-styryl ketone, against fruit-piercing moths. Appl. Entomol. Zool. 42: 433-437.
Tsumuki, H. and Hirai, M. 2007. Effects of photoperiod and temperature on endogenous ice nucleus production in

larvae of the rice stem borer, Chilo suppressalis Walker. Appl. Entomol. Zool. 42: 305-308.

Tsumuki, H., Ishida, H., Yoshida, H., Sonoda, S., Izumi, Y. and Murai, T. 2007. Cold hardiness of adult western flower
thrips, Frankliniella occidentalis (Pergande) (Thysanoptera: Thripidae). Appl. Entomol. Zool. 42: 223-229.
FORAW] - S WP = A A TR RO SR ESE PR & mLRERAE. e Rty (i) . SRR 7 R
& (BFE) (Tsumuki, H. and Izumi, Y. Induction and avoidance mechanisms of freezing injury in the rice
stem borer, Chilo suppressalis. Insect Adaptations to Environmental Adversity (Tanaka et al. eds.), Toukai

University press). (in press)

FEARAW - =T, 4%, KIREHENE. =2 AL 7 - HAROIRHRBERY: (B4 - W) . BaURF
& (WRRF %) (Tsumuki, H. and Goto, M. Diapause and cold hardiness. Rice stem borer, Chilo suppressalis-
Applied Entomology in Japan.(Tatsuki, S. and Kiritani, K. eds.), University of Tokyo Press). (in press)

b5 A b L AAERBINE 7 )V —7 (Group of Ecological Response for Environmental Stress)

Mori, I.C., Enomoto, T. and Katsuhara, K. 2007. Comparison of transpiration rate of naturalized and domestic Sedum
species. ITE Lett. 8: 434-438.

Koutsaftis, A. 2007. Studies on the ecotoxicity and ecological risks of antifouling chemicals. Doctor Thesis, Okayama
University.

Hamdi, H., Benzarti, S., Manusadzianas, L., Aoyama, I. and Jedidi, N. 2007. Bioaugmentation and biostimulation effects
on PAH dissipation and soil ecotoxicity under controlled conditions. Soil Biol. Biochem. 39: 1926-1935.

Hamdi, H., Benzarti, S., Manusadzianas, L., Aoyama, I. and Jedidi, N. 2007. Solid-phase bioassays and soil microbial
activities to evaluate PAH-spiked soil ecotoxicity after a long-term bioremediation process simulating
landfarming. Chemosphere 70: 135-143.

Koutsaftis, A. and Aoyama, I. 2007. Toxicity of four antifouling biocides and their mixtures on the brine shrimp
Artemia salina. Science Total Environ. 387: 166-174.

Wy - AEMAHEAERH 77 v — 7" (Group of Plant-Microbe Interactions)

sy

Faruk, M. I., Eusebio-Cope, A., and Suzuki, N. A host factor involved in hypovirus symptom expression in the chestnut
blight fungus, Cryphonectria parasitica. Journal of Virology (in press)

Supyani, S., Hillman, B. I., and Suzuki, N. 2007. Baculovirus expression of all the Mycoreovirus 1 genome segments
and identification of the guanylyltransferase-encoding segment. Journal of General Virology 88, 342-350.

Sun, L.-Y. 2007. Interplays between a mycoreovirus and a hypovirus mediated by the multifunctional protein, p29 of
the prototype hypovirus CHV1-EP713. Ph. D. thesis. Okayama University.

Rahim, M. D., Andika, I. B., Han, C. G., Kondo, H., and Tamada, T. 2007. RNA4-encoded p31 of beet necrotic yellow
vein virus is involved in efficient vector transmission, symptom severity and silencing suppression in roots.
Journal of General Virology 88: 1611-1619.

Tamada, T. 2007. Susceptibility and resistance of Beta vulgaris ssp. maritima to foliar rub-inoculation with Beet
necrotic yellow vein virus. J. Gen. Plant Pathol. 73: 76-80.
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(6) EHFTH 2007 My By 2 ILAEHIE R A4 VA D5 (12) FHREEDHRIRY 4V A7IE. KPIFGE 61(10) © 586-
591. (Tamada, T. 2007. Plant virus classification. (12) Seven genera of rod-shaped viruses that are not placed in
families. Plant Protection 61: 586-591.)

(7) Rahim, M. D.2007. Studies on the biological properties of Beet necrotic yellow vein virus RNA4.Ph. D. thesis.
Okayama University.

(8) Supyani, S. 2007. Characterization of a novel reovirus isolated in a hypovirulent stain (9B21) of the chestnut blight
fungus that is infectious as particles. Ph. D. thesis. Okayama University.

A BERERI %S 7 v — 7 (Group of Applied Microbiology)

(1) Hu, X., Fukutani, A., Liu, X., Kimbara, K. and Kawai, F. 2007. Isolation of bacteria able to grow on both polyethylene
glycol (PEG) and polypropylene glycol (PPG) and their PEG/PPG dehydrogenases. Appl. Microbiol. Biotechnol.,
73: 1407-1413.

(2) Liu, X., Tani, A., Kimbara, K. and Kawai, F. 2007. Xenoestrogenic short ethoxy chain nonylphenol is oxidized by a
flavoprotein alcohol dehydrogenase from Ensifer sp. strain ASO8. Appl. Microbiol. Biotechnol., 73: 1414-1422.

(3) Tani, A., Charoenpanich, J., Mori, T., Takeichi, M., Kimbara, K. and Kawai, F. 2007. Structure and conservation of a
polyethylene glycol-degradative operon in sphingomonads. Microbiology, 153: 338-346.

(4) Hu, X., Hirota-Mamoto, R., Shimomura, Kimbara, K., and Kawai, F. 2007. Cell surface structure enhancing uptake of
polyvinyl alcohol (PVA) is induced by PVA in the PVA-utilizing Sphingopyxis sp. strain 113P3. Arch. Microbiol.,
188: 235-241.

(5) Watanabe, M. and Kawai, F. 2007. Numerical study of biodegradation of xenobiotic polymers based on exogenous
depolymerizaion model with time dependent degradation rate, J. Fac. Environ. Sci. Technol., Okayama Univ., 12:
1-6.

(6) Watanabe, M. and Kawai, F. 2007. Mathematical study of the biodegradation of xenobiotic polymers with experimental
data introduced into analysis, ANZIAM J., 47: C665-681.

(7) Watanabe, M., Kawai, F., Tsuboi, S., Nakatsu, S. and Ohara, H. Study on Enzymatic Hydrolysis of polylactic acid by
endogenous depolymerization model, Macromolelular Theory and Simulations, in press.

(8) Tani, A., Somyoonsap, P., Minami, T., Kimbara, K., and Kawai, F. Polyethylene glycol (PEG)-carboxylate-CoA
synthetase is involved in PEG metabolism in Sphingopyxis macrogoltabida strain 103. Arch. Microbiol., in
press.

(9) Mamoto, R., Hu, X., Chiue, H. Fujioka, Y., Kawai, F. Ccloning and expression of the soluble cytochrome c and its role in
polyvinyl alcohol (PVA) degradation by PVA-utilizing Sphingopyxis sp. strain 113P3, J. Biosci. Biotechnol., in
press.

(1) Katemai, W., Maneerat, S., Kawai, F., Kanzaki, H., Nitoda, T., and H.-Kittikun, A., Purification and characterization of a
biosurfactant produced by Issatchenkia orientalis SR4, J. Gen. Appl. Microbiol., in press.

W) EESA. 2007, BAEWIZ X 2G0T O LSRG & AL 2 S AL A B TN 5. AR
W TRk, 185: 254.

) LR, WMEEET. 2007. R —MES 7O ZAOREETFT A L ZOIHYE. B TR, 85: 270-272.

) AR, MEEET. 2007. BV~ — L5070V O SRR IR & JURMEICT 5 88, HETEEm e
FFEAFZEY) K — T, 196: 17-20.

W = B4, WA EEF. 2007 SphingopyxisEBMEIC L A2RY) ZF L 7)) a— N (PEG) /. £ %s
A&, 85:267-269.

B THAZE, ®EMNFE. 2007 HEM I —DEIHICE RS, N AFA L AL YT A MY —, 65:9.

6) AT, 2007, BRBERAEWOLE SRS, b AW, 45: 869-875.

H AR BRIE L 7 )V — 7 (Group of Adaptation to Bioenvironment)

(1) Ezaki, B., Kiyohara, H. Matsumoto, H. and Nakashima, S. 2007. Over-expression of an auxilin-like gene (FOE10.5) can
suppress Al uptake in roots of Arabidopsis. J. Exp. Botany. 58: 497-506.
(2) Ezaki, B., Nagao, E., Yamamoto, Y., Nakashima, S. and T. Enomoto. Wild plants, Andropogon virginicus L and
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Miscanthus sinensis Anders, are tolerant to multiple stresses including aluminum, heavy metals and oxidative
stresses. Plant Cell Reports (in press).

(3) JRWERE - LI SC— - TAHEE - HHFAT - B e & 2007 hORYWEEE T Y #E Oscillatoria brevis® E 48 A
PL AR 2EI0EEN. S a< 7T 7 4 —WF%EsEE 1(3):16-25. (Hirose K., Ezaki, B., Shimoishi, Y.,
Murata, Y. and Nakashima, N. 2007. Molecular mechanism on adaptation against heavy metals in the musty-odor
producing cyanobacterium Oscillatoria brevis. Journal of Preparative Chromatography 1(3): 16-25.)

(4) Yamasaki, Y., Nakashima S. and Konno, H. 2007. A novel a-glucosidase from the moss Scopelophila cataractae. Acta
Biochimica Polonica 54(2):401-406.

(5) Yamasaki, Y., Kariya, J., Nakashima, S. and Konno, H. 2007. Purification and properties of pullulanase from germinated
millet seeds. Journal of Preparative Chromatography 2(1):8-12.

(6) Ll - S A - SUFEERR. 2007 MEEAZ O T T 4 1K bo-T 3 7 — EOWENEE. 4y ux
b7 7 4 —WF3E4%EE 2(1):13-16. (Yamasaki, Y., Nakashima, S. and Konno, H. 2007. Determination of a-amylase
activity using HPLC. Journal of Preparative Chromatography 2(1):13-16. )

KZE - BFEEMEBREMAE > 2 — (Barley and Wild Plant Resource Center)
KZ 7 W—7 (Group of Barley Resources)

(1) Saisho, D., Myoraku, E., Kawasaki, S., Sato, K. and Takeda, K. 2007. Construction and characterization of a bacterial
artificial chromosome (BAC) library for Japanese malting barley ‘Haruna Nijo’. Breed. Sci. 57:29-38.

(2) Hori, K., Takehara, S., Nankaku, N., Sato, K. and Takeda. K. 2007. Barley EST markers enhance map saturation and
QTL mapping in diploid wheat. Breed. Sci. 57: 39-45.

(3) Ashida, T., Nasuda, S., Sato, K. and Endo, T.R. 2007. Dissection of barley chromosome 5H in common wheat. Genes
and Genetic Systems 82: 123-133.

(4) Hori, K., Sato, K. and Takeda, K. 2007. Detection of seed dormancy QTL in multiple mapping populations derived from
crosses involving novel barley germplasm Theor. Appl. Genet. 115: 869-876.

(5) Furukawa, J., Yamaji, N., Wang, H., Mitani, N., Murata, Y., Sato, K., Katsuhara, M., Takeda, K. and Ma, J.F. 2007. An
Aluminium-activated citrate trans-porter in barley. Plant Cell Physiol. 48:1081-1091.

(6) MEHERNL. 2007, A 4 A FIZB 1T 5 SNPsOE RO, Fidy O A4 F FfH. 42: 61-73.

(1) AERBERAIL. 2007. & F DX DEKMEE 7 ) 2% L 5251V — A Mg T4, 26-2:203 — 204.

(8) Saisho, D. and Purugganan, M.D. 2007. Molecular phylogeography of domesticated barley traces expansion of
agriculture in the Old World. GENETICS 177: 1765-1776.

(9) KRB - mAKE - ST - RS, 2007, HEIZERP SR A LA A F oML, EEE BB R
Vol.52: 1931-1936. (Asano, K., Saisho, D., Ashikari, M., Matsuoka, M. 2007. Domestication of rice and barley
viewed in plant type. Protein, Nucleic acid and Enzyme 52: 1931-1936.)

(1) Konno, H., Yamasaki, Y., Sugimoto, M. and Takeda, K. Differential change in cell wall matrix polysaccarides and
glycoside-hydrolyzing enzymes in developing wheat seedlings differing in drought tolerance. J. Plant Physiol. in
press

A AEY) 7 )V — 7 (Group of Wild Plant Science)

(1) ATFTEER- A B B, 2007, HEEPES ST 2D HRE2TRT — — ZORAG R ARER & AL A B B o
Y fLA — —. FEEH 40(10): 10-19. (Muraoka, T., Enomoto, T. and Fujii, Y. 2007. World Heritage, Galapagos
Island, its inherent ecosystem and invasive plant problem. Shokucho 40(10): 10-19.)

(2) BEREE S ARA B A REP B — - AR - SR I RS - B B - R EL T 2007, B ILRIC HAE S 2 HE0E
THAEY O e ta %, Naturalistae 11: 15-29. (Tsusaka, M., Kimura, Y., Yano, O., Yamamoto, N., Kariyama, S.,
Enomoto, T., Ikeda H. and Hoshino, T. 2007. Chromosome counts on thirty endangered plant species in Okayama
Prefecture, western Japan. Naturalistae 11: 15-29.)

(3) FFIIMBREE-/NEAGT-BA B 2007, B LRHTE O RALREY (18). A Bl 32 B A& R s IE JE H0s 22: 77-79.
(Kariyama, S., Kobatake, H. and Enomoto, T. 2007. New records of naturalized plants of Okayama Prefecture,
Southwest Honshu, Japan (18). Bull. Kurashiki Mus. Nat. Hist. 22: 77-79.)
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(4) Il BN KRR AR B 2007, 19904E A D fiy AZAER W i IR AME ST & £ OMRLAR. HERIFZE
52(1): 1-10. (Asai, M., Kurokawa, S., Shimizu, N. and Enomoto, T. 2007. Exotic weed seeds detected from
imported small cereal grains into Japan during 1990s'. J. Weed Sci. Tech. 52(1): 1-10.)

(5) /NEHBA BUARTES-FIL AN @RS LT M- R REAT. 2007 IHILSEAAEY H .
120pp. (Ozawa, Y., Enomoto, T., Kinoshita, N., Katayama, H., Kobatake, H., Mizote, K., Kenmotsu, R., Yamashita,
J. and Kataoka, H., 2007. List of plants in old Yamate village. 120pp.)

6) BA BWe/EHEUT M 2007 AV T Y ANVAYOHKRENT A BIIBT 554200\ T. HE 5208)):
116-117. (Enomoto, T., Ozawa, Y. and Yamashita, J. 2007. The distribution of Andropogon virginicus L. in Japan
and Hawaii Islands. J. Weed Sci. Tech. 52(Suppl.): 116-117.)

(M) WT M-EA S HL 2007, MRERBRRE 2 RFO SRR T WG T — ¥ N— 2 DR, MRS 52(50): 118-119.
(Yamashita, J. and Enomoto, T. 2007. Opening of an image-database of naturalized invasive arien plant seed in
Japan with retrieval function by seed morphology. J. Weed Sci. Tech. 52(Suppl.): 118-119.)

(8) Nishida, T., Yamashita, N., Asai, M., Kurokawa, S., Kato, H., Enomoto, T., Caley, P., Pheloung, P., Lonsdale, W. M. and
Groves R. H. 2007. Adaptating the australian weed risk assessment system for use in Japan. In: Proceedings of the
9th International Conference on the Ecology and Management of Alien Plant Invasions. pp.173.

(9) Mori, 1.C., Enomoto, T., Katsuhara, M. 2007. Comparison of transpiration rate of naturalized and domestic
Sedumspecies. ITE Lett. 8: 434-438.

(10) Yamashita, J. and Enomoto, T. 2007. Classification of species from their seeds - Creating a database of invasive plants
for risk assessment. In: Marambe, B., Sangakkara, U. R., De Costa, WAJM and Abeysekara, ASK (eds.).
Proceedings of the 21st Asian Pacific Weed Science Society (APWSS) Conference. pp. 526-530.

(1) Enomoto, T., Ozawa, Y., Kataoka, H., Kariyama, S. and Yamashita, J. 2007. An aggressive invader plant Andropogon
virginicus L. in Japan and Hawaii Island. In: Marambe, B., Sangakkara, U. R., De Costa, WAJM and Abeysekara,
ASK (eds.). Proceedings of the 21st Asian Pacific Weed Science Society (APWSS) Conference. pp.568-570.

1 WT #2007 KEH EARITO Y FHWTF = v 7 U A b AD. KIEH RSB B AREFHARSEE, pp. 36-40. K
HT RIS E AR EREREEF AR E S, (Yamashita, J. 2007. A check list of pteridophytes in Kami-ishidzu, Ogaki
City (II). In: Research Committee for the Natural Environment of Satoyama Study Forest in Ogaki City, Report on
the Natural Environment of Satoyama Study Forest in Ogaki City. pp.36-40.)

B WWF #2007, FEHES O, DAY PSS = 2 — AL ¥ — 24: 8-9. (Yamashita, J. 2007. My remarks about the
Annual Symposium of Japanese Society for Plant Systematics 2007. Newsletter of Japanese Society for Plant
Systematics. 24: 8-9.)

W IF AL 2007, EHEF - BEBEILE [A YY) SHELAMME | | MEEATSE 52(2): 96. (Yamashita, J. 2007. Book
review: “A handbook of family Cyperaceae” written by K. Tanishiro. J. Weed Sci. Tech. 52(2): 96.)

S 51422 7 v — 7 (Group of Cytomolecular Biochemistry)

(1) Konno, H., Yamasaki, Y., Sugimoto, M. and Takeda K. 2007. Differential changes in cell wall matrix polysaccharides and
glycoside-hydrolyzing enzymes in developing wheat seedlings differing in drought tolerance. Journal of Plant
Physiology (in press).

(2) Yamasaki, Y., Nakashima, S. and Konno, H. 2007. A novel a-glucosidase from the moss Scopelophila cataractae. Acta
Biochimica Polonica 54: 401-406.

(3) Yamasaki, Y., Kariya, J., Nakashima, S. and Konno, H. 2007. Purification and properties of pullulanase from germinated
millet seeds. Journal of Preparative Chromatography (in press)

(4) Ll R, hiEadE SEPRERR. 2007. BEEA I O~ N T T 4 =X bo-T I T —EOEEMEEE. Journal of
Preparative Chromatography (in press)

(56) Gusev, O., Sychev, V., Levinskikh, M. and Sugimoto, M. 2007. Perspectives of RNA/DNA studies using lattent stages of
invertebrates and plants exposed to space flight and outer space environment. Space Utiliz. Res. 23: 344-346.

(6) Fujitani, Y., Horiuchi, T., Ito, K. and Sugimoto, M. 2007. Serine racemases from barley, Hordeum vulgare L., and other
plant species represent a distinct eukaryotic group: Gene cloning and recombinant protein characterization.
Phytochemistry 68: 1530-1536.
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[ SR QO SRy A
(List of International Conferences and Symposia)

FERERDR - #If0EBPY (Division Functional Biology and Genetics)
TEREBE T 7 )V — 7 (Group of Nuclear Genomics)

(1) Nagaki, K., Kashihara, K., Murata, M. Characterization of two centromere-specific histone H3 homologues from
tobacco. 16th International Chromosome Conference. Amsterdam, Netherlands, August 25-29, 2007.

(2) Murata, M., Yokota, E., Shibata, F., Kashihara, K. A ring minichromosome generated by T-DNA insertion in Arabidopsis
thaliana. 16th International Chromosome Conference. Amsterdam, Netherlands, August 25-29, 2007.

Ve AE Y72 7 )V — 7 (Group of Crop Seed Science)

(1) Yamasaki, Y., Nakashima, S. and Konno, H. Starch-hydrolyzing enzymes of a moss Scopelophila cataractae that
grows on soil containing copper. 13th International Symposium on Toxicity Assessment, Toyama, August 19-24,
2007.

(2) Konno, H., Yamasaki, Y. and Nakashima, S. A fern hyperaccumulates copper. 13th International Symposium on
Toxicity Assessment, Toyama, August 19-24, 2007.

(3) Yamasaki, Y., Nakashima, S. and Konno, H. A novel alpha-glucosidase from copper-tolerant moss Scopelophila
cataractae. 44th Congress of the European Societies of Toxicology, Amsterdam, October 7-10, 2007.

Wi A v U A& 8T 7 )V — 7 (Group of Physiology and Molecular Biology of Plant Stress
Responses)

(1) Ma, J. F., Yamaji, N., Mitani, N., Tamai, K., Konishi, S., Yano, M. Silicon transporter genes in rice. International Plant
and Animal Genome Conference XV. San Diego, USA, Jan. 13-17, 2007.

(2) Huang, C. F, Yamaji, N. and Ma, J. F. Cloning and characterization of Al-tolerant genes in rice. International Plant and
Animal Genome Conference XV. San Diego, USA, Jan. 13-17, 2007.

(3) Ma, J. F., Yamaji, N. and Mitani, N. Silicon transporters in rice. XIV International Workshop on Plant Membrane
Biology. Valencia, Spain, June 26-30, 2007. p. 139.

(4) Mitani, N. and Ma, J. F. Functional characterization of rice silicon transporter Lsil. XIV International Workshop on
Plant Membrane Biology. Valencia, Spain, June 26-30, 2007. p. 80.

(5) Yamaji, N., Mitani, N., Tamai, K. and Ma, J. F. Functional analysis of silicon efflux transporter Lsi2 in rice. XIV
International Workshop on Plant Membrane Biology. Valencia, Spain, June 26-30, 2007. p. 141.

(6) Ma, J. F., Yamaji, N. and Mitani, N. A rice aquaporin functions as a silicon transporter. The 5™ International Conference
of Aquaporin. Nara, Japan, July 13-16, 2007. p. 46.

(7) Ma, J. F. Influx and efflux transporter genes of silicon in rice. The 5™ International Symposium of Rice Functional
Genomics. Tsukuba, Japan, Oct. 15-17, 2007.

(8) Huang, C. F. and Ma, J. F. Isolation and characterization of two Al-tolerant genes in rice. The 5™ International
Symposium of Rice Functional Genomics. Tsukuba, Japan, Oct. 15-17, 2007.

(9) Ma, J. F. A unique uptake system of silicon required for high and sustainable production of rice. The University of
Tokyo International Symposium, Frontier of Microbial and Plant Biotechnology in Environmental and Life
Sciences. Tokyo, Dec. 5-6, 2007.

(100 Sasaki, T. and Yamamoto, Y. Aluminum-activated malate transporter in plants. Joint International Symposium
‘Membrane Transport as a Universal Biological Mechanism’, Kyoto, January 13-14, 2007

(1) Yamamoto, Y., Sasaki, T. and Matsumoto, H. A mechanism of elongation inhibition by aluminum in plant cells based on
sugar utilization. International symposium on “Plant Science for Biomass and Food Production in Acid Soil -
Recent advances in physiology, genetics and genomics studies-", Sapporo, Sep. 25-26, 2007,
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T PR RERAT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1) Katsuhara, M. Aquaporins mediate the transports of essential molecules in plants growing in various environments.
5th International Conference of Aquaporin. Nara, Japan July 13-16, 2007.

(2) Katsuhara, M. Multi-functional plant aquaporins mediating transports of water and essential molecules for plant life.
Special Lectures by Professors in Sister Research (Agricultural Plant Stress Research Center, Chonnam National
University). Gwangju, Korea, September 4, 2007.

e 2 A EM 7 v — 7" (Group of Crop Genome Modification)

(1) Ahmed, N., Mackawa M., Takahara H., Takagi K., Tsugane, K., and Iida, S. : Gene tagging by activating DNA transposon
nDart in indica rice. The 2™ International Conference on Plant Molecular Breeding, Sanya, China, March 23-27,
2007.

(2) Maekawa, M., Tsugane, K., and lida, S. : Potent nDart-mediated gene tagging in rice system. International Symposium
on Rice Mutants, Functional Genomics and Bio-technology Breeding, Sanya, China, March 29-April 1, 2007.

(3) Maekawa, M., Tsugane, K., and Iida, S. : Endogenous DNA transposon, nDart-tagging system in rice. Workshop on
Development Genetics and Molecular Breeding in Rice, Hangzou, China, November 17-19, 2007.

BREE Y 7 MEERRE 7 )V — 7 (Group of Environmental Signaling Systems)

(1) Sakamoto, W., The balance between protein synthesis and degradation as an important factor of chloroplast
biogenesis: an overview of genetic studies in organelle FtsH metalloproteaeses, International Congress on Plant
Mitochondrial Biology, ICPMBZ2007, Nara, Japan, June 25-29, 2007.

(2) Matsushima, R., Arimura, S., Sodmergen, Tsutsumi, N. and Sakamoto, W., Visualization of mitochondria and plastids in
living pollen by fluorescent protein: potential to study organelle function, International Congress on Plant
Mitochondrial Biology, ICPMBZ2007, Nara, Japan, June 25-29, 2007.

(3) Takanashi, T., Arimura, S., Sakamoto, W. and Tsutsumi, N., Different amounts of DNA in each mitochondria in rice
root, International Congress on Plant Mitochondrial Biology, ICPMB2007, Nara, Japan, June 25-29, 2007.

(4) Kmiec-Wisniwwska, B., Urntowka, A., Sakamoto, W., Wysocki, R., Prtje, E. and Janska, H., Plant mitochondria
rhomboid, AtRBL12, has different substrate specificity from its yeast counterpart, ICPMB2007, Nara, Japan, June
25-29, 2007.

(5) Yoshida, K., Watanabe, C., Terashima, 1., Kato Y., Sakamoto, W. and Noguchi, K., Photosynthetic oxidative stress
modulates mitochondrial respiratory properties in yellow variegated 2, ICPMB2007, Nara, Japan, June 25-29,
2007.

(6) Sakamoto, W., Miura, E. and Kato, Y., The balance between chloroplast protein synthesis and degradation as an
important factor of chloroplast biogenesis and maintenance, 14th International Congress of Photosynthesis,
Glasgow, Scotland, July 23-27, 2007.

(7) Sakamoto, W., Genetic dissection of leaf variegation in Arabidopsis, International Symposium on Gene Expression
Control and Genome Evolution, Okayama, Japan, September 19-21, 2007.

IRIE G SBPY  (Division of Environmental Response Analysis)
B R HAERE 7 )V — 7 (Group of Insect Physiology and Molecular Biology)

(1) Sonoda, S. Expression profile of insect heat shock protein genes in response to heavy metals and insecticides and their
application for biomarkers. 13th International Symposium on Toxicity Assessment. Toyama, Japan, Aug. 19, 2007.
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LA b L AAERERE 7 Vv — 7 (Group of Ecological Response for Chemical Stress)

(1) Mori, I.C. Murata, Y., Yang, Y., Munemasa, S., Wang, Y.F., Andreoli, S., Tiriac, H., Alonso, J.M., Harper, J.F., Ecker, J.R.,
Kwak, J.M. and Schroeder, J.I. Calcium-dependent protein kinases, CPK6 and CPK3 function in abscisic acid
regulation of guard cell S-type anion and Ca®*-permeable channels and stomatal closure. XIV International
Workshop on Plant Membrane Biology Valencia, Spain. June 26-30, 2007.

(2) Helmi, H., Benzarti, S., Manusadzianas, L., Aoyama, 1. and Jedidi, N. Ecological and analytical assessment of effects of
phytoremediation on physicochemically-regraded soils containing aged PAHs. 13th International Symposium on
Toxicity Assessment. Toyama, Japan. August 19-24, 2007.

(3) Helmi, H., Benzarti, S., Manusadzianas, L., Aoyama, I. and Jedidi, N. Solid phase bioassays and soil mictobial activities
to evaluate soil ecotoxicity during a long-term PAH bioremediation process. Environment and Health in the 21st
Century: Challenges and Solutions. Pacific Basin Symposium. Beijing, China. October 26-29, 2007

(4) Arias-Barreiro, C.R., Aoyama, I., Mori, I.C. and Okubo, K. Ecotoxicological characterization of water samples from an
industrial tannery area in Dhaka, Bangladesh. 13th International Symposium on Toxicity Assessment. Toyama,
Japan. August 19-24, 2007.

(5) Mori, I.C. Okazaki, K. and Aoyama, 1. Development of a high throughput bioassay for ecotoxicity evaluation using
cellular oxidation as the biomarker. The Japan-Taiwan Joint Symposium on Environmental Science and
Technology: Environmental chemistry, bioscience and managements. Kitakyushu, Japan. February 4-7, 2007.

(6) Kimbara, K. and Mori, I.C. Detection and assessment of physiological change and cellular oxidation of bacteria by
aromatic compounds and metals. 13th International Symposium on Toxicity Assessment. Toyama, Japan. August
19-24, 2007.

(7) Mori, I.C. and Murata, Y. CDPKs CPK3 and CPK6 function as ion channel regulators in guard cell signaling.
International Symposium on Plant Membrane Transport -New development of the membrane transporter
research-. Tokyo, Japan. December 8, 2007.

FiY - AWM EAER 7 Vv —7 (Group of Plant-Microbe Interactions)

(1) Sun, L.-Y. and Suzuki, N.: Intragenic rearrangement of Mycoreovirus 1 genome segments induced by the papain-like
protease p29 of the prototypic hypovirus CHVI-EP713. 26th Annual Meeting of American Society for Virology,
Corvallis, Oregon, USA , July 14-18, 2007.

(2) TFaruk, M. I. and Suzuki, N.: A screen for fungal host factors involved in hypovirus symptom induction. 26th Annual
Meeting of American Society for Virology, Corvallis, Oregon, USA, July 14-18, 2007.

WA BEREANT 77V — 7 (Group of Applied Microbiology)

(1) Watanabe, M., and Kawai, F. Modeling and analysis of biodegradation of xenobiotic polymers based on experimental
results, 8" Biennial Enginerring Mathematics and Applications Conference, University of Tasmania, Hobart,
Australia, July 2-4, 2007.

(2) Kimbara, K., and Mori, I. C. Detection and assessment of physiological change and cellular oxidation of bacteria by
aromatic compounds and metals, 13™ International Symposium on Toxicity Assessment, Toyama, Japan, August
19-24, 2007.

(3) Watanabe, M., and Kawai, F. Mathematical modeling and numerical study of biodegradation of xenobiotic polymers
with experimental data, 2" Regional Conference on Ecological and Environmental Modeling, Gurney Hotel,
Penang, Malaysia, Aug. 26-30, 2007.

(4) Shimomura, Y., and Kimbara, K. Detection and assessment of physiological activity of bacteria in soil, RIB-Chonnam
National University Joint Seminar, Gwangju, Korea, September 4, 2007.

(5) Tani, A., Charoenpanich, J., Somyoonsap, P., Rimwangtragool, W., Minami, T., Kimbara, K., and Kawai, F. Xenobiotic
polymer-degradation by Sphingomonads, JSPS-NRCT Concluding Joint Seminar, Nakhon Si Tammarat, Thailand,
October 18-20, 2007.
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(6) Shimizu, Y., Morita, A., Narushima, M., Nakamura, Y., Kimbara, K., Kawai, F. Analysis of microbial floras in Japanese
tea field’s soils enriched with nitrogen fertilizers, The 3™ International Conference on O-Cha (Tea) Culture and
Science, Shizuoka, Nov. 2-4, 2007

(7) Watanabe, M., and Kawai, F. Mathematical modeling and numerical simulation for microbial depolymerization
processes of xenobiotic polymers, International Conference on Free Boundary Problem in Chiba 2007, Chiba
Univ., Chiba, Japan, Nov. 26-30, 2007.

(8) Hu, X., Hayashi, M., Kaku, M., Katuen, S., Kobayashi, H. and Kawai, F. Degradation of a terephthalate-containing
polyester by thermophilic actinomycetes and Bacillus species derived from composts, Kyoto International
Symposium on Biodegradable Polymers, Kyoto, December 2-3, 2007.

(9) Hu, X., Hayashi, M., Kaku, M., Katuen, S., Kobayashi, H. and Kawai, F. Degradation of a terephthalate-containing
polyester by thermophilic actinomycetes and Bacillus species derived from composts, Pacific Polymer
Conference 10, Kobe, December 4-7, 2007.

(100 Watanabe, M. and Kawai, F. Analysis of microbial depolymerization of xenobiotic polymers based on mathematical
models and experimental data, SIAM Conference on analysis of partial differential equations, Mesa, USA,
December 10-12, 2007.

A BREEE )G 7 )V — 7" (Group of Adaptation to Bioenvironment)

(1) Hashimoto, A., Ezaki, B. and Nakashima, S. Heavy-metal induces oxidative stress and is modulated by a
metallothionein in a cyanobacterium. 13" International Symposium on Toxicity Assessment. Toyama, Japan,
August 19-24, 2007.

(2) Yamasaki Y., Nakashima, S. and Konno, H. Starch-hydrolyzing enzymes of a moss Scopelophila cataractae that grows
on soil containing copper. 13" International Symposium on Toxicity Assessment. Toyama, Japan, August 19-24,
2007.

(3) Konno, H., Yamasaki, Y. and Nakashima, S. A fern hyperaccumulates copper. 13™ International Symposium on Toxicity
Assessment. Toyama, Japan, August 19-24, 2007.

(4) Yamasaki, Y., Nakashima, S. and Konno, H. A novel a-glucosidase from copper-tolerant moss Scopelophila cataractae.
44th Congress of the European Societies of Toxicology, Amsterdam, Holland, October 7-10, 2007.

(5) Ezaki, B. Invited lecture series in International Bio-seminar in Liaoning Normal University. Molecular genetic
characterization of tolerant and response mechanism for Al stress in plants. Dielen, China, October 31, 2007.

(6) Ezaki, B. Molecular genetic characterization for tolerant mechanism and response mechanism against Al stress in
plants. Globalization of Human Resources 2. Gwanjyu, Korea, November 20, 2007.

(7) Hashimoto, A., Ezaki, B. and Nakashima, S. Effect of heavy metals on a cyanobacterium and application to
environmental biomonitoring of heavy metals. International Symposium on Metallomics 2007, Nagoya, Japan,
November 28 - December 1, 2007.

(8) Hirose, K., Ezaki, B., Liu, T. and Nakashima, S. Oxidative stress induces a metallothionein (MT) and is modulated by
zinc-inducible MT in a cyanobacterium. International Symposium on Metallomics 2007, Nagoya, Japan, November
28 - December 1, 2007.

(9) Nakakihara, E., Kondo, H., Nakashima, S. and Ezaki, B. Expression of a cyanobacterial heavy metal transporter, Bxal,
causes a cadmium toxicity in Saccharomyces cerevisiae. International Symposium on Metallomics 2007, Nagoya,
Japan, November 28 - December 1, 2007.

(10) Tagawa, S., Nakashima, S. and Ezaki, B. Characterization of a heavy metal stress responsible protein, BxmR, derived
from the cyanobacterium Oscillatoria brevis. International Symposium on Metallomics 2007, Nagoya, Japan,
November 28 - December 1, 2007.

KZE - FEHEMEBRMAZE > 42— (Barley and Wild Plant Resource Center)
KZF 7 )V—7 (Group of Barley Resources)

(1) Iimure, T., Nankaku, N., Hirota, N., Syuu, T., Kihara, M., Hayashi, K., Ito, K., and Sato, K. : Detection and identification
of haze active proteins through proteome analysis. MASTER BREWERS ASSOCIATION OF THE AMERICAS
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Convention 2007 October 26-28, 2007, Nashville, Tennessee, USA

(2) Saito, W., Hirota, N., Sawada, K., Takoi, K., Chiba, H., Takahashi, S., Hayashi, K., Ito, K., Rossnagel, B., Eckstein, P.,
Lefol, E., Scoles, G.J., Harvey, B.L. and Takeda, K. : The development of TR06918 Lipoxygenase-1 less two row
malting barley with good agronomic, malting and brewing performance. MASTER BREWERS ASSOCIATION OF
THE AMERICAS Convention 2007 October 26-28, 2007, Nashville, Tennessee, USA

¥ EREY 7 Vv — 7" (Group of Wild Plant Science)

(1) Yamashita, J. and Enomoto, T. Classification of species from their seeds - Creating a database of invasive plants for risk
assessment. Proceedings of the 21st Asian Pacific Weed Science Society (APWSS) Conference. October 2-6, 2007.
Colombo, Sri Lanka.

(2) Enomoto, T., Ozawa, Y., Kataoka, H., Kariyama, S. and Yamashita, J. An aggressive invader plant Andropogon
virginicus L. in Japan and Hawaii Island. Proceedings of the 21st Asian Pacific Weed Science Society (APWSS)
Conference. October 2-6, 2007. Colombo, Sri Lanka.

R A:Abs2 7 v —7 (Group of Cytomolecular Biochemistry)

(1) Yamasaki, Y., Nakashima, S. and Konno, H. : Starch-hydolyzing enzymes of a moss Scopelophila cataractae that grows
on soil containing copper. 13th International Symposium on Toxicity Assessment, Toyama, Japan, August 19-24,
2007.

(2) Konno, H., Yamasaki, Y. and Nakashima, S. : A fern hyperaccumulates copper. 13" International Symposium on
Toxicity Assessment, Toyama, Japan, August 19-24, 2007.

(3) Yamasaki, Y., Nakashima, S. and Konno, H. : A novel a-glucosidase from copper-tolerant moss Scopelophila
cataractae. 44" Congress of the European Society of Toxicology, Amsterdam, The Netherlands, October 7-10,
2007.
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B LN VEYD Y ARE

(List of Domestic Conferences and Symposia)

FEEERI S - HIfEBPY (Division of Functional Biology and Genetics)
TREBE T 7 Vv — 7 (Group of Nuclear Genomics)

(1) BEHPLF - SeHE - iR Y a A XF X FBUREEARO I ZIT BT 5 288). HARBIZARETINRE, Wil
. 20074 9 H19-21H (Yokota, E., Shibata, F., Murata, M. Meiotic behavior of a ring chromosome in
Arabidopsis thaliana. 79th Annual Meeting Genet. Soc. Japan, Okayama, Sept. 19-21, 2007)

(2) #WE - BREFI2ADO IO A X F A FGMRICE 2 5 28, OARBRFESETINRS, WL, 20074F 9
H19-21H (Tani, A., Murata, M. Effects of a systemic herbicide, 2,4-D on Arabidopsis chromosomes. 79th Annual
Meeting Genet. Soc. Japan, Okayma, Sept. 19-21, 2007)

(3) R - MFEER - FHEE O IBFRRERM e 2 b U H 3 0T, HABRZSRE7IE RS, ML, 2007
49 H19-21H (Nagaki, K., Kashihara, K., Murata, M. Analysis of centromere-specific histone H3 from tobacco.
79th Annual Meeting Genet. Soc. Japan, Okayma, Sept. 19-21, 2007)

4) RBGEF - FUEEK - MR 7 N3 2B 285K S 2 X7 HCRE T — 7 OfFNT, H58M Gtk 2 - 4171
et ff a0 F 7 A20074E A FAES. I, 20074F11H26-28 H.  (Analysis of centromere protein C from
tobacco. 58th Annual Meeting Soc. Chromosome Res./11th Chromosome Colloquium, Nov. 26-28, 2007, Hayama)

VEWIFE 1072 7 Vv — 7 (Group of Crop Seed Science)

(1) KPR - BHAE @ 2 A FOABGRGEEHE (AFP) MBI OFEBURNT, B12mFFEFMIEs (2007) JLRZE
#isxftA—, 7 H11H (Ohnishi, N. and Noda, K.: Expression of ABI5 binding protein (AFP)-like gene of
wheat. 12" meeting of the society of Pre-harvest sprouting in cereals, July 11, 2007. Kitami)

(2) BHME @ [HMFORY T4 SR EIEZ, THUEME L] MToAEGE-KEBREDDYAHHML- H
AREEY AT PRI — a2, G RFY NT 4 —% 77—, 9H15H, 2007. (Noda, K.: Grain
dormancy is a strategy for survival, but is it a merit as a crop-Travel and wake-up of grain-, annual meeting of the
Botanical Society of Japan, September 15, 2007, Liberty tower of Meiji Univ., Tokyo)

(3) KPEMLA - BFHIAIE @ 2 A F OABISK G HEEE (AFP)FREIR T O St Rl & SEBUHNT, BRI E112000
W4, B (2007) 1WEKE 9 22, 23H (Ohnishi, N. and Noda, K.: Chromosomal location and
expression of ABI5 binding protein (AFP)-like gene of wheat. 112th annual meeting of the Breeding Society of
Japan, September 22-23, 2007. Yamagata Univ.)

(4) 5 EA - SR WHAE D A TIOR) 72/ =V FF B oS EE. HARIELFER20074EE R
4 R 2007, 3 H25, 26H (Yamasaki, Y., Konno, H. and Noda, K. Purification and properties of polyphenol
oxidase from bran. Annual meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry, Tokyo,
Tokyo, 2007, March 25, 26.)

(5) AUPMEFE - LR RA - A - RHEMZE N EOA T RIS T 2 ML 02, AARZE YR
20074EEE R4y, B, 2007, 3 H25,26H (Konno, H., Yamasaki, Y., Sugimoto, M. and Takeda, K. Changes in cell
wall matrix polysaccharides in developing drought-tolerant wheat seedlings. Annual meeting of Japan Society
for Bioscience, Biotechnology, and Agrochemistry, Tokyo, Tokyo, 2007, March 25, 26.)

(6) Il A, FAEE TE & SBHEE D BEFEFECHETIL0TNVIF—XORREMY, S ux T 7
1 —WFge53 4. A 2007, 4 H21H (Yamasaki, Y., Kariya, J., Nakashima, S. and Konno, H. Purification and
properties of pullulanase from germinated millet seeds. The Second Meeting of Preparative Chromatography
Association, Kurashiki, 2007, April 21.)

(7)) HhE G REAE, IS, i R, SRR ORI YEOX Y uF A AL o Ta T 7 A VI RIET
KMESEA L+ v ORE, S u< NI 7 0 =58RS, B, 2007, 4 A21H (Nakashima, S., Hirose,
K., Esaki, B., Yamasaki, Y. and Konno, H. Effect of Heavy metal ions on the profiles of metallothionein in a
filamentous cyanobacterium. The Second Meeting of Preparative Chromatography Association, Kurashiki, 2007,
April 21.)
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Wi A b U A& 8T 7 )V — 7 (Group of Physiology and Molecular Biology of Plant Stress

(1)

Responses)

#OWEE - MR - RFEW B OB% A ATV I = ATEBETAIs IOBEREENT. H AR Bl SRS,
E%, 3 H28H —30H, 2007. p.117. (Huang C. F, Yamaji, N., Yano, M. and Ma, J. F. : Functional analysis of a
rice Al-tolerant gene Alsl. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 28-30, 2007,
Ehime)

dll - LA - £ - HIEEUK - EEERDL - RS - 55 B A AFOT VI AEER S
PR L Al AR D FEBL R & ONITHRRRIAT. H AR LB 4Ry, &%, 3 H28H —30H, 2007. p. 116.
(Furukawa, J., Yamaji, N., Wang, H., Katsuhara, M., Sato, K., Takeda, K. and Ma, J. F.: Functional analysis of Al-
activated citrate transporter gene in barley. Annual Meeting of the Japanese Society of Plant Physiologists. Mar.
28-30, 2007, Ehime)

SRR UE R - HRER - B B L A AFINIPO 7 A MR ESEE ONT. H AR B AES, BIR,
3 J28H —30H, 2007. p. 102. (Mitani, N., Yamaji, N. and Ma, J. F. : Characterization of silicon permeability of
NIP in gramineous plants. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 28-30, 2007,
Ehime).

EEPRE - iR - S5 D by e 0 g Y HBROB— A F ARSI AR EF ZmYS1D E 2 B AT, HA
WA AES, ZiE, 3 H28H —30H, 2007. p. 101. (Ueno, D., Yamaji, N. and Ma, J. F.: Further
characterization of an Fe-phytosiderophore transporter gene ZmYS1 in maize. Annual meeting of the Japanese
Society of Plant Physiologists. March. 28-30, 2007, Ehime)

A - =44 - B @8 0 A A7 A BB IRLsi6 O BERERIAT. H AR A BS54RS, BI%, 3 H28H —30
H, 2007. p.102. (Yamaji, N. Mitani, N. and Ma, J.F.: Functional analysis of a rice silicon transporter Lsi6. Annual
meeting of the Japanese Society of Plant Physiologists. Mar. 28-30, 2007, Ehime)

5 RESE - IR - LA - FIE - AR EE - EREFL - A D TV I = ALK s TERELI S s
YBRET UAKR—F —OFEFE2M T Y AR—F -, K, 6H9H~10H, 2007. (Ma,J. F,
Furukawa, J., Yamaji, N., Wang, H., Mitani, N., Sato, K. and Takeda, K.: Identification of an Al-activated citrate
transporter. 2" Workshop on Transporter, June 9-10, 2007, Tokyo).

B B A A7 A BRRIHERE, 7TV =9 MRZUEREKOMNT. 7o —T74 =V T RI TN 2
REFBICE ZHEHEETORM M@ K)F 7A11-12H. 2007. (Ma, J. F.: Analysis of rice mutants
defective in Si uptake and sensitive to Al. Gamma-field Symposium, July 11-12, 2007, Mito)

TRHET - Z6EAF - B - 5 8% REICBT 257 1 BRI O N, HAR TR R4S, ]
W, 8 H22H —24H, 2007. p. 89. (Chiba, Y., Mitani, N., Yamaji, N., and Ma, J.F. : Analyses of silicon uptake
mechanism in barley. Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Aug. 22-24,
2007, Tokyo)

WO - IR - HEBRAT - KB EH - B 4 | Functional analyses of two Al-tolerant genes Als] and Als2in
rice. HAR TR 2S4S, Wal, 8 H22H —24H, 2007. p. 64. (Huang C. F, Yamaji, N., Tajima, S., Yano, M.
and Ma, J. F. : Functional analyses of two Al-tolerant genes Alsl and AlsZ2in rice. Annual meeting of the Japanese
Society of Soil Science and Plant Nutrition. Aug. 22-24, 2007, Tokyo))

milll - lhpE A - E % - SRS - MHEET - ERRL - HRER - REMSE - N 8% A4 AFITB
FATNIZT LKL 7 T YR WNCEE S 585 T 0 Bl & BRefET. O A TR Es, W, 8
H22H —24H, 2007. p.64. (Furukawa, J., Yamaji, N., Wang, H., Mitani, N., Murata, Y., Sato, K., Katsuhara, M.,
Takeda, K. and Ma, J. F. : Cloning and Functional analysis of Al-activated citrate transporter gene in barley.
Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Aug. 22-24, 2007, Tokyo)

B S A RCTBUI AT A ROF MR OIS CB T 20178, HAR IR B A&, W, 8 H23
H, 2007. p.218. (Ma, J. F.: Studies on beneficial effects and uptake system of silicon in rice. Presentation for
JSSSPN awards, Aug. 23, 2007, Tokyo)

EAEES - IE - S B Py Eu Y HRO 7 A BWIIGEISF O Bl & T, HAR TR RS,
WHt, 8 H22H —24H, 2007. p.76. (Mitani, N., Yamaji, N. and Ma, J. F. : Identification and characterization of
silicontransporters in maize. Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Aug. 22-
24,2007, Tokyo)

I B R o A FHRYSLEE O HUEES X OBRERENT. HATIRIERARES, W, 8 H22H —24
H, 2007. p. 86. (Sakurai, I. and Ma, J. F. : Cloning and characterization of YSL genes from barley. Annual
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(1)

@)

meeting of the Japanese Society of Soil Science and Plant Nutrition. Aug. 22-24, 2007, Tokyo)

EEPRE - B % SR BERAY Arabidopsis hallerid# BT 2 7 K I A L SR OMNLRFENE DT
HARTIEAE 2 A4ES, WE, 8 H22H —24H, 2007. p.83. (Ueno, D. and Ma, J. F. Cellular localization of Zn
and Cd in the hyperaccumulator, Arabidopsis halleri. Annual meeting of the Japanese Society of Soil Science and
Plant Nutrition. Aug. 22-24, 2007, Tokyo)

T # - B  H#  Characterization of Al uptake and accumulation in three Fagopyrum species. H A T3 fURl 4%

4, Wat, 8 H22H —24H, 2007. p. 77. (Wang, H. and Ma, J. F.: Characterization of Al uptake and
accumulation in three Fagopyrum species. Annual meeting of the Japanese Society of Soil Science and Plant
Nutrition. Aug. 22-24, 2007, Tokyo)

AR - S8R - BB - 5 B8 A A7 A BREAAR & RN - E£RERERE. B AR IR RS, K
W, 8 H22H —24H, 2007. p. 90. (Yamaji, N., Mitani, N., Tamai, K. and Ma, J. F.: Silicon transporters and
uptake, accumulation. Annual meeting of the Japanese Society of Soil Science and Plant Nutrition. Aug. 22-24,
2007, Tokyo)

B OHE AWMOTrARIN T VAR—Y— FIUAR—S—ICHTEIEEM T A =T A NFTEERFT VR
R— & — L BREEHIE & BRI HT T KBR. 8H31H. 2007. (Ma, J. F.: Silicon transporters in plants,
Sunbor Forum on Transporters. August 31, 2007, Osaka)

K Ak WY O A FlA AR, KR e SIRATTE TR O WINENEESR] ¥ R YT A WHIRF I AER#R, 9 A
24H, 2007 (Ma, J. F. Mechanism of silicon transport in higher plants. Symposium ‘Plant Nutrition and Transport’
The University of Tokyo, September 24, 2007)

N B AT AFIATIVA ML AMEEEFORRE. AFFHFES, il 11A17-18H, 2007 (Ma, J. F.
Identification of tolerant genes related to mineral stresses in barley. Workshop on barley and wheat. Nov. 17-18,
2007, Fukuyama)

I - e RZEAT - AARIEW - IUARET © TV I =7 AEMERY TN T Y AR—F — (ALMT1) OiFk
AL S O AT, 554700 H ARRY) B2 F 4, SRR I, 3 A28-30H, 2007 (Kikui. S., Sasaki, T.,
Matsumoto, H. and Yamamoto, Y. Activation mechanism of Aluminum-activated Malate Transporter (ALMT1).
The 47th annual meeting of the Japanese Society of Plant Physiologists. March 28-30, 2007, Matsuyama, Ehime)

flé %4 RZAT - Peter R. Ryan * Emmanuel Delhaize + A8ARSEH] - WA | 2 A FALMTIERECH) & 7V I =7 Aliif
Ph. 54708 H AR Y R 2RSS, SRERILT, 3H28-30H, 2007 (Sasaki, T., Ryan, P.R., Delhaize, E.,
Matsumoto, H. and Yamamoto, Y. Upstream sequences of the ALMT 1 and aluminum tolerance in wheat. The 47th
annual meeting of the Japanese Society of Plant Physiologists. March 28-30, 2007, Matsuyama, Ehime)

TCHEAK - 1 2 RZAT - INARET | I AFALMTL b T ¥ AR — % — OREEL PR OFFNT. 5547101 H ARy A B4 43
&, ZRER LT, 3 H28-30H, 2007. (Motoda, H., Sasaki, T. and Yamamoto, Y. Transmembrane topology of
wheat ALMTI transporter. The 47™ annual meeting of the Japanese Society of Plant Physiologists. March 28-30,
2007, Matsuyama, Ehime)

IAPES - ZNFKIERER - Tijen Demiral - JARE - E4 RFET 1 ¥y NaD7 VI =9 ARFIEEICB T 29 F v
W DG 55470 H AR A B 45 AE 4 BRI, 3 H28-30H, 2007 (Yamamoto, Y., Ozuka, S., Demiral,
T., Rikiishi, S. and Sasaki, T. A Role of Salicylic Acid In Toxic Responses To Aluminum In Tobacco. The 47™
annual meeting of the Japanese Society of Plant Physiologists. March 28-30, 2007, Matsuyama, Ehime)

fli 2 RFAT « JEHEAE - IWARET | 3 AFALMTLY ¥ 8 7 B OMSEMNT. HAR TR 24 RRUR RS, 8 H22-
25H, 2007 (Sasaki, T., Motoda, H. and Yamamoto, Y. Analysis of ALMT1 protein structure in wheat. Japanese
Society of Soil Science and Plant Nutrition August 22-25, 2007, Tokyo)

BB - 2 RFEAT - ILREET © I AFALMTIO 7V I =7 AEMEALERE O M. HAR LR 24 WK
%%, 8 H22-25H, 2007 (Kikui, S., Sasaki, T. and Yamamoto, Y. Activation mechanism of wheat ALMTI. Japanese
Society of Soil Science and Plant Nutrition August 22-25, 2007, Tokyo)

INAFES - /NRIERER « Tijen Demiral « JJA R - E 4 RFAT © ¥ N2 07270 I =7 A2 X Ll R E
BRE DT, B AR I0R 24 WRUR R 8 H22-25H, 2007 (Yamamoto, Y., Ozuka, S., Demiral, T, Rikiishi,
S. and Sasaki, T. Mechanism of cell elongation inhibition by aluminum in tobacco (V. tabacum L.). Japanese
Society of Soil Science and Plant Nutrition August 22-25, 2007, Tokyo)

fli e RFAT 1 V) ¥ TERIEMARICE 2 70V I =7 ATk O G EBERE. 5w s 7e [ O 25 IR EERR] ¥ >
RY A B RFHAREE 9H24H, 2007 (Sasaki, T. Regulation mechanism of aluminum tolerance by the
malate transporter. Symposium ‘Plant Nutrition and Transport’ The University of Tokyo, September 24, 2007)

32



T B RERNT 7V — 7 (Group of Molecular and Functional Plant Biology)

(1) HEER. WYWO7 7 T7R) > OSHEEEEZOHE 59 RWAKRE Y >R Y A [ oL BERE & LR
FHREEOLE] (Z4%) 20074 3 H27H

(2) AlLigaba M. Katsuhara. 7% A FWHIEAEL 7 7 7 R VEETOBRBEA ML A X 2 8B H AR £
20074 B4R (FFIR) 20074F 3 H28H-30H

(3) SeW=MIe, HEEAK., WA ML ZOMMBERICBT AL 272 7R) YRBOFERMNZES  HARMY LSS
20074 BE4E 4 (F0%) 20074 3 H28H-30H

@) F OB BEAEL BEEKR. KB IORIL~ YA Y 7 EOKFARIROLE 0 AR LB 420074 AR
(Zz) 20074F 3 H28H-30H

(5) =/4LRZE s, HEEAR, B @8 A 2FNIPOY £ BRESRIETEOMNT B ALY 4 Bl 22 2200748 B 4R
& (%% 20074F 3 H28H-30H

6) FI A, LA, £ BEEA, EBAUL. REME B OBE% T AFOT7T VI AR
Bk R AR T ORI e & CNTREREMNT  H AR AL BI22 43 20074F BEAE 4% (FE1R) 20074F 3 H28H-30H

(1) BARITLA. HEREI, HEEAR, 4 AFFEREEE Y 7 7R Y@z ToOREEHEA b L RIS X % 5EHHH
HAMY A E71 ks (F3) 2007429 H7H-9H

(8) AR, HEEAKR., 42 FEEEBER 7 7 7R) VEETOREEEA LA X 5B HE  FE27RARM %
& (fBH)  20074E11H24H

YeW o ) 2 EFREZ Vv — 7 (Group of Crop Genome Modification)

(1) VERFHA - R - SUHE - J§IHEE © 4 ADODNA b T ¥ AR Y YuDart % #1325 B R FaDart O . H
ABFREFEEIMEHS. K. 20074E 3 H30-31H. (Nishimura, H., Tsugane, K., lida, S. and Maekawa M.:
Exploitation of active aDart controlling transposition of DNA transposon nDart in rice. The 111th meeting of
Japanese Society of Breeding. Ibaraki, March 30-31, 2007.)

(2) ViR F5A - Nisar Ahmed - #R—JE - SUHEE - §IIHES | O. longistaminata MRAHEZRR E BEME N T Y ARV ¥
BT Hpyl-vk ORMFA B Hpyl-vAl o 5 HARFTHEAARE11203E S, 1IWE. 20074 9 H22-23H.
(Nishimura, H., Nisar, A., Tsugane, K., Iida, S. and Maekawa M. The shortage segregation of pyl-v plants in F2 of
the cross between the progeny of O. longistaminata X T65 and pyl-v plant carrying aDart. The 112th meeting of
Japanese Society of Breeding. Yamagata, September 22-23, 2007.)

(3) JIAEMIE - AR - FBREME - BIHEE | 3 2 F O IRIRPEAR T 2SR RAKIZ B 1) % ABARE S {5E B dE (A 1
DOFEBUENT. HAFFAHE11203#H S, (. 200748 9 A22-23H. (Rikiishi, K., Kobayashi, F., Takumi, S.
and Maekawa, M. Expression analysis of the genes involved in ABA signal transduction pathway in wheat mutants
with reduced seed dormancy. The 112th meeting of Japanese Society of Breeding. Yamagata, September 22-23,
2007.)

(4) FHARET - hHET - ilIHEE | AR 4 FI2B B Viviporous 1 (TaVpl) BT OB E Z 0¥, OAF
MASE1I1MFEHR S, K. 20074F 3 H30-31 H. (Utsugi, S., Nakamura, S. and Maekawa, M. Expression
analyses and characteristics of Triticum aestivum Viviporous 1 (TaVpl) gene. The 111th meeting of Japanese
Society of Breeding. Ibaraki, March 30-31, 2007.)

BRYE Y 7 MEERMNE 77 )V — 7 (Group of Environmental Signaling Systems)

(1) ZUR%T - MR - ARB R - SORE : a4 XFXFHA D ZRIHENCBI 2 2 5 = X L O, 454810 H A
PSR S BRI LT, 3H28-30H, 2007. (Miura, E., Kato, Y., Matsushima, R. and Sakamoto, W. :
Identification of fugl and scol as a suppressor of leaf variegation in var mutants. 48th Annual Meeting of the
Japanese Society of Plant Physiologists, March 28-30, 2007, Matsuyama,)

(2) IMEERA - ST - RBR WAE A ZER Roar2ll B LS Pt 7 ¥ — I 3AMIC X DRI NG 548
] H A A B 4R 2%, BRI ILTT, 3 H28-30H, 2007. (Kato, Y., Miura, E., Matsushima, R. and Sakamoto,
W. : Physiological and biochemical dissection of the white sectors of yellow variegatedZ2. 48th Annual Meeting of
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®)

the Japanese Society of Plant Physiologists, March 28-30, 2007, Matsuyama)

RIFARS - BIEREAE - ST - BORE - Il b - PRIRSERL - AR - SEAEER RO BEICTBIT S A A
DIEN AT TSRS & A PR, 5548101 H AR AR Bl 4R &) SRR LT, 3 J128-30H, 2007. (Nagai, M.,
Uehara, T., Miura , E., Sakamoto, W., Yamagami, M., Fukaki, H., Kitamura, A. and Mimura, T. : Distribution
mechanism and physiological roles of inorganic ion gradient in a leaf. 48th Annual Meeting of the Japanese
Society of Plant Physiologists, March 28-30, 2007, Matsuyama)

MEARIEAT - SEPHEA - BRI - AR H  BE R T ORBUC X 2 XF 227 OFE - BELIZ. 481 H AKE Y A4 3
FRES, FIREAILTE, 3 H28-30H, 2007. (Umemoto, N., Takano, M., Fukaya, T. and Sakamoto, W. : Flower
and leafcolor modification by transcriptional factors in petunia. 48th Annual Meeting of the Japanese Society of
Plant Physiologists, March 28-30, 2007, Matsuyama)

T HVESE - AT - SFEHR - BWORE - B BEA D ZERRoar2A2 BT 266 BRDIRILA FLAE I bar
R0 7 WU 0 B 554810] H AR R BL A2 AR &) SR IRAR LT, 3 28-30H, 2007. (Yoshida, K.,
Watanabe, C., Terashima, 1., Sakamoto, W. and Noguchi, K. : Relationship beween the oxidative stress in
chloroplasts and the mitochondrial respiratory properties in yellow variegated 2 mutants. 48th Annual Meeting
of the Japanese Society of Plant Physiologists, March 28-30, 2007, Matsuyama)

ST MRS - RBR  WAEH - a2 FAFREA D BEEE RO LA S = XL 5 E
R HIIEAT. 200748 B2 B ARRL AUF 78RS R HE - — iR T382m  mikkd: - REEBeAEIT X 2 iR e & 2
DEHAT 4T ITNVHEEZD ST HARACSNTA LS -], BWLRREILT, 7 A31H, 2007 (Miura, E.,
Kato, Y., Matsushima, R. and Sakamoto, W. : Genetic dissection of chloroplast differentiation using Arabidopsis
leaf variegated mutants. 48th Annual Meeting of the Japanese Society of Plant Physiologists, 2nd Public Meeting
of Okayama University Graduate School “Introduction of current natural science for high school students by
graduate students”, March 28-30, 2007, Okayama,)

SRS - R - BB R - BURE  BEA D ZRAE VBRI BT B BB REEAT. 55710 H A
Gy yRY L, FWILERILT, 5 H25H, 2007 (Miura, E., Kato, Y., Matsushima, R. and Sakamoto, W. :
Genetic characterization of chloroplast differentiation using leaf variegated mutants. 7th Japanese Photosynthesis
Symposium, May 25, 2007, Okayama,)

MBS - ZHRT - BRBER - BARE A ) E R fvar2B it 7 & — 13 RMEEERAR % F0 A I X AR X
N5 BIMARNEER Y YR 2 WILER LT, 5 H25H, 2007 (Kato, Y., Miura, E., Matsushima, R. and
Sakamoto, W. : White Leaf sectors in var2 are formed by viable cells with undifferentiated plastids. 7th Japanese
Photosynthesis Symposium, May 25, 2007, Okayama)

IEE#A - BT 1 7 7 — ¥ FtsHIZ & 2 D15 B RE ORI, e BURATSE (R O BREGEIGERE & L COF VA
A F5Ab]) ELIMEF T —27 T a v 7 BRI, 10H24-26 H, 2007. (Kato, Y. : Degradation of photosystem
II Reaction-Center D1 protein by FtsH metalloprotease. Grant-in Aid for Scientific Research of Priority Areas,
“Organelle Differentiation as the Strategy for Environmental Adaptation in Plants” Third Workshop for Young
scientists, October 24-26, 2007, Seto)

FEEHEZ T T AF FOFGERRE IR L L72BEA ) R OARAL. Ko sHIise [hEY O BREGEIGENE & LTt
NIRRT 5] H3MAETT—2 v ay 7 FMRMEFT, 10A24-26H, 2007. (Uno, Y. : Classification of
variegated plants based on the developmental behavior of plastids. Grant-in Aid for Scientific Research of Priority
Areas, “Organelle Differentiation as the Strategy for Environmental Adaptation in Plants” Third Workshop for
Young scientists, October 24-26, 2007, Seto)

Lay Yin Tang : €7 VHWIZ BT 2 BEA ) ZFARD 57 F-BARFRIFAT. Fig IS 7E (R OREGEIGHEE & L To
FNH AT HAL] EIMEFT -2 2 a v T MBS, 10A24-26H, 2007. (Tang, L.-Y. : Molecular genetic
characterization of leaf-variegated mutants in model plant species. Grant-in Aid for Scientific Research of Priority
Areas, “Organelle Differentiation as the Strategy for Environmental Adaptation in Plants” Third Workshop for
Young scientists, October 24-26, 2007, Seto)

ST v u A XF AT A ) B R ARvar2 DR JFEIRBUEIZ OV T REE SIS [HEY) O RSEGEIGHNS & LTt
WA AT 5Ab]) EIMEF T —27 2 a v 7 MM, 10H24-26H, 2007. (Miura, E. : Disease-resistant
phenotype of Arabidopsis variegated mutant, var2. Grant-in Aid for Scientific Research of Priority Areas,
“Organelle Differentiation as the Strategy for Environmental Adaptation in Plants” Third Workshop for Young
scientists, October 24-26, 2007, Seto)

B - SRE PRSI AR & W 728 L\ Vo7 & 5 288 0/ R Sisifge ThiY o L5l 2 B0
20 NERE] EINEF T —2 ¥ a v 7, wHIEIGT, 115 5-7 H, 2007. (Matsushima, R. and Sakamoto W.
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: Novel methodology of organellar analysis using haploid cell, pollen. Grant-in Aid for Scientific Research of
Priority Areas, “Genome Barriers in Plant Reproduction” First Workshop for Young scientists, November 3-5,
2007, Sendai)

W) BARZ - EENE - JCKRE . Y uAf XS XFHRE) VT v — Y OJRTE L FEBL, B30 H ARG FAYFRES - B
80 0 AAAbHFAES - AFF S, ME)IEMET, 12H11-15H, 2007. (Sugimoto, M., Fujitani, N. and
Sakamoto, W. : Localization and expression of serine racemase from Arabidopsis thaliana. BMB2007, December
11-15, 2007, Yokohama)

) MEBEEB - BOARE - GRS - LR — - LRI X 2 R A A OFEH, 8300 H ARG TAEWFSES - 8B
80| H AEALF&4ES - ARSE, MZ)IEAHET, 12H11-15H, 2007. (Saika, H., Sakamoto, W., Maekawa, M.
and Toki, S. : Visual selection in rice transformation. BMB2007, December 11-15, 2007, Yokohama)

ERIERICEEMTEBPY  (Division of Environmental Response Analysis)
LR HAERE 7 Vv — 7 (Group of Insect Physiology and Molecular Biology)

(1) Anwar Kuruban - % H3Eik - FIHET - 2 FF - BORAW D44 7 32 7 RRIRER I 51 2 SRk ORI, 45
5118 H ARG A B Rl # A K4, WA BT, 20074 3 A27-29H . (A. Kurban, Yoshida, H., Sonoda, S. Izumi,Y. And
Tsumuki, H.: Cold injury in individual tissues of non-diapausing pupae of the cotton bollworm, Helicoverpa
armigera. 51th Annual Meeting of the Japanese Society of Applied Entomology and Zoology, March 27-29, 2007).

(2)  Anwar Kuruban + ¥ B3 - RHER - 5 P - BORAW] A ¥ o33 FIRRIREG O @ik d. P194EEE H A
JE B B R A b SR - R A S E SRR A IR B 2, 10T, 20074E10 3 10H . (Kurban, A., Yoshida, H.,
Sonoda, S. Izumi,Y. And Tsumuki, H.: Cold injury in non-diapausing pupae of of the cotton bollworm,
Helicoverpa armigera. Joint Meeting of the Japanese Society of Applied Entomology and Zoology, Chugoku
Branch and Entomological Society of Japan, Chugoku Branch for 2007, October 10, 2007)

(3) H &Hk - R V- FHER] - HHIES - S5 HHF - SWHA - BIARAW © F Y RECE TN TSN T
5 REWIEFHOFEG]. H51E H A H B B RE &K &, HK B, 200748 3 H27-29H . (Tian, R, Izumi, Y.,
Sonoda, S., Yoshida, H. Imayoshi, Y., Iwagbuchi, H. and Tsumuki, H.: Attractancy of fruit piercing moths to pear
fruit odors. 51th Annual Meeting of the Japanese Society of Applied Entomology and Zoology, March, 2007)

(4) H &R P - EHER - HHIESL - S AP - SWEAT - AAY] D Y E BB RERKRIIIIT R
EWIIHOET . P19 BE H A H B R v 30 - RIS EECRAF BI%, (i, 20074210 H
10H . Attractancy of fruit piercing moths to pear and peach fruit odors. Joint Meeting of the Japanese Society of
Applied Entomology and Zoology, Chugoku Branch and Entomological Society of Japan, Chugoku Branch for
2007, October 10, 2007)

(6) WEW M- EATEA - HAUIFE - RAREL - R P BAAW] - HHRE - BRES D = A AL T R
ERMHENIC BT L RBTH EMH ) X2 0E. 5510 HAS HEY RIS KRS, RIRETT, 20074 3 H27-
29H .(Hatashi, K., Miyatake, T., Yoshimoto, A., Hozumi, N., Izumi, Y., Tsumuki, H., Yoshi, T. and Tomioka, K.:
Comparison of mating behavior and circadian rhythm between rice- and water-oats-populations of the rice stem
borer, Chilo suppressalis Walker. 51°* Annual Meeting of the Japanese Society of Applied Entomology and
Zoology, March 27-29, 2007).

(6) WEEIMS - EATE - RRRTESE - TP - BAARAD] - HIERE - BRESG D S A AL AL F &< a MRS S
JABEH Y XA L REFEHMOLE. HARBMATEISH260K4x, AT, 20074£10 19-21H. .(Hatashi, K.,
Miyatake, T., Yoshimoto, A., Hozumi, N., Izumi, Y., Tsumuki, H., Yoshi, T. and Tomioka, K.: Comparison of
circadian rhythm and developmental period between rice- and water-oats-populations of the rice stem borer,
Chilo suppressalis Walker. 26 Annual Meeting of the Japan Ethological Society, October 19-21, 2007).

(7) HHEBHET - WHEH - AAW @ 2+ TOBWIMEEREICB T 526 E L A0 4 FABESEICEDLF M) 7 A5
¥ AVBIRFERIZOW T, $E510 HARSHEY R RAARE, BL T, 20074 3 27-29H. (Igaki, C.,
Sonoda, S. and Tsumuki, H.: Mutations of the para-sodium channel gene involving pyrethroid resistance in the
field populations of the diamondback moth. 51% Annual Meeting of the Japanese Society of Applied Entomology
and Zoology, March 27-29, 2007).

(8) & P AT - BARAW D = X A ARYRITB IS 2B OIRH OZAL. H51E HAS H B B i a ks,
WL T, 20074F 3 H27-29H. (Changes in amount and composition of lipids in larvae of the rice stem borer,
Chilo suppressalis Walker during overwintering. 51° Annual Meeting of the Japanese Society of Applied
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Entomology and Zoology, March 27-29, 2007).

9) S P BARAW] D = X A A R DGR, PRI BE H SIS B R i 2 v [ SR - RIS RIS
ERA T4, IWEIT, 20074£10H 10H . (Dry tolerance of overwintering larvae of the rice stem borer, Chilo
suppressalis Walker. Joint Meeting of the Japanese Society of Applied Entomology and Zoology, Chugoku
Branch and Entomological Society of Japan, Chugoku Branch for 2007, October 10, 2007).

1) WATE—ER - BARAW - 5 3P - FIH i 2279 22 TH A OFgENE EFICHE D RN 02 k. 45510 H AR
Ho R RFAEKRE, WILET, 200743 27-29H . (Matsukura, K., Hisaaki Tsumuki,H., Izumi, Y. and Takashi
Wada, T.: Changes in chemical components in the freshwater apple snail, Pomacea canaliculata (Gastropoda:
Ampullariidae), in relation to the development of its cold hardiness. 51 Annual Meeting of the Japanese Society
of Applied Entomology and Zoology, March 27-29, 2007).

W EHEFR - HFHEFET - T2 779 750 F - EAAW AR ELV AT FRRYMEa S 7iEA vy F 74
T ATTA YT K o TR L EZHRDF P Y AF X A NVIEEY EFEILL T 5. 510 H ARG
AE R EA KRS, ®IEBET, 2007423 H27-29H . (Sonoda, S., Igaki, C., Ashfaq, M. and Tsumuki, H.:
Pyrethroid-resistant diamondback moth expresses alternatively spliced sodium channel transcripts with different
sensitivities to pyrethroids. 51" Annual Meeting of the Japanese Society of Applied Entomology and Zoology,
March 27-29, 2007).

© RHEF - BAAH: I by FEEIRCBT =1 ay 7y X HBETOREICHT 55888, FR194E
B H ARSI B B e s E S - B h E SRS R B2, LT, 20074E10 10H . (Sonoda, S. and
Tsumuki, H.: Induction of heat shock protein genes by insecticides in cultured cells of the cabbage armyworm.
Joint Meeting of the Japanese Society of Applied Entomology and Zoology, Chugoku Branch and Entomological
Society of Japan, Chugoku Branch for 2007, October 10, 2007).

EFA b LR ERINE 7V —7 (Group of Ecological Response for Environmental Stress)

(1) & A, BEAR B HEEAR FERECRALY Y 5 v 7 EOKFARRORE AW RS0 4 8 M4ER
Rl 200743 28-30 H

WiY) - AWM EAER 77 Vv —7 (Group of Plant-Microbe Interactions)

(1) Sun L.-Y., and Suzuki, N.: Rearrangements of the Mycoreovirus I genome segments induced by the papain-like
protease p29 of the prototype hypovirus CHV1-EP713. The Annual Meeting of Japanese Phytopathological
Society, Utsunomiya, March 28-30, 2007.

(2) FLEE - SEARIEAT - SWAMFEL 1 REMCryphoneciria hypovirus I-EPT13(CHVI-EP7I)DF =T > ) —=F 4 ¥ 77
L — ABORIERESAE. “PIR19ME B H AR B2 R FH0E 20074F 3 H28-30H (Guo, L.-H., Araki, H.,
and Suzuki, N.:Mechanism of the translation of open reading frame B of the prototype hypovirus CHV1-EP713.
The Annual Meeting of Japanese Phytopathological Society, Utsunomiya, March 28-30, 2007)

(3) AL - BARIEEL I RNAY A L ¥ v ¥ Z3EH) 7 ) AR WK ORGP EE H R Pl 2 ks
#BE 20074F 3 H28-30H (Maruyama, K., Suzuki, N.: Characterization of strains of the chestnut blight fungus,
Cryphonectria Parasitica that are silenced for transgenes. The Annual Meeting of Japanese Phytopathological
Society ,Utsunomiya, March 28-30, 2007)

(4) TFaruk, M. I. and Suzuki, N.: Host factors associated with hypovirus symptom expression. The Annual Meeting of
Japanese Phytopathological Society, Utsunomiya, March 28-30, 2007.

(5) Faruk, M. T+ Ana Eusebio-Cope * $3ARIEEA © /N1 R £ )V ACHVI-EP713DIREHBUCEI 53 2 165 ER T-OE&R. §
23 E Y [ 7 £ OV 29 BIEEARILT IS &0 &8820074E 6 A16-17H. (Faruk, M, Ana Eusebio-
Cope, Suzuki, N.: A screen for hostfactors involved in hypovirus symptom expression. 23rd Chugoku/Shikoku
Regional Meeting on Virology, Matsuyama. , June 16-17, 2007)

(6) #HAAEIL - Faruk, M. I+ Sun, L-Y : N R A4V ZADOEHEEEMEEA L2 L VFERESNL LI I NVADT I L
FMREE. o5 AARY A W AEES T—2 Y a v T [T A4 VAREESEBEBBEOMT Mgz oy va vty
% —  20074E10H 21-23H (Suzuki, N., Faruk, M. I, and Sun, L.-Y.: Genome rearrangements of a reovirus induced
by the multifunctional protein p29 encoded by the prototype hypovirus CHV1-EP713. Workshop Mechanism of
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(1)

virus pathogenesity. The 55th Annual Meeting of Japanese Society for Virology , Sapporo, October 21-23, 2007)

Faruk, M. I - Eusebio-Cope, A * ZARIMEGA © /N[ B £ )V ACHVI-EP713D B 53 5 18 1 FNAM-1. 4555
BHAY A VAREE AR XY a vy — 20074100 21-23H (Faruk, M. 1., Eusebio-Cope, A., and
Suzuki, N. : A host factor, NAM-1, involved in symptom expression of the prototype hypovirus CHV1-EP713. The
55th Annual Meeting of Japanese Society for Virology , Sapporo, October 21-23, 2007)

BARMEEL 7 VA Z IR ZRNAY AV ADFHEWE HelA >y —r /) I 7 A23IF— [RNAZS L7
A5 =r73I7 ] MERFEFEHEE 20074E11 3 22H (Suzuki, N.: Molecular biology of RNA viruses
controlling the chestnut blight fungus. The 6th Seminar in Intergenomics RNA-mediated intergenomics, The
Graduate School of Agricultural Science, Kobe University, November 22, 2007)

SARAEEA 7 ) A 2 IR ZRNAY A VA DWRBIER T, 5 F 7 A4 VA% I — KBCRFABAY ST
20074E12H21H  (Suzuki, N.: Symptom determinants of RNA viruses controlling the chestnut blight fungus.
Seminar in Molecular Virology. Rersearch Institute for Microbial Diseases , Osaka University ,November 22, 2007)

Andika, I. B. - JCHEHM - THES @ HIEEYEE Y 4 LV ABNYVVE X OTRVIZRIZ B W TH R ICRNAY
AV Yy 7Rl 5. 194 H AR % BR B 22 K& F48# 20074F 3 H28-30H (Andika, 1. B.
Kondo, H. and Tamada, T.: BNYVV and TRV suppress RNA silencing in root-specific manner. Annual Meeting of
the Ptytopathological Society of Japan, Utsunomiya, March 28-30, 2007)

Rahim, M. D. * Andika, . B. + #LEFA « EH B Beet necrotic yellow vein virus p3l OMERYF A L vV 7
PR R, ER195E B H AR R R 2R 2 R4 T 20074F 3 H28-30H (Rahim, M. D., Andika, L. B., Kondo,
H. and Tamada, T.: BNYVV p3l is involved in silencing suppression in roots. Annual Meeting of the
Ptytopathological Society of Japan , Utsunomiya, March 28 -30, 2007)

FHEF - HOMK - Andika, 1B. « STHEHE: 7~ 4 EHEZEIC B 5 Beet necrotic yellow vein virusiKulk D7
PAR) B & OB IR R R, SPIS194E BE H AKE Y 9 B B2 K& 0B 20074F 3 128-30H (Tamada, T.,
Taguchi, K., Andika, I. B. and Kondo, H. : Pathological and genetical characterization of resistance to BNYVV in
rub-inoculated leaves of Beta vulgaris. Annual Meeting of the Ptytopathological Society of Japan, Utsunomiya,
March 28-30, 2007)

EREHE - EHEY - SREIAT Y XA ZB T A VAREESY VN BEMOBEFEEEIX 7 LA F v TV Ry 80 H
NIZ & )il S 5. FER194FEFE H AR B4 2 B 38 2% I E220074E10H 6 -7 H (Kondo, H., Tamada, T.
and Suzuki, N.: The pathogenicity of M structural protein of Orchid fleck virus in Nicotiana benthamiana is
suppressed by the interaction with nucleocapsid protein N. Kansai Division Meeting of the Phytopathological
Society of Japan, Gifu, October 6-7, 2007)

Andika, 1. B. - JEEFEA - EHATY - $iARME5ABNYVV 54kDa-@tdah & U SIGEE ARY O 7 AV APtk 2 4T85 %
BNYVV/RKRZEFEARD B, P M 194 B H AR BE 22 X B VU B & e H: 200742107 6 -7 H - (Andika, 1. B.,
Kondo, H., Tamada, T. and Suzuki, N.: Breakdown of RNA silencing-mediated resistance in BNYVV 54 kDa-RTD
ORF transgenic plants by internal deletion of 54 kDa-RTD in the viral genome. Kansai Division Meeting of the
Phytopathological Society of Japan, Gifu, October 6-7, 2007)

A BRRERI %S 7 v — 7" (Group of Applied Microbiology)

(1

@)

AR, WEEET. K —A5RE TV OS5 FRR AR & UHMEICE T % %% Modeling and analysis of

biodegradation of zenobiotic polymers based on experimental results). “Fh¢ 1 8 4F AR5 LRI 7T L 78
£, 2007.1.11, B

KIGFE SR, HARET, £EMFE, WEEET. FEERY X7 )VoOUEE S %5 (Degradation of aromatic
polyester in compost). H A I b4 I E L HRHE17H S, 2007.1.27, &I,

b ETESE, A4, SEME, WEEET. RaBEEERRodotorula glutinis IFO11258kD 7V I =77 ATiEIC B
F53I by Y7084 (Role of mitochondria on tolerance for Al in Rhodotorula glutinis IFO1125). HA
RIS E SRS 17 #R#RS, 2007.1.27, &I

NAEZRR, WEEkT, &FENF. LEFEREORLR 54 X ORBEAEWEEREDMANT (Analysis of microbial
community in rhizosphere on different cultivation condition of rice). H A E 35 ka4 I E S A48 17 R 3 &,
2007.1 .27, &Il

SWEE, THAZX, WEEETF, ®EME. FHEELLEYSHRROAEFTICRIZTTEEOMAT (Effects of
aromatic compounds on the growth of a thermophilic bacterium). H A< 225 b5 4 v U E S EREE 1710 3 &,
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2007.1.27, &III.

(6) THAIE, K, SREH, WEEET, SEMF. BN YRR Azoarcus sp. DN11OXR 2 ¥ 50 b i
MEEINEIHR (Benzene degradation by anaerobic benzene degrader, Azoarcus sp. DN11, and improvement of
degradation by the addition of activated carbon). HARRZELF20074FEE KRS, 2007, 3.25-27, HhL, HUHR.

(1) A, LT EZE, &FEMF%, WEEKT. Rhodotorula glutinisiZBIF 5T IV I = AR E I Fa v F
V) 7% ( Mitochondrial activity and tolerance for Al in Rhodotorula glutinis IFO1125). H A B35 42422007
FEER SR, 2007.3.25-27, B

(8) ARREMZE, WEARE, U4, EHWERS, BIFEE, KUf, g T WERFEOTE N TAVTe FELERT O
& L RHT (Tsolation of a factor induced by acetaldehyde from budding yeast). HAEZELEH# 5200746 B K4,
2007. 3 .25-27, HIHL.

9) SRS, FTHASE, WEEET, £FEMF. KR T8 5 OMEY R 3 O#ET (Construction of a method for
isolating bacteria from sediment and soil). BREE/NA 4 727 ) 0 ¥ —224520074E K4, 2007. 6 .26-27, KFR.

0 LR, WEEET. RIX—MEST7OLACHTZ2ETVE L OHEBEIZO W TOEE (Analysis of
microbial depolymerization of xenobiotic polymers based on mathematical models and experimental data). #533
| 5E e AT ZE4y, 2007.9.4-6, HEL

(1) Somyoonsap, P., Tani, A., Kimbara, K., and Kawai, F. The physiological role of glutathione-S-transferase in the
downstream of peg operon in Sphingopyxis macrogoltabida strain 103. HARAEY T4, 2007.9 .25-27, 5.

2 W5, WAEEET, &BEHMFF. Quantitative analysis of an anaerobic benzene degrader in contaminated underground
water based on in situ hybridization. HZAAEM T4245, 2007.9 .25-27, |k k.

) ASHEMEE, HEMRE, wE4, WEEE, EHEES, BBE, KWUfi, P HEFEBBOTE T VT R FIRE
L LA VERE R O (Response to acetaldehyde and regulation of oleic acid synthesis in budding yeast). H
KBEZASF A0 E T A R S a2, 2007.11.10-11, AbifEE.

W) JELHE, MAEEET, RIS—E5BICET2ETVESMEBL OB I2V—Ya v - BMs HENEH
4t (Mathematical modeling and numerical simulation for microbial depolymerization processes of xenobiotic
polymer). PDEs and Phenomena in Miyazaki 2007 (PPM2007), 2007.11.16-17, &%,

A BRI 7 )V — 7" (Group of Adaptation to Bioenvironment)

(1) VLWF3Z— - Kusumadewi Yulita » H15 #. 7V I =724 (A) A b L AFEWBIZT. AGST1LE(ET OG- 30
WTHEDOr O —= 2 7 L ZOMAT. 454810 H A A4 Bl 22 454 B3, 20074 3 H28H —30H . (Ezaki, B.,
Yulita, K. and Nakashima, S. Cloning and characterization of the transcription factors related to the expression of
aluminum (Al) stress inducible gene, AtGST11, in Arabidopsis. The 48" Annual Meeting of the Japanese Society
of Plant Physiologist (JSPP). Matsuyama, March 28-30, 2007)

(2) WAREILA] - i o - TS, SRRIR T Y Oscillatoria brevis D B4R A Abxal B {n T OB Einikik %
flio72CdA M L AR % BEREMFAT. S548I01 H ASKEY) A Bl 23 4R 2. %10, 20074 3 J128 H —30H. (Nakakihara,
E., Nakashima, S., Ezaki, B. Characterization of gene function of the bxal derived from cyanobacterium
Oscillatoria brevis for Cd stress in Saccharomyces cerevisiae (yeast). The 48™ Annual Meeting of the Japanese
Society of Plant Physiologist (JSPP). Matsuyama, March 28-30, 2007).

(3) FWARELA) - HEFHR - hE A - TLSC—. SRIRIK S VB Oscillatoria brevisD E &R #ik K Bxal OEERIE B
PWARCTOBBEMANT. A ¥ 0FF A4 Y BIUA Y VINAL T+ A T2 A2007, i1, 200745 9 H28H-29H .
(Nakakihara, E., Kondo, H., Nakashima, S. and Ezaki, B. Gene function of cyanobacterium Osczllatoria brevis
against Cd stress in Saccharomyces cerevisiae. Metallothionein & Metal Bioscience 2007, Tokushima,
September 28-29, 2007).

4) BARDOS LG — - i & PORWE LT V3 Oscillatoria brevis\Z BT A EERIZ L 2 WEHBEOFA
EZFOWHL. A7 aFF AL VBLPRAF VN, FH A T R2007. fEE, 20074 9 A28 H-29H . (Hashimoto,
A., Ezaki, B. and Nakashima, S. Generation of reactive oxygen species and its modulation in the musty-odor
producing cyanobacterium Oscillatoria brevis. Metallothionein & Metal Bioscience 2007, Tokushima, September
28-29, 2007)

6 8 &R R - TS — - D.P. Giedroc. RIRMEKT VIEDOBEGIEA 4 VT LB Ay o
FAATBEUCRAZ VIS FH A 2 22007, fi, 20074 9 H28H-29H  (Nakashima, S., Liu, T., Hirose, K.,
Ezaki, B. and Giedroc, D.P. Molecular mechanism on the adaptation against heavy metal ions in a filamentous
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cyanobacterium. Metallothionein & Metal Bioscience 2007, Tokushima, September 28-29, 2007)

6 wHE & REME - LEC— - LGRS - SR RIRET v EOA YT A AL o Tu T s A VITRITT
FHESBAF OB E2pRra< 7T 7 14 —REES, A%, 20074 4 H21H. (Nakashima, S.,
Hirose, K., Ezaki, B., Yamasaki, Y. and Konno, H. Effect of heavy metal ions on the profiles of metallothionein in a
filamentous cyanobacterium. The Second Meeting of Preparative Chromatography Association. Kurashiki, April
21, 2007)

(7) R - FFEEE - R - SR RFEFERFASOTNTF—YORBENE. F 205y av
I 7 4 =75 L, B, 20074F 4 A21H. (Yamasaki, Y., Kariya, J., Nakashima, S. and Konno, H. Purification
and properties of pullulanase from germinated millet seeds. The Second Meeting of Preparative Chromatography
Association, Kurashiki, April 21, 2007)

(8) WADHOE - {L3L— - e & SRIRET VEOREGEA ML AL BIHEREOFRA L 2 oM. F17h4E
DG HHEERBERS Y YR A 5 H8, 20074E 6 H21 H-22H . (Hashimoto, A., Ezaki, B. and Nakashima,
S. Heavy metal-induced generation and modulation of reactive oxygen species in the musty-odor producing
cyanobacterium Oscillatoria brevis. The 17" Symposium on Role of Metals in Biological Reactions, Biology and
Medicine, Kyoto, June 1-2, 2006)

(9 KRBBE - HPLESE SRICBT 2 XAMOMBELEL. 200748 HAKR AR 1 mfls, ik, 20074
11H10H. (Maitani, T. and Tanakamaru S. Trend of air temperature at Kurashiki for long time. The First
Meeting of Kansai Chapter of Japanese Meteorological Society, Okayama, November 10, 2007)

W0 KRAE®E - HPLESE - 5 FR— BhzAH L72KERAREGRE > X 7 4. HARRERG AR WUE SR
4, Wi, 20074£12H7H —8H. (Maitani, T., Tanakamaru, S. and Miyashita, K Water circulation
environmental control system using climate. Annual Meeting of Chugoku-Shikoku Chapter of Society of
Agricultural Meteorology, Okayama, December 7-8, 2007)

W) RBRE - HPALES - B R— - SREAT - BN A R 2 A L 2BREGRET Y 2 7 4 (2). AR
ELRRFAPE - WESE RS, Wi, 200746128 7 H— 8 H.  (Maitani, T. Tanakamaru S.Miyashita K. Shibata,
S. Matsumura S. and Sugaya H. Environmental control system using slope. Annual Meeting of Chugoku-Shikoku
Chapter of Society of Agricultural Meteorology, Okayama, December 7-8, 2007)

@) ZSRHAF - RERE - HAPOLESE - A - B SR A RBSERHE O 2 7 2K 2B b~ oA
REPE. H A RER R AP E - UEZH KL, Wi, 200742120 7 H— 8 H.  (Shibata, S., Maitani, T.,
Tanakamaru, S., Matsumura, S. and Sugaya, H. Possibility of production of summer and autumn harvest tomato
with environmental control system using slope. Annual Meeting of Chugoku-Shikoku Chapter of Society of
Agricultural Meteorology, Okayama, December 7-8, 2007)

B MAZER - HPRESE - RGREZ - ETR— - WIFHEER - Fi B BEICB 0 2 MW OB BMNT. HARER
RepSE - U E SRS, W, 2007481283 7 H— 8 H.  (Sugimoto, N., Tanakamaru, S., Maitani, T.,
Miyashita, K., Nishizaki, H. and Aoyama, I. Analysis on acid rain at Kurashiki. Annual Meeting of Chugoku-
Shikoku Chapter of Society of Agricultural Meteorology, Okayama, December 7-8, 2007)

KE - BEHEYERME > 2 — (Barley and Wild Plant Resource Center)
K% 77 Vv —"7 (Group of Barley Resources)

(1) RS - AR, BHIDNARSFNTEEE 2 V724 4 A X7 ABRGIRNT. H ARB AR E111NEE S, KA,
3 H30 - 31H, 2007. (Sato, K. and Takeda, K Barley genome sequencing by using parallel DNA sequencing
system. Ikushugaku Kenkyu 9: Suppl. 1: 87, 2007)

(2) &Mz, HHEMZET. HHEAR, WEREE, e, IARRS. RN FREFL, EAREH. Mz, o
NNER] R, SOREE, FHkml, Jisl, fekfn, BARRE. S A 4 L F135 % 5% (Hordeum
vulgare cv. Haruna Nijo) OFM 2 EECDNAT A 75 1) —oOHE., HABESSEIIRFERES, KA, 3
H30 - 31H, 2007. (H.Kanamori, K.Kurita, A.Kikuta, H.Yamagata, K.Kamiya, M.Yamamoto, T. Bito, K. Ito,
N.Namiki, Y.Mukai, H.Ikawa, N.Fujii, H.Sakai, T.Itoh, K.Hori, K.Sato and Matsumoto,T. Construction and end-
sequencing of malting barley (Hordeum vulgare cv. Haruna Nijo) full-length cDNA libraries. Ikushugaku
Kenkyu 9: Suppl. 1: 311, 2007)

() MARRE., &FEMZ. BHMETF. WEZRA. HHAR, WERKE e, ILARRS. EAREHN. mHrHz. #
R BEIME. BORERE, HERE, SRIEA. EREAL. BEREAA A A F 135 %24 (Hordeum vulgare
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cv. Haruna Nijo) FBE A T- OMENEN 2 HI5 L 72 H B2 EDNAT 4 75 ) — O, HABHYEAE1L
mFEE 4, KA. 3 H30 - 31H, 2007. (Matsumoto,T., H.Kanamori, K Kurita, T.Bito, A.Kikuta, H.Yamagata,
K.Kamiya, M.Yamamoto, N.Namiki, Y.Mukai, H.TIkawa, N.Fujii, H.Sakai, T.Itoh, K.Hori and K.Sato. Construction of
a novel full-length cDNA library from malting barley (Hordeum vulgare cv. Haruna Nijo) for the comprehensive
analysis of barley expressed genes. Ikushugaku Kenkyu 9: Suppl. 1: 88, 2007)

(4) PHHERE, 7VF - Yy, WAHMER, PHG—, REME, SR, HREOSESR % 2 4 4 4 FHEFH
BEMETRETHC A A HERSME A — Yy 0 — 7 ORBFEN. HABEESE11REHRS, K5, 3 A
30 - 31H, 2007. (Nishida, H., Y. Arkin, Y. Akashi, H. Handa, K. Takeda, K. Kato. Comparative expression analysis
of orthologs of rice photoperiod-sensitivity genes between barley near isogenic lines, differing photoperiod
sensitivity. Ikushugaku Kenkyu 9: Suppl. 1: 36, 2007)

(5) Mohammad Sameri, FHAIFE, AMIHFER. 4+ 2 FHBEICETLQILO~Y Yy ¥ v 7, HABHEFAE111MGHE
4. AKH. 3 H30 - 31H, 2007. (Sameri, M., K. Takeda, T. Komatsuda. Mapping of quantitative trait loci for
stem internode length in Barley. Ikushugaku Kenkyu 9: Suppl. 1: 112, 2007)

(6) ImEESkT], AEOREE, VHHSEREE, BIAHEFR), CEHE#H-, BN 4 A FRCEERMEEIE T Sgh2 T 12 H
SNHBHEOCEEET. HAFHSSE111M#RES, K5, 3 A30 - 31H, 2007. (Kato, K., D. Ishihara,
H. Nishida, Y. Akashi, H. Handa, K. Takeda. A novel photoperiod-sensitive gene tightly links to the vernalization
gene Sgh2 in barley. Ikushugaku Kenkyu 9: Suppl. 1: 113, 2007)

(7) fURALRE, RIHERA, W, S, g%, REME E—vojaibee— iy Y7 o /RuE
KB ORISR, HABRASEIMGFES, KA, 3 30 - 31H, 2007. (limure, T., K. Okada, K. Takoi, T.
Kaneko, K. Ito, K. Takeda. The relationship between beer foam stability and two-deminsional electrophoresis
patterns of the beer proteins. Ikushugaku Kenkyu 9: Suppl. 1: 189, 2007)

(8) WHAMZE. [Feed the world! R¥EDFE] HAFMEZEOH S ¥ KUY A, BB, 9 A22-23H, 2007.
(Takeda, K. Feed the world! Ikushugaku Kenkyu 9: Suppl. 2: 15, 2007)

(9) MEREANL. DNAX—H—%FIH L7+ A FEMOREYE. HARFMASBN S VR Iy A, B, 9722 23H,
2007. (Sato,K. Prospects of barley breeding with DNA markers. Ikushugaku Kenkyu 9: Suppl. 2: 18, 2007)

0 AEREFL - JeHHN - AR - KEMZE. BHIDNARYIENTREEIC X %4 4+ A FBACY 1 — ¥ FLHIKEENT LD
B%E. HARERE 11200 %, #506, 9 H22 - 23H, 2007. (Sato, K., Y. Motoi, N. Nankaku and K. Takeda.
Development of mass sequencing analysis method on barley BAC clones by parallel DNA sequencing system.
Ikushugaku Kenkyu 9: Suppl. 2: 294, 2007)

) BUPALEE - BEAAE - BEHERE - R - REGR - GH—8 - #RB50A - ERFNA. €=y YRV o7 a7
— LfENT L 2 OREMIEM AR, DRGSR S11200 s, B, 9 7322 -23H, 2007. (limure, T., N.
Nankaku, N. Hirota, T. S. Zhoul, M. Kihara, K. Ito, K. Hayashi, K. Takeda and K. Sato. Proteome analysis of beer
proteins and the variation among barley cultvars. Ikushugaku Kenkyu 9: Suppl. 2: 316, 2007)

12 AR - AFEk - REMFE - Kenneth M. Olsen * Peter L. Morrell * Michael D. Purugganan. #3544 2 ¥ 0457
S PLER AT, HAE AR B2 GH <, Bh, 9 22 - 23H, 2007. (Saisho, D., M. Ishii, K. Takeda,
0. M. Kenneth, M. L. Peter, M. D. Purugganan. Molecular phylogeography in domesticated barley. Ikushugaku
Kenkyu 9: Suppl. 2: 209, 2007)

) BEMAEE - AR - EEMNL. A4 AFTa T I v 2 AT AT A O A FEES. fmIl. 11
H17 - 18H, 2007. (Nankaku, N., limure, T., Sato, K. Establishment of proteomics analysis system in barley. eWIS
in press)

B AR 77V — 7 (Group of Wild Plant Science)

(1) BE BNEHZ-IIT M AT Y ANVAYOHEENTA BIZBT 5520 T. HARMRERS 8%, 4 H
14H —15H, 2007. (Enomoto, T., Ozawa, Y. and Yamashita, J. The destribution of Andropogon virginicus L. in
Japan and Hawaii Islands. Weed Science Society of Japan. April 14-15, 2007. Naha City, Japan.)

@ Wy R-BEAR  BEERE 2 RO SR TR T — & X — 2 DRG], HAMER . BB, 4 H14H - 15H,
2007. (Yamashita, J. and Enomoto, T. Opening of an image-database of naturalized invasive arien plant seed in
Japan with retrieval function by seed morphology. Weed Science Society of Japan. April 14-15, 2007. Naha City,
Japan.)

() #HF & HBEA - HEEA TERKOEALY YA Y ZHIEOKABARROLE. A8 H ALY A Bl 7 42

e
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#il. 3 H28 —30H, 2007. (Mori, 1.C., Enomoto, T. and Katsuhara, M. Comparison of transpiration rateof
naturalized and domestic Sedum species. The Japanese Society of Plant Physiologists. March 14-17, 2007.
Matsuyama, City, Japan.)

(@) W™ #2007. HAEZZE (AY ) 79F) 0551 Rlk. HARY AR HE6R KL, #rik. 3 H14H —17H,
2007. (Yamashita, J. Molecular phylogenies of the genus Carex (Cyperaceae) in Japan. Proceedings of the 6th
Annual Meeting of the Japanese Society for Plant Systematics. March 14-17, 2007. Niigata City, Japan.)

(5) H# £ - Conny B. Asmussen - II'F  # - A% - Mark W. Chase. 2007. HL-TZEHEY Omat K a2 & 5 KH#
i1 588, HANY Y& %6m K%, Hril. 3 H14H —17H, 2007. (Tamura, M. N., Asmussen, C. B.,
Yamashita, J., Fuse, S. and Chase, M. W. Large scale matK phylogeny of the monocotyledons. Proceedings of the
6th Annual Meeting of the Japanese Society for Plant Systematics. March 14-17, 2007. Niigata City, Japan.)

R 1442 7 v — 7 (Group of Cytomolecular Biochemistry)

(D IR - SEER - THAE. 53TFT0R) 72 /) VI F V5 —PoR MY, AABRIELFAR2007THEEKR
£, Wi, 3 H24-27H, 2007. (Yamasaki, Y., Konno, H. and Noda, K. Purification and properties of
polyphenoloxidase from bran. Annual Meeting of Japan Society for Bioscience, Biotechnology, and
Agrochemistry, Tokyo, March 24-27, 2007.)

(2) SEPWEFE - Ly EA - AR - R, W/ EoLEFTBRICBI 2 MlaiEL o b, HARIEbEE452007
SEREERS, WHL, 3 H24-27H, 2007. (Konno, H., Yamasaki, Y., Sugimoto, M. and Takeda, K. Changes in cell
wall matrix polysaccharides in developing drought-tolerant wheat seedlings. Annual Meeting of Japan Society for
Bioscience, Biotechnology, and Agrochemistry, Tokyo, March 24-27, 2007.)

(3) Iilgy BAH - FFREEE - hEHE - SR BFEFCEHTILOTNV T Y ORREMEE. F RS ux T
I 7 4 —WigesRS, A, 4H21H, 2007. (Yamasaki, Y., Kariya, J., Nakashima, S. and Konno, H.
Purification and properties of pullulanase from germinated millet seeds. The Second Meeting of Preparative
Chromatography Association, Kurashiki, April 21, 2007.)

() HEHE - RIS - VLIS - LI A - SR RIRIK T YEOX Y u Tt A v oTa T 7 A VIZRIET
TESRA 4+ o2 8%, 4 H21H, 2007. (Nakashima, S., Hirose, K., Esaki, B., Yamasaki, Y. and Konno,
H. Effect of heavy metal ions on the profiles of metallothionein in a filamentous cyanobacterium. The Second
Meeting of Preparative Chromatography Association, Kurashiki, April 21, 2007.)

(5) MERHAE - WNMLE - B P A FAFHRL) VT v — CHEIATORE & BRI, HARBRZEAE420074F
RS, Wi, 3 H24-27H, 2007. (Fujitani, Y., Horiuchi, T. and Sugimoto, M. Structure and function of serine
racemase gene from barley. Annual Meeting of Japan Society for Bioscience, Biotechnology, and Agrochemistry,
Tokyo, March 24-27, 2007.)

(6) IHALE - BEAME - MR F AT AFHED-VATA Y TFTAN T T —EBEET ORE & BRIEAT. HA R
FALHEA20074EE KRS, B, 3 H24-27H, 2007. (Horiuchi, T., Fujitani, Y. and Sugimoto, M. Structure and
function of D-cysteine desulfhydrase gene from barley. Annual Meeting of Japan Society for Bioscience,
Biotechnology, and Agrochemistry, Tokyo, March 24-27, 2007.)

(1) BAR F A - N, FF A FHREY T — Yok LRI, HARY ¥ 3 VA5 KA.
%, 5 H24-25, 2007. (Sugimoto, M., Fujitani, Y. and Horiuchi T. Structure and function of serine racemase
from barley. Annual Meeting of the Vitamin society of Japan, Nagasaki, May 24-25, 2007.)

() A . HiWHRY) ¥ T~ —EORE L RN, 20074 ERER - WERATZES. A%, 114 9-10, 2007.
(Sugimoto, M. Structure and function of plant serine racemase. Annual Meeting of the Enzyme and Coenzyme
Association, Kurashiki, November 9-10, 2007.)

9 BAR Z-EHRE- /AR H., Yof XFXFHEERY VI~ —YORIELFH. E300 HAG A YFE R4
£, M, 12811-15, 2007. (Sugimoto, M., Fujitani, Y. and Sakamoto, W. Localization and expression of serine
racemase from Arabidopsis thalitana. The 30th Annual Meeting of Molecular Biology Society of Japan,
Yokohama, December 11-15, 2007.)
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MERIEN T L2V VRV L%
(List of Symposium Superintended by the Member of Institute)

PR 19AF BE B LR 22 B IR AE VR A JE i R PR R R 7 1 7 5 2

HEE : PI%194E 5 H26H, 6 2 H
Bt © B IR IR AR =TI R X REE
WL AT BRI

1. WEROmERE. BED 5 H26H (1) s EBEEYRE T

2. T4 INVA LR i H ERAER T

3. MEREAEMILDL S ICHboTEZD2? 6H2H (1) AN S < ¢ L YR S R 2 0 AN

4. HFNTAOEKE IR RE BA we &EEWRA ST

Program of RIB Open Lectures, Okayama University 2007 (May 26 —June 2, 2007, RIB)
Title: Relationship between Life and Environment

1. Microorganisms: A great scavenger on the earth May 26 Fusako Kawai

2. Virus and disease Hideki Kondo

3. How have the earth and we been affecting each other during the 4.6 billion years? June 2 Bunichi Ezaki

4. Nature in Galapagos Islands and invasive plant Takashi Enomoto

HABM SS90 Y v RY A

A% P94 9 H22H
Wl B RS RS
F —<  Triticeae Breeding --- A ¥ B OB & J1EH
F =T A= MERN GURKE - BEgeRt) AL (R - &R

1. ki FA (RILRSEIRA YR =R 5E i)
[DNA~Y—h—%2FHL7FF A FFRHOREL |
2. /MEH BER (RSEAEYEIRTZERT)
[ AL HE R T & AT A F & FO#ER L
3. R RN G RFRAERD) - IR T (RO S KA BB R 788
[T AFBLOZOEBHEO S L RREL]
4. BROERE TR RIIERD
[HIGCE AR & V& 3 A FOMNS RN L FoFRNFIZE) T
5. AR FH (BIURERYEL)
[Triticeae % FIJH L 72 2 & i3S i E f o w] gt |

The 49th Symposium of Japanese Society of Breeding

Triticeae Breeding - Prospects and Problems
Organizers: Taihachi Kawahara (Kyoto University), Kazuhiro Sato (Okayama University)
September 22, 2007, Yamagata University

1. Prospects of barley breeding with DNA markers
K. Sato (RIB, Okayama University)
2. Evolutional process at domestication genes in barley
T. Komatsuda (National Institute of Agrobiological Sciences)
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3. Classification and phylogeny of wheat and its relatives
T. Kawahara (Grad. School Agric., Kyoto University)

4. Interspecific variation of a wild progenitor, Aegilops tauschii, and its application to wheat breeding
S. Takumi (Grad. School Agric., Kobe University)

5. Potential for wide hybridization in wheat using Triticeae genepool
H. Tsujimoto (Fac. Agr., Tottori University)
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