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Group of Plant Light Acclimation Research
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Our group studies the mechanism of the adaptation to
environmental stress in plants at the molecular level.
Especially, we focus on chloroplasts that participate in the
energy transfer systems of photosynthesis.

1. Plant’s adaptationto photoinhibition

To avoid photoinhibition, an efficient degradation
of Dlprotein in the repair cycle of photosystem II is
important. FtsH, an ATP-dependent metalloprotease in
thylakoid membranes, plays a key role in this process.
On the other hand, light-induced phosphorylation of D1
is suggested to regulate D1 degradation. During light
irradiation, phosphorylated-D1 level was assayed in
mature leaves of Arabidopsis var2 (lacking FtsH2) using
immuno-blot against anti-phosphothreonine antibodies.
These assays showed that the phosphorylated D1 was
readily accumulated in var2 compared with wild-type,
suggesting the connection between D1 degradation and
phosphorylation. Studies will be conducted to assess the
role of phosphorylation, mediated by a novel kinase in
D1 degradation. Currently we are performing phenotypic
analysis of a double mutant lacking FtsH2 and the kinase.

2. The leaf variegated mutant accumulates reactive

oxygen species (ROS) and exhibits pathogen resistance

Leaf variegation is derived from a formation of sectors
that contain either chloroplasts or undifferentiated
plastids. Due to the presence of chlorophyll-deficient
white sectors, leaf variegation negatively affects the
photosynthetic capacity and growth. However, because
leaf variegation is naturally found in many plant species,
it might be advantageous for plant survival to compensate
for the lack of photosynthetic activity. Arabidopsis leaf-
variegated mutant var2 causes the accumulation of
reactive oxygen species (ROS) in chloroplasts of green
sectors, while ROS act as a bactericide. Interestingly,
both green and white sectors repressed proliferation of
pathogenic bacteria, although the increased resistance
was not associated with higher levels of salicylic acid or
defense-related genes. We have proposed a novel plant
resistant mechanism against pathogen in variegated
plants.

3. Molecular mechanism of organellar DNA degradation

during pollen development

The drastic degradation of organellar DNAs is known
to occur during pollen maturation. This degradation
process is easily visualized by staining organellar DNAs
with a DNA-specific fluorescent dye, DAPI. However,
the underlying molecular mechanism for organellar DNA
degradation is not known so far. We focused on the pollen
maturation process and performed screening for mutants
defective in organellar DNA degradation. We isolated
Arabidopsis mutants in which DAPI-stained signals were
observed in the cytoplasm of pollen vegetative cells. Such
signals were not observed in the wild type. Phenotypic
analysis of the mutants and the functional analysis of the
responsible genes are currently undertaken.

4. Molecular mechanism underlying starch grain

morphology diversity among plant species

Starch is a biologically and commercially important
polymer of glucose and is synthesized to form starch
grains (SGs) inside the plastids (amyloplasts). Despite
the simple composition of glucose polymer, SG differ in
morphology and size depending on the plant species.
However, the molecular mechanisms underlying this SG
diversity remain unknown. To answer this question, we
are now analyzing several rice mutants defective in SG
morphology.
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We have been studying the physiological function and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Agronomic characteristics of barley seeds exposed to

space

Plants are necessary for crew supplied food during long-
term space travel and habitation in bases on the Moon and
Mars. Establishment of seed storage conditions as well
as culture conditions, which assures plant productivity
during multiple generations in space, is critical to the
development of future advanced space life support
system. In order to clarify the effect of space environment
on the plant life cycle such as dormancy, germination,
growth, and ripening, the seeds of malting barley, “Haruna
Nijo”, packed in a freezer bag, were stored in the Russian
segment “Zvezda” of the International Space Station (ISS).
After exposure to space environment inside of the ISS
for 5 months, the seeds were transported to the ground
and germinated on the filter paper fill with water. The
germination rate of the space-stored seeds was 100 %,
the same as that of the ground-stored seeds, showing that
the barley seeds survived in the space environment. The
seeds harvested from the 1st generation of the space-
stored seeds (2nd generation) showed normal growth,
heading, and ripening as did the ground-stored seeds.
The culm length (cm), spike exsertion length (cm),
spike length (cm), seed number, sterile seed number and
spike number of the space-stored seeds were 97.5 = 7.1,
188 £2.7,6.1 £04,276 £1.8,1.0=*0.9, and 9.8 £ 2.6,
respectively, and those of the ground-stored seeds were
96.0 8.7, 176 £3.1,6.4 £ 04,285 *1.7,08 = 0.8,
10.9 = 3.1, respectively (n=20), showing no significant
difference between the space- and the ground-stored
seeds by t-test. The food safety assessment by Ames test
and 28-day repeated dose study using the 3rd generation
seeds showed no difference between the space- and the
ground-stored seeds. These results indicated that the
plant seed could survive the space environment inside
of ISS without adverse effect on dormancy, germination,
growth, and ripening.

2. The growth of Scopelophila cataractae on normal and

Cu-enriched medium

Cell mass of Scopelophila cataractae protonema
increased linearly from the start of culture to 90 d,
irrespective of whether the cells were cultured in normal
or Cu-enriched medium. Total Cu content accumulated in
the Cu-treated cells increased from the start up to 90d. In
the control cells, Cu was not detected during cell growth.
Ca could be detected in both control and Cu-treated
cells throughout the culture period of 90 d. The total Ca
content of the control cells had increased 2.7-fold from the
start up to 90 d, whereas the Ca content of the Cu-treated
cells increased only slightly during the culture period.
Copper concentrations in cell walls from the control and
Cu-treated cells were below 0.1 umol and 8.4 umol/g dwt,
respectively, after 60 d of culture. The concentrations of
Ca in control and Cu-treated cell walls were 81.2 umol
and 86.7 umol, respectively. Uronic acids were found in
similar amounts in both control and Cu-treated cell walls,
whereas arabinose and galactose decreased to 60% in the
Cu-treated cell walls.
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Our group is studying the molecular mechanisms of
environmental stress response, mainly abiotic stress
response, in plants at levels from gene expression to
individual behavior. Phytohormones such as abscisic acid
(ABA) are deeply involved in the various stress responses
of the plant. Our current research is focused on the action
of these plant hormones.

1. Analysis of the ABA hypersensitive mutants and ABA

signal transducers

We are analyzing ABA hypersensitive mutants ahg2-1,
ahgll-1, and aghl2-1 to gain insight into ABA response
mechanisms. The ahg2-1 mutant exhibits hypersensitivity
not only to ABA but also to salicylic acid. The AHGZ2
gene encodes polyA specific RNase PARN that is involved
in RNA degradation, suggesting that AHGZ2 is involved
in the regulation of RNA stability Analysis of the ahg?
suppressor mutant ags! also strongly supported this
idea. To identify the target RNAs of these components,
we conducted several transcriptome experiments. We
identified the target RNA molecules by polyA length
analysis. Currently, we are trying to obtain direct
evidence to support this finding. AHGI11 encodes a
PPR protein that is usually implicated in various RNA
processing events, mainly in organelles. From detailed
analysis of RNA editing sites, we were able to identify
the target mRNA of AHG11. We are now studying the
relation between ABA response and target gene function.
AHG1 and AHG3 have unique features among PP2Cs
that are involved in the ABA response: They are localized
in the nucleus and are expressed only in seeds. To
know whether they have unique functions or not, we
investigated their interacting factors and found that one
component of co-repressor complex interacted with these
PP2Cs specifically. This finding suggests that these two
PP2Cs play a pivotal role in the regulation of co-repressor
function in ABA response. The physiological relevance of
this interaction is under exploration.

2. Analysis of the regulation system for stomata opening

We are studying the regulatory mechanism of stomata
opening. Currently, we are investigating the functions
of ion-tranporters and their regulators by biochemical
and electrophysiological analyses using various plants
including Arabidopsis. This year, we successfully
demonstrated that the plant hormone jasmonic acid (JA)
is required for stomata closure in addition to ABA, one of
the CDPKs - CPKG6 is necessary for JA responsive stomata
closure, and that a yeast derived elicitor is able to induce
stomata closure through peroxidase-mediated ROS and
NO productions.

3. Attempt to establish the white-grained wheat line with

pre-harvest sprouting tolerance

In order to reduce the agricultural damage of pre-
harvest sprouting of wheat, we are trying to establish a
white-grained wheat line with deeper seed dormancy. We
successfully selected candidate lines that exhibit pre-
harvest sprouting tolerance as strong as red-grained wheat
this year.
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Our group focuses on the response and tolerance
mechanisms of plants to mineral stresses. Work has been
done at different levels from intact plants to genes. Our
main achievements in 2010 are described below.

1. Identification of a Cd transporter in rice

We identified a transporter (OsHMAS3) responsible for
Cd accumulation in rice. OsHMAS is localized in the
tonoplast of all root cells and its expression is unaffected
by Cd levels. OsHMAS3 from a low Cd-accumulating
cultivar showed transport activity for Cd, whereas the
allelic one from a high Cd-accumulating cultivar did not.
Overexpression of the functional OsHMAS resulted in
significant decrease in Cd concentration in the grain of
rice even grown on Cd-contaminated soil.

2. Identification of an aluminum transporter in rice

We identified a transporter (Nratl) specific to Al ion in
rice. Nratl belongs to the Nramp family, but different
from other members, it transports trivalent Al ion, but
not divalent metals. Nratl is localized in the plasma
membrane of all root cells and its expression is induced by
Al. Furthermore, Nratl expression is regulated by ART1I,
a C2H2 zinc finger transcription factor. Knockout of Nratl
resulted in increased sensitivity to Al.

3. Identification of two MATE genes in rye

We identified two MATE genes (ScFRDL1 and ScFRDLZ2)
from rye. Both proteins encoded by these genes show
transport activity for citrate. The expression of ScFRDL1
is induced by Fe deficiency, but not by Al treatment. In
contrast, the expression of ScCFRDL2 is induced by Al, but
not by Fe deficiency. These results suggest that ScCFRDL1
is involved in Fe translocation from the roots to the
shoots, while ScFRDL2 is responsible for Al detoxification.

4. Functional analysis of an Al-tolerance gene, AtSTAR1

We performed functional analysis of AtSTAR1, a homolog
of rice STARI1, in Arabidopsis. Knoclout of AtSTAR1
resulted in increased sensitivity to Al and early flowering.
Differing from OsSTARI1, AtSTAR1 was expressed in both
the roots and shoots and the expression was not induced
by Al

5. Identification of a transporter for selenite

We found that selenite uptake is mediated by a
transporter for Si, Lsil, in rice. We also found that Lsi2, an
efflux Si transporter is not involved in selenite uptake. On
the other hand, we found that Lsil contributes partially to
the efflux of arsenite in rice roots.
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Aluminum (Al) is a major factor limiting crop
productivity in acidic soils. Our objectives are to elucidate
the mechanisms of Al toxicity and tolerance and the
mechanisms of growth regulation under Al stress at the
whole plant level.

1. Enhancement of vacuole invertase activity by Al in
tobacco

Aluminum ion inhibits root growth through the inhibition
of cell elongation at root apical meristem. Furthermore,
cell elongation inhibition by Al accompanies an increase
in the production of reactive oxygen species. These
responses to Al are also observed in actively growing
cultured tobacco cells. Water uptake is necessary for
cell elongation. The motive force of water uptake is an
increase in osmolality by the increase in solutes such as
free sugars, inorganic ions and amino acids in vacuole.
Invertase localized in vacuole contributes to an increase
in osmolality by hydrolysis of sucrose to glucose and
fructose. We examined whether or not Al ion inhibits
invertase activity in vacuole, in cultured cells or roots
of tobacco by measuring invertase activity in cell-free
extracts and histochemical staining, respectively. On
the contrary, we found that invertase activity in vacuole
was enhanced by Al in both systems, suggesting that an
increase in invertase activity in vacuole may alleviate the
inhibition of cell elongation under Al stress.

2. Analysis of AtALMT12 involved in plant stomatal
closure.

The Al-tolerant gene cloned from wheat, ALMT1I,
encodes Al-activated malate transporter. The ALMT1
homologues are found only in plants. In this study, we
found that one of the ALMT1 homologues regulates
stomatal closure.

Stomatal movement driven by ion transport in guard
cells regulates carbon dioxide uptake and transpirational
water loss of plants under environmental constraints.
Anion channels/transporters have received particular
attention due to their key roles in stomatal regulation.
Firstly, we found that one of the ALMTI homologues
in Arabidopsis thaliana, AtALMTI12, was strongly
expressed in guard cells. The loss-of-function mutations
in AtALMT12 impaired the stomatal closure induced by
calcium ion, abscisic acid or dark-treatments, but did
not abolish typical rapid- and slow-type anion currents,
major characteristics in anion flux for stomatal closure.
AtALMTI12 facilitated the transport of inorganic anions
in Xenopus oocytes. Taken together, we conclude that
AtALMT12 is an anion transporter essential for stomatal
closure. Furthermore, these findings indicate that
ALMT-family proteins have diverse functions as anion
transporters in plants.
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We have been conducting molecular and cellular studies
on the responses of plant cells to environmental stress.
Now we are mostly focusing on the cellular function of
water transport and aquaporins. The achievements of this
year’s research are described as follows.

1. Water permeability of barley and rice roots

We investigated by immunoblotting the involvement
of endocytosis in water transport of barley root under
osmotic stress. Interestingly, the peak fraction of plasma
membrane intrinsic proteins (PIPs) shifted to a heavier
fraction when root water permeability was down-regulated
under osmotic stress. This result suggested the possible
regulation of endocytosis by osmotic stress. We also
investigated the regulation mechanisms in rice under salt
stress.

2. The molecular mechanism of heteromerization of HvPIP

water channels from barley

Plasma membrane intrinsic proteins (PIPs) can be
divided into two major groups, PIP1s and PIP2s, on the
basis of their sequence. All PIP2s exhibit high water-
channel activity in Xenopus oocytes and in yeast vesicles,
whereas PIP1s are often inactive or have low activity.
Since the level of PIP1s protein is much lower than that
of PIP2s, and PIP1s fail to target the plasma membrane
in Xenopus oocytes, there have been a question whether
PIP1 molecules themselves are inactive or not. We made a
chimera protein (HvPIP1;2N2C2) derived from HvPIP1;2
which can alone target the plasma membrane of Xenopus
oocytes. Using HvPIP1;2N2C2 as an escort for the PIP1
protein to the plasma membrane, we demonstrated that
the PIP1 molecule without PIP2 molecule had no water-
channel activity, suggesting that the water channel of the
PIP1 is opened by contacting with a PIP2 molecule.

3. Detection of the COz permeability in rice and barley

aquaporins

We integrated a carbonic anhydrase gene and a pH-
sensitive GFP gene into the yeast genome. In this system,
CO:z2 is converted to bicarbonate and production of proton
is detected with the change of pH-dependent EGFP
fluorescence. Using this yeast cells, we screened the COz
permeability of rice and barely aquaporins. In addition
to previously reported HvPIP2;1, we newly identified
the permeability of HvPIP1;1, HvPIP2;3, OsPIP2;1 and
OsTIP2;2 as CO2 transporters.

4. Screening aquaporins that have transport activities for

arsenate and hydrogen peroxide

Using arsenate-hypersensitive yeast strain acr3, we
newly identified OsNIP2;2, OsNIP3;3 and HvNIP2;2
as arsenate transporters in addition to OsNIP2;land
OsNIP3;2 that are previously known to have an arsenate
permeability. As for the transport activity of hydrogen
peroxide, certain activities were identified in HvPIP2;5 and
HvTIP2;2 using the screening system with the hydrogen
peroxide-hypersensitive yeast strain skn7.
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Plant growth is influenced by various microorganisms
including mutualistic and pathogenic ones. Our group
explores, at molecular, cellular and individual levels, the
interplay occurring in some selected plant/microorganism
systems.

1. Mycoreovirus 1 S4-encoded protein is dispensable
for viral replication but necessary for efficient vertical
transmission and normal symptom induction
The genus Mycoreovirus, newly established within

the family, contains three members. Among them
Mycoreovirus I (MyRV1) infects the chestnut blight
fungus, Cryphonectria parasitica, and have 11 dsRNA
genome segments (S1 to S11, ranging from 4127 to 732
in bp). MyRV1 causes severe reduction in virulence,
thus being a potential virocontrol agent. The standard
fungal strain EP155 infected with wild type MyRV1 grew
slightly slower and was reduced in growth of aerial hyphae
relative to virus-free EP155, while producing deep orange-
brown pigments. Rearrangements of two segments, S6
(S6L) and S10 (S10ss), of MyRV1 were previously shown
to be induced at a high rate by the multifunctional protein
p29 encoded by a distinct ssRNA virus, the prototype
hypovirus CHV1-EP713. Here we report the occurrence
of rearrangements of MyRV1 S4, albeit at a very low
frequency, in the absence of CHV1 p29, resulting in
internal 80-90% deletions of the open reading frame (ORF)
in S4. Comparative analyses of fungal strains infected by
wild-type MyRV1 and its variants carrying rearrangements
of S4, S4 plus S10 and S10 indicated that S4-encoded
VP4, like VP10, is non-essential for virus replication but
required for efficient vertical transmission and symptom
expression caused by MyRV1. This is the first example
of a reovirus variant that carries deletions of over 75% of
the ORF's in two genome segments and is still replication-
competent.

2. Molecular and phylogenetic analyses of the coat protein

gene of orchid-infecting potyviruses in Japan

The genus Potyvirus is one of the largest and most
economically important groups of plant viruses. Based
upon serological biological analyses, five definitive and
three tentative members of the genus were identified
earlier in orchids in Japan: BYMV, CalMMV, CIYVV, TuMV,
WMV (formerly WMV2), DeMV-Japanese isolate, DeSMV,
and HaMV. In this study, the CP genes of potyviruses
isolated from Calanthe, Dendrobium, Habenaria
and Orchis orchids in Japan were analyzed by RT-PCR
followed by direct sequencing of amplified fragments.
Sequence analyses revealed that Japanese isolates,
tentatively classified into CalMMV, DeMV-Japan, DeSMV,
and HaMV, belong to new species of the genus Potyvirus.
We also determined the CP gene sequences of several
isolates of BYMV, CIYVV, TuMV from Calanthe, and WMV
from Orchis plants.

3. MALDI-TOF/MS-based classification of bacteria and
mechanism of plant-growth promoting ability of
Methylobacterium species
Recently, a method to classify and identify microbial

strains by using MALDI-MS spectra of total protein

extracts has been established. We applied the method
to evaluate taxonomic positions of Methylobacterium
isolates collected from many plant samples. The species
are reported to predominate in phyllosphere and to
promote plant growth. We constructed a library of the
species and found some strains that were able to promote
the growth of rice, barley, and a moss that could be used

for roof-greening purposes. Furthermore, we sequenced a

genome of a highly potent strain to find genes involved in

this promotive activity.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600 accessions
of wild relatives. The subjects of our research are (1)
evaluation of genetic diversity and characteristics,
construction of the barley resource database and sample
distribution to the users world wide, (2) collection and
preservation of barley germplasm and (3) efficient use
of the resources for genome analysis including EST,
molecular markers and DNA libraries to study the
genome-based barley diversity and the genetic analysis of
important traits in barley.

1. Evaluation of barley germplasm

(a) QTL analysis of barley seed dormancy

A candidate of barley seed dormancy QTL (@sdl) on
the long arm of chromosome 5H, which may be associated
with pre-harvest sprouting in small grains including barley,
was identified using a high density linkage map of a large
segregating population from recombinant chromosome
substitution lines (RCSL). The transformation and
functional analysis of this candidate are underway.

(b) Evolutionary process of six-rowed spike in

domesticated barley

The origin of six-rowed spike was one of the most
seminal evolutionary events in domesticated barley.
It was revealed that six-rowed spike morphology was
produced by recessive mutation in vrsi locus, which
encoded homeodomain-lecine zipper I homeobox gene. In
order to investigate the evolutionary process of the six-
rowed barley, we performed comprehensive molecular
polymorphic analysis using wild and domesticated
barley accessions collected from all over the world. The
polymorphic data and the data from the haplotype analysis
indicated that the vrsl mutation events were repeatedly
occurred in process of the barley domestication and that
the repetition of the migrations to westward and / or to
eastward in the Old World could generate the geographic
distribution patterns of vrsi alleles revealed in this study.

2. Collection and distribution of barley genetic resources

In addition to seed samples, cDNA and BAC clones
(including individual clones, pooled BAC DNA for
screening, high-density replica membranes and complete
clone set of barley) were distributed with the support of
the National BioResource Project (NBRP).

3. Barley genome analysis

The project ‘Identification of genes of important
traits and their application in barley breeding’ started
with support of Bio-oriented Technology Research
Advancement Institution (BRAIN). The project aims to
sequence genes on chromosome 3H and 5HL and isolate
genes responsible for brewing traits and stress tolerances.
The full length ¢cDNA projects on barley are also part
of the NBRP and the genome diversity analysis project
is conducted by Ministry of Agriculture, Forestry and
Fisheries.
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Our group is focusing on molecular genetic analysis of
barley with special attention to grain quality and spike
morphology. Our main achievements during 2010 are
described below.

1. Molecular genetic analysis of polyphenol oxidase genes

in barley

Polyphenol oxidases (PPOs) are copper-containing
metalloenzymes encoded in the nucleus and transported
to the plastids. PPOs cause time-dependent discoloration
(browning) of processed products of wheat and barley,
which impairs their appearance quality. In this study, two
barley PPO homologs were amplified using PCR with a
primer pair designed in copper binding domains of the
wheat PPO genes. The full-lengths of respective PPO
genes were cloned using a BAC library, inverse-PCR, and
3'-RACE. Linkage analysis showed that the polymorphisms
in the PPO1 and PPOZ2 cosegregated with the phenol
reaction phenotype of awns. Subsequent RT-PCR
experiments showed that PPO1 was expressed in hulls and
awns, and that PPO2 was expressed in caryopses. Allelic
variation of PPOI and PPOR2 was analyzed using 51 barley
accessions with the negative phenol reaction of awns.
In PPO1, amino acid substitutions of five types affecting
functionally important motif(s) or C-terminal region(s)
were identified in 40 of the 51 accessions tested. In PPO2,
only one mutant allele with a precocious stop codon
resulting from 8-bp insertion in the first exon was found
in three of the 51 accessions tested. These observations
demonstrated that PPOI is the major determinant
controlling phenol reaction in awns. Comparisons of
PPO1 single mutants with the PPOI PPOZ double mutant
indicate that PPOZ controls the phenol reaction in the
crease on the ventral side of caryopses. An insertion of
a hAT-family transposon into the promoter region of the
PPOZ2 may be responsible for the different expression
patterns of the duplicate PPO genes in barley.

2. Molecular mapping of the short awn 2 (lks2) and dense

spike 1 (dspl) genes on barley chromosome 7H

The short awn 2 (lks2) and dense spike 1 (dspl)
genes are unique to East Asian barley. These two spike-
related morphological genes are important because they
are possibly connected to stable production and local
adaptation. As the first step of their positional cloning,
molecular mapping was conducted in 98 Fz2 plants
derived from a cross between Karafuto Zairai and Aizu
Hadaka 3. The dsp! gene was mapped to the proximal
region of the short arm of chromosome 7H. The lks2
gene was located on the long arm of 7TH and flanked by
EST-based markers k04151 and k06123, with distances
of 0.5 cM in the proximal side and 1.0 cM in the distal
side. Both k04151 and k06123 shared homology to rice
genes on chromosome 6 that were separated with the
physical distance of 5.6 Mbp. In this interval, rice-barley
microsynteny was exploited for marker enrichment. Of
57 rice genes attempted, 15 (26.3%) yielded polymorphic
EST-based markers. Breakdown of collinearity was found
in the candidate region of lks2, suggesting the occurrence
of structural changes in the chromosome region harboring
lks2 during divergence of barley and rice from a common
ancestor.
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Table 1. Preservation of wild plant seeds and voucher
specimens (As of November 24, 2010)

Herbarium Seed Live seed
Family 258 227 209
Species 6,506 5,476 3,814
Accession 63,156 32,299 16,846

1. Image database of weed seeds

We are planning to enlarge our on-line database of seed-
images, which have been limited to the naturalized weeds,
to the seed-image database including native weeds.

2. Molecular phylogeny analysis

To reveal the pylogenetic relationships among entire
monocotyledons, and phylogeny of the family Cyperaceae
and to identify the seeds from naturalized grasses, we
have analyzed DNA sequences of 18 genes from three
genomes (nuclear, plastid and mitochondria). We are
awarded a best-presentation-prize for our presentation
on the molecular phylogenetical analysis of the Cyperus
sensu lato (Cyperaceae) at the 49™ annual meeting of
Weed Science Society of Japan. We presented a molecular
phylogenetic study on the Carex multifolia-complex at
the 74™ annual meeting of the Botanical Society of Japan.

3. Effects of pesticides on insect biodiversity and selection
of functional biodiversity indicators in Japanese peach
orchards

To examine the effects of pesticides on biodiversity of
insects, we conducted a population survey in conventional,
low-input and organic peach orchards. Pitfall traps were
used to sample a total of 6,489 insects representing

151 species at seven study sites. Results of population

survey suggested that pesticide application adversely

affected biodiversity of insects in peach orchards and
magnitude of the adverse effects might be greater in
herbicide application than insecticides. The ant species,

Tetramorium tsushimae E. was selected as a candidate

functional biodiversity indicator in peach orchards.

4. Investigations on flora of Okayama Prefecture

Okayama Red Data Book was revised after an interval
of seven years. We found some misidentified voucher
specimen as red-data species and many new geographical
distribution records of red-data species through the
revision.

We also edited the revised "Vascular Plants of Okayama
City" based on field surveys from 2007 to 2009 and
reexamining herbaria of Institute of Plant Science and
Resources and Kurashiki Museum of Natural History. The
revised edition records 20,032 voucher specimens of 2,077
taxa (177 families) collected from Okayama City.

5. Field survey

In collaboration with the Kunming Botanical Institute, we
conducted field investigations on the natural vegetation
of the northern part of Yunnan. In this research trip, we
surveyed some natural forests and weed vegetations.
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Our research group has been conducting molecular
studies on the structures and functions of nuclei and
chromosomes, mainly in plants. Our current goal is
to construct plant artificial chromosomes by analyzing
chromosome functional elements; centromeres, telomeres
and replication origins. Our main achievements in 2010
are described below.

1. Effect of partial genome duplication on gene expression

in Arabidopsis thaliana

Whole-genome duplication (WGD) and subsequent
genome reconstruction are thought to be main forces
of divergence in the evolution of flowering plants.
However, the effect of partial genome duplication remains
unclear. Recently, we established two novel karyotypes
(RK1 and RK2) from a transgenic Arabidopsis plant,
which have four structurally changed chromosomes
(a, B, y and §). Both karyotypes were composed of
twelve chromosomes (2n=12), and these chromosome
constitutions were relatively stable at least for three
generations. FISH (Fluorescence % situ hybridization)
revealed that compared with the wild-type, RK1 contains
a 4.2-Mb duplication of the terminal tip from TELIN to
T12C24 on chromosome 1, whereas RK2 contains a 7-Mb
duplication from TEL2N to F3C11 on the short arm of
chromosome 2. Additional duplication (ca. 1Mb) from
F13K23 to F14L17 on the top arm of chromosome 1 was
found in both RK1 and RK2. To identify those duplication
effects, we investigated the gene expression by cDNA
microarray. As a result, the alterations were found to have
occurred throughout the genome, as well as the duplicated
regions.

2. Analysis of a centromere-specific DNA sequences in

tobacco

Centromeres play an important role in segregating
chromatids into daughter cells at mitosis and meiosis.
Though the centromere function has been conserved
among all eukaryotes including yeasts, animals and
plants, centromeric DNA sequences involved in the
centromere function are diversified among closely related
species. Since long DNA can be introduced into tobacco,
tobacco has a potential to be a model plant for artificial
chromosomes construction. However, we need to know
the sequence of the centromeric DNA and proteins to
construct and characterize artificial chromosomes in
tobacco. This year, we isolated a segment of centromeric
DNA (Ntol) from the ancestral diploid of tobacco by a
chromatin immunoprecipitation using an antibody against
the NtCENH3, a centromere-specific histone H3 variants
in tobacco. We screened BAC clones involving Ntol
from 4000 clones of a tobacco BAC library and isolated
30 positive clones. Localization of the BAC clones was
investigated by fluorescence 7n situ hybridization, and
ten of them were found to be centromeric. We determined
DNA sequences of three BAC clones among them. These
sequence data suggest that Ntol is a part of the long
terminal repeat (LTR) of a retrotransposon, and this
retrotransposon is located on 24 of 48 centromeres of the
species.
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In this group, genetic factors for greater production
efficiency by using transposon-tagging lines and
introgression from wild species and the mechanism of
gene expression by phytohormone are been studied.

1. Development of nDart1-0-tagged lines with the genetic
background of Koshihikari

Functional genomics in rice in which genomic sequencing
has been completed is important. An endogenous
DNA transposon, nDartl frequently transposed under
natural growth condition is powerful tool for functional
analyses of rice genes. So far, many nDart-tagged lines
have been cultivated and gain-of-function mutants have
been obtained. Thus, we tried to introduce nDartl into
Kosihikari, an elite variety in Japan, and developed a new
line carrying nDartl and aDart1-27 with the genetic
background of Koshihikari (kosihikari nDart1-0 line). It
was revealed that Koshihikari Ndart1-0 line possesses two
copies of nDart1-0 in different chromosomes. Thus, we are
planning to increase Kosihikari nDart1-0-tagged lines.

2. Breeding of Low Input-Adaptable (LIA) rice

In the 21th century, agriculture should be well
harmonized with the environment. It is important to
breed crops showing maximum efficiency under low input
conditions. We are selecting the progeny having a large
biomass under non-fertilized paddy field from the cross
between Oryza longistaminata, African wild species
and T-65, japonica rice. In order to reveal the genetic
factors necessary for large biomass production under non-
fertilized conditions, the selected rice plant was crossed
with kosihikari and Norin 18. F1 plants represented
intermediate phenotypes between the parents and good
fertility, suggesting that hybrid sterility was not generated
in the F1s.

3. Effects of seed dormancy on the photo control of

germination in wheat

Light is important for plant as an energy source, and
also as a signal for the regulation of gene expression.
Effects of light condition on wheat seed germination
were examined using half seeds with broken dormancy
at 45 days after pollination (DAP45) in Norin61 under
several light conditions. Higher germination percentages
were represented in the dark and red light conditions,
but blue light irradiation strongly inhibited germination.
The inhibitory effects of blue light on the germination of
half seeds and RSD32 mutant seeds with reduced seed
dormancy diminished at DAP70. In the seeds incubated at
15C for 4 months after harvest (ripened seed), the effects
of blue light diminished further. These results indicate
that blue light inhibits seed germination and that the state
of seed dormancy affects the photo control of germination
in wheat.

4. Screening of PHS-resistant mutants from EMS-treated

monosomics of common wheat

The seeds of monosomic lines of homeologous group
Il and V were treated with the mutagen EMS, and
approximately 3000 lines from M1 plants were screened
for mutations. We obtained 48 candidates for PHS-
resistant mutants and four lines showing abnormal
morphology of seeds and flowers. We are analyzing these
lines genetically and physiologically.
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We have been investigating the mechanism of adaptation
to bioenvironmental stresses, using £. coli, yeast and
higher plants especially wild plants.

1. Characterization of response mechanism and tolerance
mechanism against metal stress and oxidative stress in
a wild plant, Andropogon
Andropogon virginicus L. is a wild plant which shows
a high tolerance to Al. Four tolerance mechanisms shown
below were involved in this plant. 1) Low Al uptake in
root tip. 2) High transportation of toxic Al from root to
shoot not to accumulate it in root. 3) Accumulation of
Al to trichome in leaf. 4) Induction of anti-peroxidation
enzymes by Al stress to suppress oxidative damage.
An Al-inducible ABC transporter gene and a multiple
tolerance gene, S-adenosyl methionine syntase (SAMS)
gene were previously isolated from this plant. The former
is expressed in both root and shoot, while the latter
mainly in root. The sensitivity tests of yeast transformants
carrying these two cDNAs suggested that they are related
to the tolerance mechanism and/or toxic mechanism of
metal stress and oxidative stress.

2. Characterization of transcription factors involved in
gene-response mechanisms in Arabidopsis AtGST11 gene
The AtGSTI1 gene is induced by Al stress, heavy metal
stress, oxidative stress and so on. Four transcription
factors (TFs) which are related to its gene-expression
under various stresses were investigated. AtGST1I1
promoter activity assay based on a dual luciferase assay
indicated that the #11-1-1 and #11-1-3 are activator-type
TFs and #13 and #43 are repressor-type TFs. We are now
characterizing which TF is related to each stress using
disrupted mutants and over-expressing transformants.

3. Study on freeze-tolerance of Primula.

Pre-treatment at 3C for 8 days increased freeze
tolerance of Primula malacoides Franch. Good
correlation was observed between freezing temperature of
leaves and freeze tolerance of plants. The diploid cultivar
was more freeze tolerant than the tetraploid culivar.

4. Analysis of acid rain in Kurashiki

Observation of rain acidity in Kurashiki for 22 years
from 1986 to 2007 showed an increase in acidification
of rain water in the recent 10 years. From 1990 to 2002,
the concentrations of acidic ion such as NOs and SO+ also
increased.
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Arabidopsis thaliana. Chromosoma 119: 361-369.

o Miill#E 77 v — 7 (Group of Genome Regulation)

(1) Kobayashi, K, Maekawa, M., Miyao, A., Hirochika, H., and Kyozuka, J. 2010. PANICLE PHYTOMER2 (PAP2), encoding
a SEPALLATA subfamily MADS-box protein, positively controls spikelet meristem identity in rice. Plant Cell
Physiol. 51: 47-57.

(2) Hu, Z., Yan, H., Yang, J., Yamaguchi, S., Maekawa, M., Takamure, I., Tsutsumi, N., Kyozuka, J. and Nakazono, M. 2010.
Strigolactones negatively regulate mesocotyl elongation in rice during germination and growth in darkness. Plant
Cell Physiol. 51: 1136-42.

(3) Takagi, K., Mackawa, M., Tsugane, K., Iida, S. 2010. Transposition and target preferences of an active nonautonomous
DNA transposon nDart1 and its relatives belonging to the hAT superfamily in rice. Mol. Genet. Genomics 284:
343-55.

(4) Rikiishi, K. and Maekawa, M. 2010. Characterization of a novel wheat (Triticum aestivum L.) mutant with reduced
seed dormancy. J. Cereal Sci. 51: 292-298.

(5) Rikiishi, K., T.Matsuura and M.Maekawa. 2010. TaABFI1, ABA response element binding factor 1, is related to seed
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dormancy and ABA sensitivity in wheat (Triticum aestivum L.) seeds. J. Cereal Sci. 52: 236-238.

(6) Taketa, S., Matsuki, K., Amano, S., Saisho, D., Himi, E., Shitsukawa, N., Yuo, T., Noda, K. and Takeda, K. 2010. Duplicate
polyphenol oxidase genes on barley chromosome 2H and their functional differentiation in the phenol reaction of
spikes and grains. Journal of Experimental Botany 61: 3983-3993.

(7) Maekawa, M., Tsugane, K. and lida, S. Effective contribution of the nDart transposon-tagging system to rice functional
genomics. -Adv. Genet. Res. 4: (in press)

A BRBEEIS 7 )V — 7 (Group of Adaptation to Bioenvironmental)

(1) Kim, Y.S., Park, W., Nian, H., Sasaki, T., Ezaki, B., Jang, Y.S., Chung, G.C., Bae, H.J., and Ahn, S.J. 2010. Aluminum
tolerance associated with enhancement of plasma membrane H*-ATPase in the root apex of soybean. Soil Science
Plant Nutrition. 56: 140-149.

(2) Kusumadewi, Y., Kouno, T., and Ezaki, B. 2010. A phage display combined with DNA affinity magnetic system can be
applied to a screening of DNA binding proteins, such as transcription factors. Electoric Jounal of Biotechnology
(DOLI: 10.2225/vol13-issuel-fulltext-3).
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EREEBLI Y UV RI T A
(List of International Conferences and Symposia)

ATIREX ML X2 =y b (Atmospheric Stress Unit)
SR o 5E 7V — 7 (Group of Plant Light Acclimation Research)

(1) Kato, Y., Zhang, L., Sakamoto, W. Cooperative roles of FtsH, Deg and phosphorylation in the degradation of D1 protein
in photosystem II. The 15™ International Congress of Photosynthesis. Beijing, China, August 22-27, 2010.

(2) Zhang, L., Kato, Y., Saigo, K., Vothknecht, U.C., Sakamoto, W. A possible role of Vippl in tethering chloroplast
envelopes. The 15™ International Congress of Photosynthesis. Beijing, China, August 22-27, 2010.

(3) Sakamoto, W. A novel link between chloroplast development and stress response lessoned by the leaf-variegated
mutant. The 15™ International Congress of Photosynthesis. Beijing, China, August 22-27, 2010.

(4) Matsushima, R., Maekawa, M., Sakamoto, W. Rice mutants with defects in starch grain morphology. The fifth JKUAT
scientific, technological and industrialization conference, Nairobi, Kenya, November 17-19, 2010.

(5) Matsushima, R., Maeckawa, M., Sakamoto, W. Visualization of starch grains; A rapid observation method to isolate
mutants with defects in starch grain morphology. The fifth JKUAT scientific, technological and industrialization
conference, Nairobi, Kenya, November 17-19, 2010.

(6) Sakamoto, W. Potential of plant stress science for green innovation: overview. The fifth JKUAT scientific, technological
and industrialization conference, Nairobi, Kenya, November 17-19, 2010.

(7) Kato, Y., Zhang, L., Sakamoto, W. Cooperative roles of FtsH, Deg and phosphorylation in the degradation of D1 protein
in photosystem II. Japanese-Finnish Seminar 2010 on Future prospects of photosynthetic organisms: from
genomes to environment. Okayama, Japan, December 12-16, 2010.

(8) Zhang, L., Kato, Y., Saigo, K., Vothknecht, U.C., Sakamoto, W. A possible role of Vippl in tethering chloroplast
envelopes. Japanese-Finnish Seminar 2010 on Future prospects of photosynthetic organisms: from genomes to
environment. Okayama, Japan, December 12-16, 2010.

(9) Sakamoto, W. Critical Role of FtsH protease in Photosystem II repair and thylakoid development in higher plants.
Japanese-Finnish Seminar 2010 on Future prospects of photosynthetic organisms: from genomes to environment.
Okayama, Japan, December 12-16, 2010.

e 7 HAb52 7 v — 7 (Group of Cytomolecular Biochemistry)

(1) Sugimoto, M., Ishii, M., Mori, L. C., Shagimardanova, E., Gusev, O. A., Sychev, V. N., Levinskikh, M. A., Novikova, N. D.
and Grigoriev, A. 1. Viability and Biological Properties of Barley Seeds Expose to Outside of International Space
Station. 38™ COSPAR Scientific Assembly, Bremen, Germany, July 18-24, 2010.

(2) Kihara, M., Hoki, T., Shimase, M., Shimizu, C., Ito, K., Ichikawa, S., Gusev, O. A., Levinskikh, M. A., Sychev, V. N. and
Sugimoto, M. Brewing Performance of ‘Space Barley', Grain of Malting Barley Exposed to Space. 38" COSPAR
Scientific Assembly, Bremen, Germany, July 18-24, 2010.

(3) Sychev, V. N., Levinskikh, M. A., Podolsky, I. G., Binghem, G. E., Novikova, N. D. and Sugimoto, M. Results of The first
stage (2002-2009) of investigation of higher plants onboard RS ISS, as an element of future closed Life Support
Systems. 38™ COSPAR Scientific Assembly, Bremen, Germany, July 18-24, 2010.

(4) Gusev, O. A., Sakashita, T., Sychev, V. N., Novikova, N. D., Malutina, L., Sugimoto, M., Kikawada, T. and Okuda, T. The
sleeping chionomid: an insect survived 18 months of exposure to outer space. 38™ COSPAR Scientific Assembly,
Bremen, Germany, July 18-24, 2010.

BRIBIDSEAENTZE 7 )V — 7 (Group of Environmental Response Systems)

(1) Hirayama, T., Ushiyama, S. and Hayashi S. Analysis of a PARN deficient mutant, ABA hypersensitive germination2-1,
of Arabidopsis. The 19" CDB Meeting: RNA Sciences in Cell and Developmental Biology. Kobe, Japan, May 10-12,
2010.

(2)  Arias-Barreiro, C.R., Okazaki, K., Koutsaftis, A., Aoyama, ., Tani, A., Kimbara, K. and Mori, I.C. A fast bacterial oxidative
stress biosensor using a constitutively expressed roGFP2 redox-sensitive probe. Biosensor 2010, Glasgow, UK,
May 26-28 2010.
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Hirayama, T., Ushiyama, S. and Hayashi S. Analysis of a PARN deficient mutant, ABA hypersensitive germination-1,
of Arabidopsis. 21™ International Conference of Arabidopsis Research. Yokohama, Japan, June 6-10, 2010.

Umezawa, T., Sugiyama, N., Mizoguchi, M., Hayashi, S., Myouga, F., Shinozaki, K.Y., Ishihama, Y., Hirayama, T. and
Shinozaki, K. The PP2C-SnRK2 complex: A central regulatory module of protein phosphorylation networks in
abscisic acid signaling. international Conference of Arabidopsis Research. Yokohama, Japan, June 6-10, 2010.

Khokon, M.A.R., Okuma, E., Hossain, M.A., Munemasa, S., Uraji, M., Nakamura, Y., Mori, [.C. and Murata, Y. Involvement
of extracellular oxidative burst in salicylic acid-induced stomatal closure in Arabidopsis. International Workshop
on Plant Membrane Biology XV. Adelaide, Australia, Sep. 19-24, 2010.

Sasaki, T., Mori, I.C., Furuichi, T., Munemasa, S., Toyooka, K., Matsuoka, K., Murata, Y. and Yamamoto, Y. An ALMT-
type anion transporter is involved in stomatal closure of Arabidopsis guard cells. International Workshop on Plant
Membrane Biology XV. Adelaide, Australia, Sep. 19-24, 2010.

Okuma, E., Jahan, M.S., Hossain, M.A., Munemasa, S., Ogawa, K., Watabnabe-Sugimoto, M., Nakamura, Y., Mori, 1.C.
and Murata, Y. Involvement of glutathione in ABA-induced stomatal closure. International Workshop on Plant
Membrane Biology XV. Adelaide, Australia, Sep. 19-24, 2010.

HERIEX ML X2 =y b (Soil Stress Unit)

R A L A5227 v — 7 (Group of Plant Stress Physiology)

(1)

Ma, J. F., Huang, C. F. and Yamaji, N. A bacterial-type ABC transporter for detoxification of aluminum in plants. ATP-
Binding Cassette (ABC) Proteins: From Multidrug Resistance to Genetic Diseases. 3" FEBS Special Meeting on
ABC Proteins. Innsbruck, Austria, Feb. 27 - March 5, 2010. pp. 53

Ma, J. F. Transport of silicon from soil to panicles in rice. International Symposium on Plant Membrane Transport.
Tokyo, Japan, March 12-13, 2010.

Ma, J. F. Isolation and functional characterization of YSL genes in barley. 15™ International Symposium on Iron
Nutrition and Interactions in Plants. Budapest, Hungary, June 26-30, 2010. pp. 37

Yamaji, N. and Ma, J. F. Expression profiling of metal transporter genes responsible for the preferential distribution in
rice node. 15™ International Symposium on Iron Nutrition and Interactions in Plants. Budapest, Hungary, June 26-
30, 2010. pp. 99.

Ueno, D. and Ma, J. F. Cloning and functional characterization of a tonoplast-localized Cd transporter in rice. 15™
International Symposium on Iron Nutrition and Interactions in Plants. Budapest, Hungary, June 26-30, 2010. pp.
145.

Ma, J. F. Strategies for overcoming mineral stress in plants. ISBDS2010, International Symposium on Biodiversity
Sciences. Nagoya, Japan, July 31- Aug. 3, 2010. pp. 66-67.

Huang, C. F., Yamaji, N. and Ma, J. F. Role of OsALS1 in Al tolerance in rice. ISBDS2010, International Symposium on
Biodiversity Sciences. Nagoya, Japan, July 31- Aug. 3, 2010. pp. 96

Ma, J. F. Control of plant mineral transport for food quality and safety. Bioactive Okayama 2010, 6™ Symposium on
Food and Nutrition Research in East Asia and the Surrounds. Okayama, Japan, Aug. 11-12, 2010. pp. 3.

Ma, J. F., Ueno, D. and Yamaji, N. Transporters involved in the accumulation and hypertolerance of Cd in plants. Plant
Membrane Biology, 15™ International Workshop Adelaide 2010. Adelaide, Australia, Sep. 19-24, 2010. pp. 45.
Yamaji, N., Mitani, N. and Ma, J. F. Transporters involved in inter-vascular transfer of Si at the node of rice. Plant
Membrane Biology, 15™ International Workshop Adelaide 2010. Adelaide, Australia, Sep. 19-24, 2010. pp. 74.
Yokosho, K., Yamaji, N., Mitani, N. and Ma, J. F. Functional analysis of three MATE genes encoding citrate transporter
in rice. Plant Membrane Biology, 15™ International Workshop Adelaide 2010. Adelaide, Australia, Sep. 19-24, 2010.

pp.103.

Ma, J. F. Transporters of silicon and arsenic in plants. Genetics of Plant Mineral Nutrition, Hannover, Germany, Sep. 30
— Oct. 2, 2010. pp. 25.

Sasaki, A., Yamaji, N. and Ma, J. F. OsYSL6 is involved in detoxification of excess manganese in rice. Genetics of Plant
Mineral Nutrition, Hannover, Germany, Sep. 30 — Oct. 2, 2010. pp. 62.
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F R il 27 )V — 7 (Group of Plant Growth Regulation)

(1) Sasaki, T. Functional diversity of plant specific ALMT-type anion transporter. International symposium on plant
membrane transport, The University of Tokyo, March 12-13, 2010.

(2) Izumi, Y., Yoshida, H. and Sonoda, S. Effect of diapause induced at different cues on cold hardiness of pupae of
Helicoverpa armigera. International Conference on Invertebrate Reproduction and Development in the Age of
Genetic Modifications. Prague, Czech Republic, August 16-20, 2010.

(3) Sasaki, T., Mori, I.C., Furuichi, T., Munemasa. S., Toyooka, K., Matsuoka. K., Murata, Y. and Yamamoto, Y. An ALMT-
type anion channel is involved in stomatal closure of Arabidopsis guard cells. International Workshop on Plant
Membrane Biology XV. Adelaide, South Australia, September 19-24, 2010.

T HEBRRERERAT 77V — 7 (Group of Molecular and Functional Plant Biology)

(1) Katsuhara, M., Kaneko, T., Horie, T., Shibasaka, M. Regulation of root water permeability in barley under salt stress.
Gordon Research Conference — Salt & Water Stress in Plants (Deablerets, Switzerland) June 13-18, 2010.

(2) Shibasaka, M., Horie, T., Katsuhara, M. Studies on water channel activity of a PIP1 aquaporin and its interaction with
PIP2 aquaporins. International Workshop on Plant Membrane Biology XV (Adelaide, Australia) September 19-24,
2010.

(3) Katsuhara, M. Cooling effect on buildings by the roof greening at Institute of Plant Science and Resources, Okayama
University. The 5™ JKUAT Scientific, Technological and Industrialisation Conference. (Nairobi, Kenya) November
17-19, 2010.

(4) Katsuhara, M. Water transport in plants under stresses: from molecules to whole plant. The 5™ JKUAT Scientific,
Technological and Industrialisation Conference. (Nairobi, Kenya) November 17-19, 2010.

IRIBEMA ML X =y b (Biotic Stress Unit)
Ki¥y - S EWAEAEH 7 )V —7" (Group of Plant-Microbe Interactions)

(1) Arias-Barreiro, C.R., Okazaki, K., Koufsatis, A., Aoyama, 1., Tani, A., Kimbara, K. and Mori, I.C. A fast bacterial oxidative
stress biosensor using a constitutively expressed roGFP2 redox-sensitive probe. Biosensors, 20™ anniversary
World Congress on Biosensors, Glasgow, UK, May 26-28, 2010.

(2) Sahin, N., Jenni B. and Tani, A. Characterization of oxalotrophic bacteria by MALDI-TOF mass spectrometry and
comparison with 16S rRNA gene sequence phylogenies. National Biology Congress, Denzil, Turkey, June 21-25,
2010.

(3) Eusebio-Cope, A., Sun, L.-Y., Hillman, B. I. and Suzuki, N. Mycoreovirus 1 S4-coded protein is dispensable for viral
replication but necessary for efficient vertical transmission and normal symptom induction. 29" Annual Meeting of
American Society for Virology, Bozeman, Montana, USA, July 17-21, 2010.

(4) Suzuki, N., L Salaipeth, Yu-Hsin Lin, Y.-H., Sasaki, A., Kanematsu, S. and Chiba, S. A novel bipartite dsRNA mycovirus
from the white root rot fungus Rosellinia necatriz: Molecular and biological characterization, taxonomic
considerations, and potential for biological control. 29" Annual Meeting of American Society for Virology,
Bozeman, Montana, USA, July 17-21, 2010.

(5) Tani, A. and Kimbara, K. MALDI-TOF/MS-based phylogenetic analysis of Methylobacterium species collected from
various plants. Gordon Research Conference, Molecular basis of Microbial One-Carbon Metabolism, Bates College,
Lewiston, ME USA. Aug 1-6, 2010.

BEzEEI=y b (Genetic Resources Unit)
KZ 27 V—7 (Group of Barley Resources)

(1) Zhou, T., Hirota, N., Kihara, M., limure, T., Hoki, T., Ichikawa, S. and Sato, K. High resolution QTL mapping of malting
quality traits in ‘Mikamo Golden’ x ‘Harrington’ cross Master Brewers Association of the Americas Annual
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Conference, June 15 — 20, 2010.

(2) Timure, T, Kihara, M., Ito, K., Ichikawa, S., Takeda, K. and Sato, K. Development of DNA markers for the selection of
beer foam stability in barley breeding, Master Brewers Asocciation of the Americas Annual Conference, June 15 —
20, 2010.

(3) Timure, T., Hoki, T., Zhou, T.S., Hirota, N., Kihara, M., Yamada, S., Takeda, K. and Sato K. Development of DNA Markers
Associated with Malting and Brewing Quality for malting barley breeding BMBRI Triennial Barley Improvement
Meeting Guelph, June 23-24, 2010.

(4) Tanaka, T., Sakai, H., Kanamori, H., Kurita, K., Kikuta, A., Kamiya, K, Yamamoto, M, Ikawa, H., Nakamura, S., Fujii, N.,
Hori, K., Itoh, T., Sato, K. and Matsumoto, T. Large-scale transcriptome analysis promoted by barley full-length
cDNA sequencing. Gatersleben Research Conference 2010, November 23-24, 2010.

(5) Saisho, D. Molecular phylogeography of domesticated barley: Evidence on the multiple domestications of barley. JSPS,
Asian CORE Program. Symposium on Plant Genetic Resources in East Asia, Kunming Institute of Botany, Chinese
Academy of Sciences, China, Aug. 27-28, 2010.

7/ LBEI1=y b (Applied Genomics Unit)
AR BE 7 THT 77 v — 7 (Group of Nuclear Genomics)

(1) Murata, M. Influence of partial genome duplication on gene expression: a study case in Arabidopsis. Gatersleben
Research Conference X, Gatersleben, Germany, Nov. 22-24, 2010.

7 A 7 v —"7" (Group of Genome Regulation)

(1) Maekawa, M. To develop Low-Input-Adaptable (LIA) rice through introgression from O. longistaminata. Challenges
of Rice research in Kenya: Towards doubling the rice production by 2015. Juja, Kenya, Nov. 19, 2010.

(2) Maekawa, M. Cryptic Usefulness of Oryza longistaminata, African wild species of rice. The 5" JKUAT Scientific,
Technological and Industrialisation Conference. Juja, Kenya, Nov. 17-19, 2010.

A BREEEIS 7 )V — 7 (Group of Adaptation to Bioenvironmental)

(1) Kouno, T., Ezaki, B., Isolation and characterization of transcription factors involved in gene-response mechanisms in
A. thaliana AtGSTI11 gene. 21* International Conference on Arabidopsis Research, Yokohama, Japan. June 6-10,
2010.
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EHBIONY VERYY LK

(List of Domestic Conferences and Symposia)

AZIRIEX L X2 = vy b (Atmospheric Stress Unit)

FeEIE IS ZE 7 )V — 7 (Group of Plant Light Acclimation Research)

(1)

Sakamoto, W.: Inheritance of organellar DNAs in higher plants: cytological and genetic studies on discriminating
organellar DNAs in male gametophytes. The 1381* Biological Symposium, National Institute of Genetics, January
20, 2010, Mishima

BRI - ARIKOR « FLHPE - AR - SR - MUIEAR - SOARE. « BOE— - EIIER - IRk © SBITIRAE L 72
NVAFTYY—L2EI AV YT, EREO L OFEAEEHIDOEERIC X D HIE S NS . 5561 Bl H AR AL
P LS REAR 3 A 1821 H |, 2010. (Oikawa, K., Matunaga, S., Mano, S., Hayamashi, M., Kondo, M., Kagawa,
K., Sakamoto, W., Higashi S., Watanabe, M., Nishimura, M. : Light-dependent association of peroxisomes with
mitochondria and chloroplasts is regulated by photosynthesis. 51* Annual Meeting of Japanese Society of Plant
Physiologists, March 18-21, 2010, Kumamoto)

Tang, L.Y., Sakamoto, W.: A mutant defective in organellar DNA degradation during pollen maturation. 51° Annual
Meeting of Japanese Society of Plant Physiologists, March 18-21, 2010, Kumamoto.

ST RS WARE AV ¥ — BT AL EOEEBIEBILA FLAEERBA ML
ZDOFFFVER . 25 51 Wl H AR B4R REAR ) 3 A 18-21 H |, 2010. (Miura, E., Kato, Y., Sakamoto, W. :
Elevated levels of scavenging enzymes alleviate oxidative and heavy metal stress in white sectors of variegated
leaves. 51°" Annual Meeting of Japanese Society of Plant Physiologists, March 18-21, 2010, Kumamoto)

FOHLEET - IR - WARE : XA FtsH /2 v 7 77 VRSB 2 KRB L PSIBHES A 2 VR . 451
[ H Al A B2 454 BEAR ) 3 H 18-21 H , 2010. (Kouso, T., Kato, Y., Sakamoto, W. : Phenotype and defect
of PSII repair cycle in FtsH knocking-down tobacco plants. 51°* Annual Meeting of Japanese Society of Plant
Physiologists, March 18-21, 2010, Kumamoto)

PERPHE - BIIVHES - IARE. © ERIERRMARZ FiD 4 AL RAK giant chloroplast O HEE & AT . 45 51 18] H AKEY) A= B
FRAMES  REAR 3 A 18-21 H |, 2010. (Sano, S., Maekawa, M., Sakamoto, W. : Isolation of rice mutants with giant
chloroplasts. 51* Annual Meeting of Japanese Society of Plant Physiologists, March 18-21, 2010, Kumamoto)

IEERE AT - AHE D1 & Y87 BRI BT 5 ) Y BALOEFROEEE 545 51 bl H AR AR RS BBA 3
18-21 H , 2010. (Kato, Y., Sakamoto, W. : A possible role of phosphorylation in Photosystem II repair cycle. 51%
Annual Meeting of Japanese Society of Plant Physiologists, March 18-21, 2010, Kumamoto)

VESBIE Y] - WARE 1 595 34 FEIEEICHED S Vippl ¥ VXV ED T A T4 A= 0 72 X BT . % 51 I HA
Ry B 4540 4% REAS ) 3 A 18-21 H |, 2010. (Saigo, K., Sakamoto, W. : Live imaging analysis of Vippl protein
involved in thylakoid formation. 51* Annual Meeting of Japanese Society of Plant Physiologists, March 18-21,
2010, Kumamoto)

IS SR - ALILFIZ - $3ARMETL - SCRE 1 AV 74 F DNA X 27 L 7 — ¥ DPD1 OREREMEAT © Sn 5 sl i o v je
55 51 [al H ARAEM AR Bl 4E Sy BEAR ) 3 H 18-21 H |, 2010. (Yamada, H., Maruyama, K., Suzuki, N., Sakamoto, W.
: Expression of organellar DNA nuclease DPD1 is possibly regulated post-transcriptionally. 51° Annual Meeting of
Japanese Society of Plant Physiologists, March 18-21, 2010, Kumamoto)

BB R HWIZET B4 VA A T WA E ORI 2B 5 iF 78 (DNA & Starch % #1112 ). %% BAGom B4
MR BE K% GCOE & X+ — |, 48, 5 H 25 H , 2010. (Matsushima, R.: Molecular mechanisms to regulate
substances in the plant organelles (Examples of organellar DNA and starch). Nara Institute of Science and
Technology Global COE Seminar, May 25, 2010, Ikoma)

R B RFLCBIT 27 2 T YR OIRIGE T 2 0 FROFEEICES T T . i AEY 25 Foz, Wk, 7
H 26-27 H, 2010. (Matsushima, R.: Molecular mechanism to determine the starch granule morphologies in
cereal endosperm. Plant Cell Biology Meeting of Young scientists. July 26-27, 2010, Okazaki)

el B BIPHES - BRHET - ILTFHE - JOKRE @ 72 7 VR OIRTL @ B (B3 2 40 T N8 A W~ Ak 7% . 55 28
] H A 4 TR 2 W2 4548 4 AillB , 9 A 2-3 H | 2010. (Matsushima, R., Mackawa, M., Fujita, N., Yamashita,
J., Sakamoto, W. : A rapid observation method to isolate mutants with defects in starch grain morphology. 28™
Annual Meeting of the Japanese Society for Plant Cell and Molecular Biology, September 2-3, 2010, Sendai)

ST - VAR T A - BIHES - OKHE - ERER MR 2 550 4 ALK gic DHBE L 5 FHERE~OFA . HAFH
P 118 XSy, Bk, 9 H 24-25 H |, 2010. (Sano, S., Nishimura, H., Maekawa, M., Sakamoto, W. : A rice
mutant with giant chloroplasts and its potential use for molecular breeding. 118™ Meeting of the Japanese Society
of Breeding, September 24-25, 2010, Akita)
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BREEICEBERENTZE 7 )V — 7 (Group of Environmental Response Systems)

(1)

P AR AT ARIR AR G R, 2 2 F O F K. 56 14 MIAEFEF M JE &, JbigaE, 1 25 H, 2010. (Matsuura T.:
Breeding of the strong seed dormancy white-grain wheat. 14™ meeting of the society of pre-harvest sprouting in
cereals, Hokkaido, January 25, 2010)

MEEE AR - P RER - 0 — : B E O YR - BLY) Y RALSZR ST AW ANVEY T TV VROV T
FOVARERERS . 55 51 Il H AR AR B2 R 4E &, RER, 3 /] 18-21 H, 2010. (Umezawa, T., Hirayama, T. and
Shinozaki, K.: Protein Phosphorylation/dephosphorylation regulates the abscisic acid signaling pathway. Annual
Meeting of the Japanese Society of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

Hirayama, T., Ushiyama, S., Narusaka, M., Nakashita, H., Narusaka, Y. and Hayashi, S.: Analysis of suppressor mutants
of PARN deficient mutant ABA hypersensitive germination2-1. 5 51 [l H AW A P22 K4 &, REAR, 3 H
18-21 H, 2010. (Hirayama, T., Ushiyama, S., Narusaka, M., Nakashita, H., Narusaka, Y. and Hayashi, S.: Analysis
of suppressor mutants of PARN deficient mutant ABA hypersensitive germination2-1 Annual Meeting of the
Japanese Society of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

PR - - R ARG - 3 AR - WO IR - NP - PN - R - BT oA X F X o
A VARSI D L TaT A Y ARAT 75— HAIL OFFNT . 45 51 [l H AR A B2 4RSS, RER, 3
H 18-21 H, 2010. (Nakasone, N., Fujita, Y., Yoshida, T., Josho, S., Kodaira, N., Hirayama, T., Shinozaki, K. and
Yamaguchi-Shinozaki, K.: Analysis of a PP2C, HAI of Arabidopsis. Annual Meeting of the Japanese Society of Plant
Physiologists. Mar. 18-21, 2010, Kumamoto)

e RVLEF - AR SEA - BEBP 48 - BIRCPE= - I 32 - SPIREESE - RSO - “PILFERS - IARBORHR - $5 A8
o A REE - IS KER - R HER] - MR g - P JEIEE] - SREULY) - AR - IBHSEA Y u g XX
FOF IV AT = ZFH LRV E 2 X AT O—F T . 5 51 I H AR AR RS, R
A, 3 H 18-21 H, 2010. (Yoyogi, E., Matsuda, F., Kusano, M., Okazaki, H., Oyobikawa, A., Hirano, Y., Fukushima,
A., Hirayama, T., Yamamoto, K., Suzuki, Y., Nakamura, T., Yamaguchi, S., Nakano, T., Sakakibara, H., Nambara,
E., Asami, T., Saito, K. and Shimada, Y.: Analysis of the metabolic movement under hormone treatments in
Arabidopsis. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

Mori, I.C., Munesama, S., Saito, N., Watanabe-Sugimoto, M., Uraji, M., Oda, K. Nakamura Y., Shimoishi, Y., Murata, Y.
: Plant hormone signal integration in guard cells. £5 51 [l H AR A #2245 4E 4%, REAR, 3 A 18-21 H, 2010.
(Mori, I.C., Munesama, S., Saito, N., Watanabe-Sugimoto, M., Uraji, M., Oda, K. Nakamura Y., Shimoishi, Y., Murata,
Y.: Plant hormone signal integration in guard cells. Annual Meeting of the Japanese Society of Plant Physiologists.
Mar. 18-21, 2010, Kumamoto)

Fabien, J., Dongxiu, Z., Zheng, J., Doyle, E., Mori, I., Schroeder, J.I., Munemasa, S., Murata, Y., Ellis, B., Kwak, J.M.:
ROS-mediated ABA signaling in guard cells. £5 51 [0l H AR A Bl 2342, BEAR, 3 A 18-21 H, 2010. (Fabien,
J., Dongxiu,Z., Zheng, J., Doyle, E., Mori, 1., Schroeder, J.I., Munemasa, S., Murata, Y., Ellis, B., Kwak, J.M.: ROS-
mediated ABA signaling in guard cells. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 18-21,
2010, Kumamoto)

AATH ENYIE -G THF-EE BEA) - ZBHEL - Yy Md FVT0 - BEHTAZ - A EE - & 27 -
MHIAT: 30 F—¥ TGGL & TGG2 13 ABA B L U MeJA ¥ 7 F VIZBWTILRMICHEEL T, %51
[ HASKE A4 Bl 25 4E 4%, HEAR, 3 H 18-21 H, 2010. (Islam, M.M., Tani, C., Watanabe-Sugimoto, M., Uraji, M.,
Sarwar, J.M., Nakamura, Y., Mori, [.C. and Murata, Y.: Mirosinase, TGG1 and TGG2 redundantly function in ABA
and MeJA signal. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

SFEIEERHES - A AR - R AT LBMRNO Y Y A VEEAF VY 7P VREIIBITL Y04 X T
RXF AN DR Y 287 B ) Y RALEESR CPK6 O f#]. 45 51 ol H AR A Bl 23 4E 4, RER, 3 H
18-21 H, 2010. (Munemasa, S., Nakamura, Y., Mori, I.C. and Murata, Y.: Role of calciu-dependent protein kinase,
CPK®6, in methyljasmonate signaling in Arabidopsis guard cells. Annual Meeting of the Japanese Society of Plant
Physiologists. Mar. 18-21, 2010, Kumamoto)

Arias-Barreiro, C.R., Okazaki, K., Kousaftis, A., Aoyama, 1., Tani, A., Kimbara, K. and Mori, I.C.: Whole cell bacterial
biosensor for oxidative stress using a redox sensitive probe. H A ZE{b52 4 2010 FEE RS, Hu(, 3 H 27-30

H, 2010. (Arias-Barreiro, C.R., Okazaki, K., Kousaftis, A., Aoyama, ., Tani, A., Kimbara, K. and Mori, I.C.: Whole
cell bacterial biosensor for oxidative stress using a redox sensitive probe. Annual meeting of Japan Society for
Bioscience, Biotechnology, and Agrochemistry. March 27-30, Tokyo)

PR - a4 X F X polyA 53 f#EEFE AHG2/PARN DO FERE & MR B bk RE . >~ KT A RNA H H 4l
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12

W% %z H~hi¥ RNA WFse o i feim~ , AL, 8 H 26-27 H , 2010. (Hirayama, T.: Function of polyA specific
RNase AHG2 and integration system of cellular response. Symposium: Plant RNA research, Sapporo, Aug. 26 &
27,2010)

FAHASHD - % B M ARIRBGR TR 2 A F O F . 55 15 MBS EFZE s, JuifEE, 11 H 24 H, 2010. (Matsuura
T. and Mori, 1.C. : Breeding of the strong seed dormancy white-grain wheat. 15™ meeting of the society of pre-
harvest sprouting in cereals, Hokkaido, Nov. 24, 2010)

HERIEX ML X2 =y b (Soil Stress Unit)

R A L A42 7 Vv — 7 (Group of Plant Stress Physiology)

(1)

(2)

B B BENTORENPSRZTERAL AOEHERT IV I =7 AERHE. 52 i 2 b L 2R S ~
RY A, A%, 3H8H-9H, 2010.

B s - bEA - TEHET - Z8S8H1F T T L X074 ZSBICHEE TS NSV AR—F — DT, %51
I H AR A P2 23 4R 2y, REAR, 3 H 18 H— 21 H, 2010. p. 140.

e - =8 E - 5 B8 0 A A OBl A MREAIR Lsis OfFNT. 55 51 [l H AR AR B2 R 4E &, REAR,
3H 18 H- 21 H, 2010. p. 140.

RERRE - LMEA - PO A - B 8k - KRR - RIFER N B A AN F I A ERICHEE T 5
LK CASTLE1 O Hiffe & AT, £5 51 [l H AR A 23 4FE 2%, BEAR, 3 A 18 H - 21 H, 2010. p. 112.
SRR MR - B % AT AT LA 207 A BRIIERE O WIZRIS A 078, 45 51 8] H A 4 Bl A

&4ES, HEAR, 3H 18 H - 21 H, 2010. p.325

BORKE st - S BE I ARTNIZTA LT VAR —OE. 851 AR LS AES, RER,
3718 H-21H, 2010. p.112.

REIEAERM] - bt - B 8% 0 5 4 A FHE MATE #{z ¥ (ScFRDL1 & ScFRDL2) O HiEkE & BEEEMIAT. 45 51 [0l
H AR R 2245 4E 4%, REAR, 3 A 18 H— 21 H, 2010. p.272.

AR - d R - AT - AR EmE - AR - 1 R - BOLRESE - HAADE - (EIER - 7 A A F oMl
BEL BRI OMMT G- 2 55278, 5% 51 ol H AR A P4, REAR, 3)] 18 H- 21 H, 2010. p.315.

B A% HWOLHERUOEEIRATIVDO NS Y AKR—F — HAFEELE 13044, Wi, 3H28H - 30 H,
2010. (3 H 29 HY ¥R L)

& 34$% : Molecular mechanisms of aluminum tolerance in barley and rice. H A 2554y 2010 EEE KL, HEL, 3
H28 H—30 H, 2010. (3H 30 HY YR AikH, BEEEL - 153)

A - S840 - B B8 A 27 A BRIELK Lsid OFNT. =85 R1F - s - B B A A7 A%
MR AREIR T Lsil ZBFFBL L7204 X+ X F O, HARIERE SRS, JeilE, 90 7H-9H,
2010. p. 55

OISR LA - B B A ATV I = AMEEE T OsALS1 OFSREMNT. HAR TR A4S, A
9H7H-9H, 2010. p. 79.

REPRE - LA - WSO A - B B8R - B & - KITEM - B B A AZKROH NIy AERE G
$5EF7 Y AR—F —ofE. HATEER YRS, il 93 7H-9H, 2010. p. 76

SRS - IMER - B B A AT A BEARERIE T Lsil #MFIRI L7220 XF X F O, HARTEE
MUkl a 4R 4, dedgE, 9 H 7 H -9 H, 2010. p. 54.

BEIEIEW - LM As - PR - AR B S A AF TN IS AESAI s D VNS VAR - —it
{27 HVAACT1 OFEBUR M. AR =&Es, duilE, 9H7H - 9H, 2010. p. 80.

M AR - BEIESEWL - A - B B8 0 o A F HvAACTI @ 5-UTR OFf ABCHI DN — 4 R X HMGE. H
AR R4, deilgE, 9H 7 H -9 H, 2010. p. 80.

I 2 RWAIE - (Lt s - 5 BE8% 0 A & OsYSL6 \&~ v 7 VBB 53 5. HARTEEREAES, dbilE
9H7H-9H, 2010. p.82.

B OHE A FITANT VAR -0 L EE. B33 MH ARG FAEWESRES, fHF, 12H7H-10H,
2010. p. 85
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F il 27 )V — 7 (Group of Plant Growth Regulation)

(1) AR - BRIHET - MR - kg ar B - it - EAKRFET - 7V I =7 A2 ML AT ORYMIEIZ BT
5 H IR 2B G- 2 55 AR A Pl 23 4R 4y REAR ) 2010 4E 3 F 1821 H . p. 271 (Yamamoto,
Y., Fujikawa, M., Komatsu, K., Qi Ge Qi, H., Furuichi, T. and Sasaki T. : Effects of organic acid secretion on sugar
metabolism in plant cells under aluminum stress. Annual Meeting of the Japanese Society of Plant Physiologists.
March 18-21, 2010, Kumamoto)

(2) WriEA - e RFEAT - TREFESE - ILARET - 7V I =7 A0 K5 3 4% ALMT1 OWEPERIBIRERE . H Ak 4 #s
S4ESY  REAR  20104E 3 H 18-21 H . p. 111 (Furuichi, T., Sasaki, T., Tsuchiya, Y. and Yamamoto, Y. : Carboxyl
terminal domains of wheat ALMT1 regulate Al activation of the transporter. Annual Meeting of the Japanese
Society of Plant Physiologists. March 18-21, 2010, Kumamoto)

(3) KREIEF - {2 KFAT - LRES - INARET © 24 F 0 ALMTL IERGICHE G- 3 2 FrafE T ous . AN
WA S A 4E S REAR, 2010 4 3 H 18-21 H . p. 326  (Himi, E., Sasaki, T., Tsuchiya, Y. and Yamamoto, Y. :
Isolation of genes associated with ALMT1 regulation in wheat. Annual Meeting of the Japanese Society of Plant
Physiologists. March 18-21, 2010, Kumamoto)

(4) JLILEEN - 2 RFAT - FIREEE : 204 XF X FRICBT LY Y REZFERERE 7 AR -5 — B8R T
DIFEFT . AN RS AES | BEAR | 2010 4£ 3 H 1821 H . p. 326  (Maruyama, H., Sasaki, T. and Wasaki, J.
. Analysis of candidate genes for organic acid transporters induced in roots of phosphorus starved Arabidopsis
thaliana. Annual Meeting of the Japanese Society of Plant Physiologists. March 18-21, 2010, Kumamoto)

(5) HVEF FAlTM, BEHEERE @ =4 X A FBREAL R ORI . 45 54 M HAINHBIW R RSP KRE, T3 2010
4 3 F 26-28 H . (Izumi, Y., Katagiri, C. and Sonoda, S.: Drought tolerance of overwintering larvae of the rice
stem borer. 54th Annual Meeting of the Japanese Society of Applied Entomology and Zoology. March 26-28, 2010,
Chiba)

(6) IIAFES - BHREAS - A L] - R ER - R - AEARFAT D TV I =T ADHERFBNC B XIZTREE . SN
IR BT BB OMBENRANT . HAR IR 2 4E 4 ALIBE, 2010 4E 9 H 7-9 H . p. 81. (Yamamoto,
Y., Shinano, T., Nakamura, T., Okazaki, K., Izumi, Y. and Sasaki, T. : Effects of aluminum on sugar metabolism:
Metabolome analysis of cultured tobacco cells. Annual Meeting of the Japanese Society of Soil Science and Plant
Nutrition. September 7-9, 2010, Sapporo)

(7) FILAEN AE 2 RZAT-FGE ) Y RZICIDE L2204 XF X5 W2 5 OF BN R . 0 AR TR #4544,
AL , 2010 4 9 H 7-9 H . p. 54 (Maruyama, H., Sasaki,T. and Wasaki, J. : Mechanisms for organic acid secretion
from Arabidopsis roots by phosphorus starvation. Annual Meeting of the Japanese Society of Soil Science and
Plant Nutrition. September 7-9, 2010, Sapporo)

(8) WThiEM - fE4 RFAT - LEER - IWRET  IAFOT IV I =7 AR 3 — F 35 ALMTL OEHEALEERE . B4
WA ERES, VRV AT A ML AEEA F v F X 2V ], FHIF, 20104 9 H 10 H . p.107 (Furuichi, T,
Sasaki, T., Tsuchiya, Y. and Yamamoto, Y. : Activation mechanism of ALMT1 encoding aluminum tolerance gene in
wheat. Annual Meeting of the Botanical Society of Japan. September 10, 2010, Kasugai)

(9) JREET. HFHERR. RHEH : KIRFEORL S 4 4 & 3 3 Ao KIREEO g 2. 0 ARRRFEE 70 MIKZ,
R, 2010 4F 9 A 17 H -20 H . (Izumi, Y., Yoshida, H. and Sonoda, S.: Comparson of cold hardiness between
two different diapuse induction pupae of the cotton bollworm, Helicoverpa armigera Il . 70th Annual Meeting of
the Entomological Society of Japan, September 17-20, 2010, Tsuruoka)

10) HEEP. HHEERR EHER - 8% 2 RIRFELRMBIC X 544 ¥ 3 a HRIRIE ORI . HARRRYZ - HA
IS B R AT E AR S, B, 2010 4E 10 H 22 H -23 H . (Izumi, Y., Yoshida, H. and Sonoda, S.:
Cold hardiness of two different diapuse induction pupae of the cotton bollworm, Helicoverpa armigera. Joint
Meeting of the Chugoku Branch of Japanese Society of Applied Entomology and Zoology, and Entomological
Society of Japan, October 22-23, 2010, Tottori)

T PR RERAT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1) S =MI - HIFEA  FOREBRAER 7 2 781 » PIP1 & PIP2 O 3L53IC L 2L 2 7 = X 2 b, H
AWy A B2 A 4R 4 2010 4 BE4E 4%, RER, 3 A 18-21 H, 2010. (Shibasaka, M., Katsuhara,M. Studies on
activation mechanism of water channel by coexpression of PIP1 and PIP2. Annual Meeting of the Japanese Society
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of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

TR - TR - SRR - HIEEA D SiREE A MLV ATIZBI 5 4 4 2 FHR o K% 6 R O
W] HOARREY A PR 4 AR 4 2010 4R EAE S, REK, 3] 18-21 H, 2010. (Kaneko, T., Horie, T., Shibasaka,
M., Katsuhara, M. : Regulation mechanism of water permeability under hypertonic stress in barley root. Annual
Meeting of the Japanese Society of Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

YL - BJREAK A A AFPIPLIEL 2T 7 7R ) v O~NTux—JRRO 5 FHHE.  HARRY AR
2 AE 42010 4F B 4F 4%, RE K, 3 H 1821 H, 2010.(Horie, T., Katsuhara, M. The Molecular Mechanism of
Heteromerization between PIP1 and PIP2 Aquaporins from Barley. Annual Meeting of the Japanese Society of
Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

mil AL, e AT LE®SE IWARET 7TV I =T AKX 5D 34X ALMTL O EGI RS | B AR £
P27 4% 2010 4F B AE X 4E &, REAR, 3 H 1821 H, 2010.(Furuichi, T., Sasaki, T., Tsuchiya, T., Yamamoto, Y.
Regulation of wheat ALMT1 malate transporter activity by aluminum, Annual Meeting of the Japanese Society of
Plant Physiologists. Mar. 18-21, 2010, Kumamoto)

HIEER - IS8 2Kk 05T - 77 7HR) v L @i odb@m L HES. 3EHBAR Y I —, Wb,
4 H 13 H, 2010. (Katsuhara, M. Aquaporin - molecular mechanism of water transport in plants: Common and
different characteristics between animals and plants. Joint Seminar of 3 Divisions, Apr.13, 2010, Okayama)

WEW A EBEHL. B IR, T2 O ORI L [HMEEZBL, B, Wb 55, A5,
AR, 6 A 17 H, 2010. (Furuichi, T. Visualization of Ion Flux, The 16™ Kyoto Bio-tech symposium: Visualization
of Functions in Plants, June 17, 2010, Kyoto)

W EE, 4 KRFET, IWAEF a2FOT7 VI = Atk 2 — 45 ALMT1 O3 PEALEERE | 45 74 W HA
Wi4, FHH 9 A 9-11 H , 2010. (Furuichi, T., Sasaki, T., Yamamoto, Y. Activation mechanism of ALMT1
which encode Al-tolerance in wheat. 74™ Annual Meeting of the Botanical Society of Japan, Sept.9-11, 2010,
Kasugai)

T R AN 2R B EST S A T AR HWIo X = IS O BT | 55 74 Il H AR, HEHIE9OH 911 H
2010. (Furuichi, T., Sasaki, T., Yamamoto, K. Quantitative analysis on the motility of Marchantia polymorpha L.
sperms using a microscopic sperm motility analysis system. 74™ Annual Meeting of the Botanical Society of Japan,
Sept.9-11, 2010, Kasugai)

HEEA b7 ay 7 0% H4HEFERII =74 —2EKE nB2RZE, M, 97 11 H, 2010.
(Katsuhara, M. Newly developed greening concrete blocks. 4™ National Conference of San-Kan-Gaku Community
in Okayama, Sep. 11, 2010, Okayama)

IREBEYMA ML X2 =yv b (Biotic Stress Unit)

Wi - BAEMA HEAER 7 v —7 (Group of Plant-Microbe Interactions)

(1)

(3)

(4)

(5)

BRI —% - e B - MECEA - AW - &ECRFE - IIARAR - BRFHM : IncP-7HE7 2 2 3 FOfE L OMAT
HARERZE LS KRS, WE, 3 H27-30 H, 2010. (lijima, S., Shimomura Y., Tani A., Kimbara, K.: Method for
isolation of target bacteria from groundwater based on fluorescence of metabolic intermediate compounds. Annual
meeting of the Japan Society of Bioscience, Biotechnology, and Agrochemistry. Mar. 27-30, 2010, Tokyo)

Wi DR B A A LA ET DAY ) — VBRI OMBEN T A 77 VR & EATRER RO
AT, HARRZAL SR RE 9 7 MR ZAL AW Fe d i B e B, S50, 3 7 27-30 H |, 2010. (Tani, A.: Library
construction of methylotrophs symbiotic to varieties of barley and analysis of host growth promotion effect.

\3
2

o

Annual meeting of the Japan Society of Bioscience, Biotechnology, and Agrochemistry. Mar. 27-30, 2010, Tokyo)

UM - TS - B WA - SRS UHEYOHOLZEEE Lz 7 a—H% A4 M X P VICX 2T RS DHMY
WHLEEE O HARRIMLEA RS, Hal, 3 A 27-30 H |, 2010. (lijima, S., Shimomura Y., Tani A., Kimbara,
K.: Method for isolation of target bacteria from groundwater based on fluorescence of metabolic intermediate
compounds. Annual meeting of the Japan Society of Bioscience, Biotechnology, and Agrochemistry. Mar. 27-30,
2010, Tokyo)

Arias-Barreiro, C., R., Okazaki, K., Kousaftis, A., Aoyama, 1., Tani, A., Kimbara, K., Mori, [.C.: Whole cell bacterial
biosensor for oxidative stress using a redox sensitive probe Annual meeting of the Japan Society of Bioscience,
Biotechnology, and Agrochemistry. Mar. 27-30, 2010, Tokyo.

Lin Y.-H., Tani, A., Kondo, H., Chiba, S., Sasaki, A, Kanematsu, S and Suzuki N.: Biological and molecular
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characterization of a novel quadripartite dsRNA virus isolated from the white root rot fungus strain W89. The
Annual Meeting of the Japanese Phytopathological Society. April 18-20, 2010, Kyoto.

Eusebio-Cope, A., Sun, L. Hillman, B. I. and Suzuki N.: Mycoreovirus 1 S4-coded protein is dispensable for viral

replication but necessary for efficient vertical transmission and normal symptom induction. The Annual Meeting
of the Japanese Phytopathological Society. April 18-20, 2010, Kyoto.

Salaipeth, L., Chiba, S., Lin, Y.-H., Sasaki, A., Kanematsu, S. and Suzuki, N. : A novel bipartite dsSRNA mycovirus

from the white root rot fungus Rosellinia necatrix: Molecular and biological characterization, taxonomic
considerations, and potential for viorocontrol. The Annual Meeting of the Japanese Phytopathological Society.
April 18-20, 2010, Kyoto.

VEHETS R - TP IR - BRI - SKIERL - T Y 2 F ALY A4 )V A (OFV) D% viroplasm JERIZIE N B L O'P

FEAHEPLETH D, ¥R 22 1 H AR RT B2 4 K4, 5B, 4 A 18-20 H , 2010. (Kondo, H., Noda, M.,
Hirokado, C. and Suzuki, N.: Orchid fleck virus N and P proteins are required for formation of nuclear viroplasms.
The Annual Meeting of the Japanese Phytopathological Society. April 18-20, 2010, Kyoto)

I - EHEHS - HSE - HARE XY 7EF A 77 4 )V X RNA DL LR O PE | Pk 22 415

HARM B2 & K4, 5UAF, 4 H 18-20 H |, 2010. (Maruyama, K., Kondo, H., Maeda, T. and Suzuki, N.: The
Complete Nucleotide Sequence of Habenaria Mosaic Virus Genomic RNA. The Annual Meeting of the Japanese
Phytopathological Society. April 18-20, 2010, Kyoto)

W T JNEMBIC - k4 KET - HARMEBIL - (S KIRNA & 7 % ¥ b+ % & T Rosellinia necatrix

megabirnavirus 1 28 SRS FARCTIR B O R E I B9 2 | SPR 22 4R H AR B2 S K&, 56, 4
H 18-20 H , 2010. (Kanematsu Satoko Yaegashi Hajime Sasaki AtsukoSuzuki Nobuhiro Ito Tsutae .:Effect of
an RnMBV1 strain with deleted RNAs on the virulence of R. necatrixz. The Annual Meeting of the Japanese
Phytopathological Society. April 18-20, 2010, Kyoto)

fie 2 RIEA - A= - FEERIK - BB - SARELL - R - BBCRIRR W8 B SRR S 5 L1 O

L2dsRNA ® ¥ — 7 T ZfEHT. PRk 22 4E1% H AR a2 K 4x, BUHB , 4 A 18-20 H |, 2010. (Sasaki Atsuko
Nakamura Hitoshi Sawahata Takuo Shimane Takanori Suzuki Nobuhiro Kanematsu Satoko.: Sequence analysis of
the L1 and L2 dsRNA segments occurring in Rosellinia necatriz isolate W8. The Annual Meeting of the Japanese
Phytopathological Society. April 18-20, 2010, Kyoto)

Yu-Hsin Lin « T-3HKEE - 4 W4 - DB - 2 RIEF - FRIBT - S5REBIA: 74 FU YA VR 0 FHRCH

TS HES N H M 4 758 2 A RNA 7 A VA & o5 M EIPUE Y 4 v ZAWF%E S, B, 6 H 26-27
H , 2010. (Lin, Y.-H., Chiba, S., Tani, A., Kondo, H., Sasaki, A, Kanematsu, S and Suzuki N.: uadrivirus: a novel
mycovirus isolated from the white root rot fungus strain with a quadripartite dsRNA genome structure. 25™
Annual Meeting of the Chugoku/Shikoku Regional Virology Society. June 26-27, 2010, Okayama.)

VERET - BRI - BEMER - SARETL A< A4 F A RNA 7 4 L X 255384 B A% viroplasm TR IZ B b %

7 ANV ART- | 8 25 B EIDE 7 4 OV ARFgESs |, [, 6 A 26-27 H |, 2010. (Kondo, H., Noda, M., Hirokado, C.
and Suzuki, N.: The 25" Meeting of the Chugoku/Shikoku Regional Virology Society. June 26-27, 2010, Okayama)

Eusebio-Cope, A., Sun, L.-Y., Hillman, B. I. and Suzuki, N. :Functional analysis of Mycoreovirus 1 VP4 required for its

efficient vertical transmission and normal symptom expression The 25™ Meeting of the Chugoku/Shikoku Regional
Virology Society. June 26-27, 2010, Okayama.

BAREBIL: Yy uarybu— &< A a4 INVA | §25 B EMED AV AWZES, FiL, 6 A 26-27 H ,2010.

(Nobuhiro Suzuki, N.: Virocontrol and mycoviruses. The 25" Meeting of the Chugokuw/Shikoku Regional Virology
Society. June 26-27, 2010, Okayama)

Yu-Hsin Lin - T3S - 2 WL - TR - o % RIE T - IR - SiARME0A - FIBCH R 2 5 0B S /e

Bl 4 EH 2R RNA 7 A VR 0 7 F R oAV 1, BILRY: HARHARTERE, W - — A, T5
- REEBRAEIC X DR Lo 4], Wi, 7 A 30 H, 2010. (Lin Y.-H., Chiba, S., Tani, A., Kondo,
H., Sasaki, A, Kanematsu, S and Suzuki N.: A quadrivirus isolated from the white root rot fungus strain with a
novel quadripartite dsRNA genome structure. Okayama University GSNST Program for University-High School
Cooperation-Retreat for Introduction of Their Research Projects. July 30, 2010, Okayama)

- $2 BIE - HAKRETA  NART A VAR RO p29 ICX VFESNL LA T AL IVADT ) ZFEHI

B LR 22 FARFBE AT SERE | SR - — N B [ - REEBRAE S X A ATEfAA & 38 ex Wil , 7 H 30 H
2010. (Tanaka, T., Sun, L.-Y., and Suzuki, N. : Reovirus genome rearrangements induced by the multifunctional
protein p29 of the prototype hypovirus CHV1-EP713. Okayama University GSNST Program for University-High
School Cooperation-Retreat for Introduction of Their Research Projects. July 30, 2010, Okayama)
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(18) Lakha Salaipeth, Sotaro Chiba, Yu-Hsin Lin, Atsuko Sasaki, Satoko Kanematsu, and Nobuhiro Suzuki .: A NOVEL
BIPARTITE DSRNA MYCOVIRUS FROM THE WHITE ROOT ROT FUNGUS ROSELLINIA NECATRIX Okayama
University GSNST Program for University-High School Cooperation-Retreat for Introduction of Their Research
Projects. July 30, 2010, Okayama.

19 #HAEIL: Y7403y b=V EEIECERTUCTAIHETIANVA DA NVZAERT Y 7 HiE 8 H9-10 H
2010. (Nobuhiro Suzuki, N. : Virocontrol: Good viruses pathogenic to bad fungi. The 7th Virology Camp. August
9-10, 2010,Yugawara)

0 7 WA REORLDZ A FAFICHATE XY ) - VELEHOMBEN T 4 7 7 ) IER L 15 EEFTRER R OM
M, HAREZALES R ESCER S &)L, 9 J 24-25 H |, 2010. (Tani, A.: Library construction of methylotrophs
symbiotic to varieties of barley and analysis of host growth promotion effect. Chushikoku Branch meeting of the
Japan Society of Bioscience, Biotechnology, and Agrochemistry. September 24-25, 2010, Kagawa)

@) SEEEFHE - BiHSE - SAMEEA ¢ Cymbidium chlorotic mosaic virus 1V REZ A WV ABOFHH I A VA TH 5 |
H Ao B2 25 B PE R, Mk, 9 A 30 H -10 A 1 H |, 2010. (Kondo, H., Maeda, T. and Suzuki, N.: Complete
Nucleotide Sequence of Cymbidium chlorotic mosaic virus: A New Species of the Genus Sobemovirus. Kansai
Division Meeting of the Japanese Phytopathological Society. September 30-October 1, 2010, Fukui.)

Q) A& RE A - PR - EEIRK - SARELL - ARIRT - AR W28T AR ICIEHe L T\ 5 L1 dsRNA @ ¥ —
7TV AENT, AR RS EE S, < E, 9 H 16-17 H |, 2010. (Sasaki Atsuko, Nakamura Hitoshi,
Sawahata Takuo, Suzuki Nobuhiro, Kanematsu Satoko .: Sequence analysis of L1 dsRNA in Rosellinia necatrix
isolate W287. Kanto Division Meeting of the Japanese Phytopathological Society. September 16-17, 2010,
Tsukuba.)

Q) EHEHB T oLV AR, FEe2 M T IkFEA RS, Hal, 12 A5 H , 2010. (Kondo,H.: Virus Diseases of
Orchids. The 62™ Annual Meeting of the Japanese Society for Orchid Sciences, December 5, 2010, Tokyo)

29 Gumarang, A. A., Shirako, Y. and Suzuki, N.: A host factor Interacting with Mycoreovirus Non-Structural Proteins VP9
and VP10 identified by a yeast two-hybrid assay. The 28" Okyama Regional Phytopathology Meeting. December
11, 2010, Kurashiki.

(5 Yu-Hsin Lin © TH3HKHE - 25 WA - SRR - 54 RIEF - FRIBT - SARELL - BBCIIRE W1075 ¥R 5 75
BE SN2 B 2 AR RNA 7 AV A | 45 28 mIf IR #EE 2 - — |, &%, 12 H 11 H , 2010. (Lin Y.-H., Chiba, S.,
Tani, A., Kondo, H., Sasaki, A, Kanematsu, S and Suzuki N.: A novel dsRNA virus isolated from Rosellinia necatrix
strain W1075. The 28™ Okyama Regional Phytopathology Meeting. December 11, 2010, Kurashiki.)

(20 Lakha Salaipeth, Sotaro Chiba, Yu-Hsin Lin, Atsuko Sasaki, Satoko Kanematsu, and Nobuhiro Suzuki.: A megabirnavirus
from the white root rot fungus that has virocontrol potential. The 28" Okyama Regional Phytopathology Meeting.
December 11, 2010, Kurashiki.

BEIZEIBRE L=y ;b (Genetic Resources Unit)
K% 7 )Vv—"7 (Group of Barley Resources)

(1) fEREFNE R A G IR 2 06 U 7 e e ge . 45 2 A b L ARMERIZE Y Y RY w7 A Ak, 20104E3 H8H~9H ,
2010. (Sato, K.: Frontier research utilizing plant genetic resources. Stress Science Symposium, March 8-9, 2010,
Kurashiki)

(2) EREFL « BHES e R A BRI 27V I =y AR EETFRFHOES . HABTHERSHERS . 5
#8,3 H 26 H~ 27 H , 2010. (Sato, K. and Ma, J. F. : Development of an Aluminium tolerant barley isogenic line
by recombinant chromosome substitution. Annual Meeting of Japanese Society of Breeding, March 26-27, 2010,
Kyoto)

(3) FHIk - ERERIL  AAAFITIL s a v - KT ITH 7y MIBUTHHEMEOL MY . H AT 250
2. 5B, 3 H 26 H~ 27 H , 2010. (Ishii, M. and Sato, K.: Diversity of spring-winter growth habit in south and
east Asian subset of barley core collection. Annual Meeting of Japanese Society of Breeding, March 26-27, 2010,
Kyoto)

(4) e - B - PRI A EEIC X 27V I oy ATFERVEEE T RBEORSE . OARFTHESHHS . 5
#,3 H 26 H~27 H , 2010. (Sato, K. and Ma, J. F.: Development of an Aluminium tolerant barley isogenic line
by recombinant chromosome substitution. Annual Meeting of Japanese Society of Breeding, March 26-27, 2010,
Kyoto)
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(5) WAGACKS - MIETE] - LT - MALSE - RINEA - SRS - AL - REE A FAF 7 VH &
EEHEDLBIETamol O v ¥ ¥y HAFHZASWHE S . KH, 9 24 H~ 25 H, 2010. (Takahashi,
A., Yanagisawa, K., Yamashita, Y., Nankaku, N., Shitsukawa, N., You, T., Sato, K. and Taketa, S.: Mapping of high
amylase (amol) gene increasing beta-glucan content in barley. Annual Meeting of Japanese Society of Breeding,
Sep. 24-28, Akita)

(6) fEEAEYS - WECKI\ - M. Zhuk - T. Smekalova - AEBEFIL @ A6 a2 — 74 2128B1F % A FEEIZEHEORE . HAHH
SIS KW, 9 H 24 H~ 25 H, 2010. (Sasanuma, T., Kawahara, T., Zhuk, M., Smekalova, T., and Sato, K.:
Expedition of Triticeae germplasm in Northern Caucasia. Annual Meeting of Japanese Society of Breeding, Sep.
24-28, Akita)

(7) EBEHUL : A4 AF T ) A F=5122o0WTC, RICEEDIHIMZ L2, ? ARFHEEER IV —THEHES T4
FHOME - BREENDOT—F X— A H ] FkH, 9 A 24 H~ 25 H , 2010. (Sato, K., Takeda, K., Kanamori,
H, Komatsuda, T. and Matsumoto, T.: Fine mapping of seed dormancy QTL “@sdI” in barley. Annual Meeting of
Japanese Society of Breeding, Sep. 24-28, Akita)

(8) fEREFIL - RHEFIFE - /ML - DMMESHBER - AR © 4 4 2 FHFRIRYE QTL'Qsdl" DR~ vy ¥ 7 . HAH
fls S sy Al 9 A 24 H~25 H |, 2010. (Sato, K., Takeda, K., Kanamori, H, Komatsuda, T. and Matsumoto, T.:
Fine mapping of seed dormancy QTL “Qsdl” in barley. Annual Meeting of Japanese Society of Breeding, Sep. 24-
28, Akita)

(9) SURALKE - AR B - OHE —8 - N KRB - R RN - A AL A A AFFERICBIT - VoaRbIEE R
#EIT A DNA ~— 7 —DBH%E, Brewing Congress of Japan £k K4y, #ut, 11 A 11-12 H |, 2010. (Iimure, T,
Kihara, M., Ito, K., Ichikawa, S., Takeda, K. and Sato, K. : Development of DNA Markers for the Selection of Beer
Foam Stability in Barley Breeding. Brewing Congress of Japan, November11-12, Tokyo)

(10) JEHREE - BEHBEE - REGK - SUPALKE - SRARMEEE - Wil 93— BB - AEREFIA [ I A€ T — )V 7 ] & [Harrington]
DOREMFBRSE % 72 S8 B S X O B2 & 238 VB @ QTL f#AT Brewing Congress of Japan 4FRK %,
B, 11 A 11-12 H , 2010. (I Zhou, T., Hirota, N., Kihara, M., limure, T., Hoki, T., Ichikawa, S., Sato, K.: High
resolution QTL mapping of malting quality traits in ‘Mikamo Golden’ x ‘Harrington’ cross, Brewing Congress of
Japan, November11-12, Tokyo)

00 FEBEFIA & & & FRETFIRIREE QTL "Qsd 1" @ B & BEREMIT 1) C . BEZEEEMIZES | WL ,11 H 24 H , 2010. (Sato,
K.: Toward cloning and functional analysis of seed dormancy QTL “@sdI” in barley. Workshop on pre-harvest
sprouting, November 24, Obihiro)

2 ERNL - IREH - @ AFH) Vv —ZADOWE . AFFW%ES, WL, 11 A 25 H |, 2010. (Sato, K., and Nasuda, S.:
Triticeae resoutces in the future. Triticeae workshop, November 25, Obihiro.)

BIZEIRPRRERAT 7 )V — 7 (Group of Genetic Resources and Functions)

(D) ®RHE - UPAREA - SR 500 - ARH - BINEA - FINEA - KBIERE © Bt - BRIk Z XY % Nud #1x
F DL S BTG A A L FOMRIE. HAFTHARE 117 mEES 500, 3 27 H, 2010 HHAHIE
12( 50 1) p. 99. (Taketa, S., Tsujino, Y., You, T., Saisho, D., Shitsukawa, N., Haruyama N. and Ozeki, M. Origin of
domesticated barley as viewed from polymorphisms in the Nud gene controlling hulled or naked caryopsis. The
117" meeting of Japanese Society of Breeding. Kyoto March 27, 2010, Kyoto)

(2) @NEA - WMEF - RE BE: A F2AFONHEBIYY YYRKICHEDS BPL#EETFOI vy ¥y 7. HAE
Tl 22458 117 Il 3 2%, HUHF, 3 H 27 H, 2007. F fE 4128 12( B 1) p.137. (Shitsukawa, N., Yamashita, Y.
and Taketa, S. Molecular mapping of the BARLEY PALEA-LESS (BPL), which controls the palea and lodicule
development in barley. The 117" meeting of Japanese Society of Breeding. Kyoto March 27, 2010, Kyoto)

(3) BNEA - FHB— - AINFE— - RH B2 - FHE - 224 F 2 5 X B MADS-box 15T WAP3 12 51F 5 [z
FHREBRGHIE S A 7 & HAFRA R 118 MGk 2 , BKH , 9 H 25 H |, 2010. HHARFSE 12( 51 2) p.123.
(Shitsukawa, N., Handa, H., Ogawa, T., Taketa, S. and Murai, K. Homeolog-specific regulation systems in wheat
class B MADS-box gene, WAP3. The 118" meeting of Japanese Society of Breeding. September 25, 2010, Akita)

(4) RH E - 3HME— - KTHEE A4 A F B - BEEE IS 2 EFEERE SRR TALONESEHOET Y. H
AREMF A 118 MakH 2, FkH, 9 H 25 H, 2010. FREEHIZE 12( 5l 2) p.39. (Taketa, S., Kikuchi, S. and
Mizumoto, W. Linkage drag observed in the near-isogenic lines for the covered or naked caryopsis gene (Nud/
nud) in barley. The 118™ meeting of Japanese Society of Breeding. September 25, 2010, Akita)
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(5) MG - MU E] - I BT - BAASE - WINEA - BRI - KL - R B A+ AFpIrvhrE
BT L BT amol Oy ¥ ¥ HARFRASHE 118 MGH S, KH , 9 256 H, 2010.  H AT
72 12( 5 2) p.41. (Takahashi, A., Yanagisawa, T., Yamashita, Y., Nankaku, N, Shitsukawa, N., You, T., Sato, K. and
Taketa, S. Molecular mapping of high amylose (amol) gene increasing S-glucan content in barley. The 118™
meeting of Japanese Society of Breeding. September 25, 2010, Akita)

(6) KEEZ - NER - BHERE  “RRIAFL I VAT AFOMMICA S MURICEN A 70— X0l . H
RE M 118 Mk &, Bk, 9 H 25 H , 2010. HHEFAAFZE 12( 5 2) p.85. (Mizuno, N., Shitsukawa, N.
and Takumi, S. Analysis of low temperature-induced necrosis in hybrids between tetraploid wheat and Aegilops
taushii. The 118™ meeting of Japanese Society of Breeding. September 25, 2010, Akita)

(7) KRFEY - RH B - WFET - FLEA - B - 5 - A+ A F O au2s BIZFIZ7a7 Y 7=
VUEREHMT A RIRIMYB AL V¥ N B hka—N§ 5. BIEHFNIES, #)A, 11 A 24 H , 2010.
(Himi, E., Taketa, S., Yamashita, Y., Haruyama, N., Yanagisawa, T. and Maekawa, M. Barley ant28 gene encodes an
R2R3 MYB domain protein that controls proanthocyanidin accumulation in grain. Presprouting Research meeting.
November 24, 2010, Obihiro)

¥ HEAEY) 77V — 7 (Group of Wild Plant Science)

(1) BA 8 BSOS ABEREROBIRE KK BRPRIAF X777, SREEFRTV3H5H, 2010.
(Enomoto, T. : Global Environment of now and in the future from the view point of Kurashiki City. March 5, 2010.)

(2) HA  JZ- Ak - K WEE - IDT M4 BE-F EBR - AIFFEH N EXRTay (FuxEFTay
B osE. HARMYGEESE O MRS, A, 3 H 26 — 28 H, 2010. (Tamura, M.N., Fuse, S. Azuma, H.,
Yamashita, J., Kim, J.-O., Lee, N.-S. and Ishii, T. : Taxonomic division of 7ofieldia nuda Maxim. (Tofieldiaceae).
The 9th annual meeting of the Japanese Society for Plant Systematics. March 26-28, 2010, Kariya)

(3) BPHMEL - T M- HA % HAREYS /AR (Y~ /A4 ER) ORI L DHFERERE. HARY
SHEFREIMARSL , AL, 3 H26 H— 28 H, 2010. (Noda, H., Yamashita, J. and Tamura, M.N. : Molecular
phylogeny and taxonomic reexamination of Japanese Dioscorea (Dioscoreaceae). The 9th annual meeting of the
Japanese Society for Plant Systematics. March 26-28, 2010, Kariya)

(4) BIHETW - HHES - 5 WP REICH MBS B 0RO BZE—FBRE O R 742 5 R E ERICB T 5
B RERE— OARCHERRFARS, T3, 3 H26 H- 28 H, 2010. (Sonoda, S., Yoshida, H. and
Izumi, Y.: Selection of functional biodiversity indicators at peach orchards in western Japan. Annual Meeting of the
Japanese Society of Applied Entomology and Zoology. March 26-28, 2010, Chiba)

(5) @ 3T - DHEBCHE - APIE R - BEIRKE - RBEHER : 37 IFA0T7HFITTOGHYE L AT R
IZoWT., HARBHEREBSKRSE, T3 3H26H- 28 H, 2010. (Bao, W.-X., Ito, M., Murai, T., Narai,
Y. and Sonoda, S.: Pyrethroid resistance of Thrips palmi K., Annual Meeting of the Japanese Society of Applied
Entomology and Zoology. March 26-28, 2010, Chiba)

(6) FHEPAFS - LT AL BAR BMELEZELIYV)ISIVE (DY) ST OSEANERE. HAMN S
8549 MIK4x, M@, 4 H 10 H - 11 H, 2010. (Yoshino, M., Yamashita, J. and Enomoto, T. : Taxonomic Revision
of genus Cyperus s. I. (Cyperaseae) including the weeds. 49th annual meeting of the Weed Science Society of
Japan. April 10-11, 2010, Fukui)

(7) BWHER @ 3 F T8 BN O B O & aE RGO RIC L 2 5B E L 2 a 4 AP
oW, HARBIEELSHE 35 AL, ALBE 5 28 H — 30 H, 2010. (Sonoda, S. : Pyrethroid resistance
conferred by target insensitivity and increased metabolic detoxification in Plutella xylostella L., Annual Meeting
of the Pesticide Science Society of Japan. May 28-30, 2010, Sapporo)

(8) WF Al - BREHZRB - KARIER AT RMICEDLKATY VY THRATIED IV~ H v R LEBRIERE O 5
MRS, HARWSAE 14 ks, FHI 9H 9 H - 11 H, 2010. (Yamashita, J., Oda, J. and Nagamasu, H. :
Taxonomic revision of Carex multifolia-complex (Cyperaceae) based on a molecular phylogenetical analysis. The
74th annual meeting of the Botanical Society of Japan. September 9 -11, 2010, Kasugai)

(9) BA ko MILREAREE 7u—X7y 7 —MWill- Milofy. Filks, 10 A2 H, 2010. (Enomoto, T. :
Plants in Okayama Prefecture. October 2, 2010)
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77 LBEI1=y b (Applied Genomics Unit)
AR BE 7 T HT 77 v — 7 (Group of Nuclear Genomics)

(1) Rlgig - SPHAER - AT - MUEZW - 8RH - HHEEE : oA XFXFB I N afiEiiiicsiy s 5
T CENH3 O B AR R L. HABIAF &% 82 K&, AL, 9 ) 20-23 H , 2010. Evolutionally close alien
CENHSs are able to target centromeres in Arabidopsis and tobacco cells.

(2) MHE - BHEEF - BEEF 04 XS X FIEHFERS NSNS/ 2 EEEBE TR HARBEFSE 82
k4, ALBETE , 9 A 20-23 H , 2010. Gene expression on induced partial genome duplications in Arabidopsis
thaliana.

(3)  hAJFH - LR - PHEESEE - RIS FE - HIOSCH - REFER @ 7 0 xF JBEIZALAS A A AR 2SRRI B U
BB R R 2 & EE O A AT TR OMNT, HABMRERE 82 Mk%, LR, 9 H 2023 H ,
2010. Chromatin modification controls segregation distortion.

(4) RWgZ - SEHE - SR - A EE 0 2 N3 B EARH K BAC OIFSEFCHIANTIC X 2 & 73 2 B AR 52 1Y PO I
IO, Fetufhaza5 61 w44, MG, 11 H 5-7 B, 2010. Identification of two centromeric repetitive
sequences by sequencing of centromeric BAC clones in tobacco.

(5) MEHPLT - BEZ - NS 0 04 XF A FIIBWTHBIC L SN Qe S Z R L 2 05E, Juffkys
861 X4ES, MME, 11 H 5-7 H, 2010. Transmission of a structurally changed chromosome in Arabidopsis
thaliana.

(6) RMIEZ PURMER A & 0BGt - 7 1~ F SRR F C - BURBI G« R JE a la carte-, G+ k75 61 RAFESR,
A&, 11 H 5-7 H , 2010. Cytogenetics using antibodies.

7 A 7 v —"7" (Group of Genome Regulation)

(1) JIRAISE © ZREFGRE 2 v 72 o & RS RN O b, 55 14 MIREFEFMFZE S, /ML, 1 A 25 — 26 H,
2010. (Rikiishi, K. Analysis of wheat mutants in reduced seed dormancy. The 14™ meeting of a Society of Pre-
Harvest Sprouting. Jan. 25-26, 2010, Otaru)

(2) HAMIE: 21 FHEFEFEOLHM &R 4 15 BB EM IS, WA, 11 H 24 H, 2010. (Rikiishi, K.
Effects of seed dormancy on the light control of germination in wheat. The 15™ meeting of a Society of Pre-
Harvest Sprouting. Nov. 24, 2010, Obihiro)

(3) IKWIEY - W F - IS - FIDEA - BRRER] - 50)IHEE @ A4 A F O ant28 BIZFE 707 v b7 =Y
YEMEHIET S RERIMYB F XA Y& X7 B Za— N9 5. 4156 BIRFEFNsEE, WA, 11 24 H,
2010. (Himi, E., Taketa, S., Yamashita, Y., Haruyama, N., Yanagisawa, T. and Maekawa, M. : Barley ant28 gene
encodes an R2R3 MYB domain protein that controls proanthocyanidin accumulation in grain. The 15™ meeting of
a Society of Pre-Harvest sprouting. November 24, 2010, Obihiro)

A BRBEEIS 7 )V — 7 (Group of Adaptation to Bioenvironmental)

(1) ¥ F3C - LS — : ZHD R b L AIIGET 5 AtGST11 EIR T OINE D 2 G P iR 1 o Hpk & it . H
AR A RS 454E 4%, REAR, 3 H 18 H — 21 H |, 2010. (Kouno, T. and Ezaki, B. : Isolation and characterization
of transcription factors involved in gene-response mechanisms in A. thaliana AtGST11 gene. Annual Meeting of
the Japanese Society of Plant Physiologists, Kumamoto, Mar. 18-21, 2010)

(2) BEAEELA R BT - LIRS  WAERW Andropogon virginicus L. @ Al A b L AIZIS%$ A ABC transporter £
HEART & SAMS IR T DT, H AR LB 4E 4%, BEAR, 3 1 18 H — 21 H |, 2010. (Takahashi, K., Higashi, A.
and Ezaki, B. :Characterization of an ABC transporter like gene and SAMS gene which response to Al stress in
Andropogon virginicus L. Annual Meeting of the Japanese Society of Plant Physiologists, Kumamoto, Mar. 18-
21,2010)

(3) Jayaram, K. and Ezaki, B. : Aluminum and heavy metals stimulate nitric oxide (NO) production in Andropogon
verginecus L. Annual Meeting of the Japanese Society of Plant Physiologists, Kumamoto, Mar. 18-21, 2010.

(4) VIWFSC— - EfEELA - ] BT - Jayaram Kottapalli : AR 2 ) 7 AV H Y D Al A b L AT ERERE IO W
T. HARLHERAE, AL, 9H 7H - 9 H ,2010. (Ezaki, B., Takahashi, K., Higashi, A., Jayaram, K. : Al
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tolerant mechanisms in a wild plant, Andropogon virginicus L. Annual Meeting of the Japanese Society of Soil

Science and Plant Nutrition, Sapporo, Sep. 7-9, 2010)
—tRERAR - HHPRES - LS — - 7 5V IR O s B3 219855 2 . H A RER LRSS 2010 4F

LEAKS, #AEEW, 3H 17 H - 19 H, 2010. (Issiki, R., Tanakamaru, S. and Ezaki, B. : Studies on freezing
resistance of primula plants (Primulae). Annual Meeteing of the Japanese Society of Agricultural Meteorology.

(5)

Nagoya, Mar.17-19, 2010.)
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MRTEP T L2 VR L%
(List of Symposium Superintended by the Member of Institute)

International Plant and Animal Genome XVIII
Barley Workshop

January 9 - 13, 2010
Town & Country Hotel, San Diego, USA
Organizers: Alan H. Schulman (MTT & University of Helsinki), Kazuhiro Sato (Okayama University)

1. Multiple WRKY-factor binding sites in the promoters of the GER4 gene cluster of barley cause high transcript dosage

upon pathogen attack
Himmelbach, A. (IPK Germany)

2. Whole genome association scans in stratified germplasm collections

Waugh, R. (SCRI, UK)

3. Functional evolution of Vrsl, a homeodomain-leucine zipper transcription factor for row number in barley spikes

Sakuma, S. (Chiba University, Japan)

4. Evolution of fhe (1,3;1,4)-beta-glucan synthase gene family in barley

Fincher, G. (Adelaide University, Australia)

5. Advancing the barley genome: the American contribution

Close, T. (University of California, Riverside, USA)

6. Physical mapping and sequencing of the barley genome: IBSC and the GABI program

10.

Stein N. (IPK Germany)
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Second Symposium on Plant Stress Research

March 8-9, 2010
Kurashiki Geibunkan
Theme: Plant Stress Research and Genetic Resources
Organizer: Jian Feng Ma, Nubuhiro Suzuki and Wataru Sakamoto (RIB, Okayama Univ.)

1. Elucidation of plant mechanisms response to environmental stresses and application to molecular breeding
Kazuko Shinozaki (Tokyo Univ.)

2. Identification of a transcription factor reveals multiple mechanisms of Al tolerance in rice
Jian Feng Ma (Okayama Univ.)

3. Biofuel: Expectation for plant stress research
Daisuke Shibata (Kazusa DNA Res.)

4. Molecular mechanisms of plant immunity
Koh Shimamoto (NAIST)

5. Analysis of rice blast resistance gene pi2l. —Elucidation of disease resistance mechanism through identification of QTL
gene
Shuichi Fukuoka (NIAS)

6. Host and viral factors associated with the symptom expression and replication of virocontrol agents (RNA viruses)
Nobuhiro Suzuki (Okayama Univ.)

7. Molecular genetics of leaf aging
Makoto Kusaba (Hiroshima Univ.)

8. Photo-oxidative and metal stresses associated with the status of chloroplast development: a lesson from Arabidopsis var2
mutant
Wataru Sakamoto (Okayama Univ.)

9. Arabidopsis resources established through 2010 project and research trend for next project
Masatomo Kobayashi (Riken)

10. Frontier research utilizing plant genetic resources
Kazuhiro Sato (Okayama Univ.)

R A B T 0 22 2010 (55 29 Il G 2%)

HAEE : Pk 224E3 A 18 H
Wil - REARKAE (55 51 [nl [ AR A BF AR R R Y
T =X ESEAEM QBB A N L A s
F—=AFA Y=l B (R - IR AT RT)

1. EEESLAHERS T 2> S FL R T & 72 Hil) o o ik
ML (LA R i se £ >~ & —)
2. WY OHHEIEZ B BN 5 >3 7 M o1
IR RAN - (AR AL R E R A B A d LB 7E 8
3. WA PLATIZBITBK - AT VEETERE
G (B LR A IR A R B 22T )

The 29th Annual Meeting of the Japanese Society of Young Plant Physiologists

March 18, 2010, Kumamoto University
Organizers: Takuya Furuichi (Okayama University)
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1. New aspect of plant innate immunity: view by crystal structural analysis
Y. Kadota (RIKEN Institute)

2. Role of plasma membrane proteins in plant freeze tolerance
M. Yamazaki (Tohoku University)

3. Water and ion homeostasis under salt stress
T. Horie (Okayama University)

HARY 2SS T4 BIESY YR I T A

HEE : Pk 2249 A 10 H
Wil - RAE (SRR H )
F— R ERRED A X — T ¥ 712 X B IHT
F—=AF A=l s (IR - ISR AT ZERT)
W% 7 (HARETHWIZER RN - =7 ¢ — 2 Argesim)

1. FArE OB % H W 7 v 7 2 S A IR o M EE
BHOAER Y W BA Hm GRR) B (BEEWmA - N4+ 2IST - S &)
2. M4 N MRBIZ B 2 DEZHERIED A 2 — 2 v 712X BT
BONASE ) REA S 2 BEREBER 1 (C BHAH RIS - SORST - Mila T ey 27 b 2B/ K- B A A—
Ty AR R - AL 2K - F ) N A F TN AR v 8 —)
3. MK 2 7 MR ERAE IR O 2y O W FOGIEE O Al
OCHERERS | BT 2 PRI (P &K - WEERY - fLHEE 2 kb - By Ry - EWAER)
4. N SRIE IR BT BT B SRR Ca® ¥ 7V & CAS D% HE
AT Wt HER P (&K - B P RUEREALR)
5. XY b YA X =YV FEAF (PETIS) 2 X WMWK D338,/ E0) E o By REMRAT
% F ' (AR SR
6. GTEFIN ICHEA XA =V v F~ERTFEOWH AR Z L &IsH
MHEPH  BEORRH M2 20 HW3E2 g K72 (CHEOK - Ak 20K - BE - 2 - RI)

Symposium in the 74th Annual Meeting of the Botanical Society of Japan

September 10, 2010, Chubu University
Recent Advances in bio-imaging techniques for plant science
Organizers: Takuya Furuichi (Okayama University), Shu Fujimaki (Japan Atomic Energy Agency)

1. Verification of starch-statolith hypothesis by the novel centrifuge-microscope
M. Toyota, M. Tasaka and M. Morita-Terao (Nara Institute of Science and Technology)
2. Bio-imaging of mechansensing machinery in cultured human umbilical vein endothelial cells
K. Hayakawa, H. Tatsumi and M. Sokabe (Nagoya University)
3. Innovation of bioluminescent substrate for the bio-imaging of intracellular signal transduction
M. Kuse, E. Tanaka and T. Nishikawa (Nagoya University)
4. Role of Ca®*-singaning in chloroplast and CAS protein in plant innate immunity
H. Nomura and T. Shiina (Nagoya University, Kyoto Prefectural University).
5. Real-time imaging of nutrient and toxic compounds in living plants by PETIS
S. Fujimaki (Japan Atomic Energy Agancy)
6. Advanced RI-imaging techniques for plant science
K. Tanoi, S. Kanno and T. Nakanishi (University of Tokyo)
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P 22 4R BE R LKA B IR L E 78T Y B I 7 1 77 A

H# P 224E9 A 25 H
WPt WILR A& R R e KRR
FERES - RS

L. 77 LfENT D5 W2 T & 7 o #EAL & % Rtk MHE & BV L2 BF 7E T
2. WERALH T O BHAMAEE e Al BRI LB 72T
3. HEMOLZHNE TR & 7 2 524 T OB A 2 BV LB 7E T

Program of IPSR Open Lectures, Okayama University 2010

September 25, 2010, IPSR
Title: Biodiversity

1. Plant evolution and diversity revealed by genome analyses Minoru Murata (IPSR)
2. An introduction to the forest vegetation and zonation in North East China compared with Japan

Jun Yamashita (IPSR)
3. Food production in space is supported by biodiversity Manabu Sugimoto (IPSR)
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JLRAFZEY 2 b (GEEFH

- JLRWFTE R T TFSE)

(List of Joint Projects at the Joint Usage/ Research Center)

Wigein B4, s R (Institution) ‘ # & (Department) ‘ W % (Position) ‘ K 4% (Name)
(Gorresponding staff) ME 4 (Subject title)
My NW=goA .
FHUR AL IR B e Fl
: ) (Faculty of Life and . .
(Shimane Univ.) . | (Associate Professor) (Ishikawa, T.)
Environmental Science)
BEA L AIBEIZBIT S 0L R FXF L Ky 7 A 7 FIVRERE OfRNT
(Studies on redox response and regulatory mechanisms under high-light stress in Arabidopsis)
TR SRR A SNy S ket 8 ” b i
(Kyoto Sangyo Univ.) | (Faculty of Life Science) #ckz (Professor) (Terachi, T.)
THRROBAZ AR 2 Bt 2 R L7z A b L AR O F %
(Chloroplast transformation technology and its practical use for generating stress-resitant plants)
( Yok A ) BHUK 2 BLop g e RORER
Sakamoto, W. (Tottori Univ.) (Faculty of Agriculture) | (Associate Professor) (Kaminaka, H.)

AR TR 36 A e OV SR (2 5 ) 2 SR AR B IR - & 2 b L A%

(Factors and stress responses associated with symbiosis of Mycorrhizae with the achlorophyllous

monotropoid plant)

KB R
(Osaka Univ.)

KB 2e L
(Graduate School of
Science)

HEH I

(Associate Professor)

AR EE
(Takagi, S.)

I MY FUT - FERAIRAE O A PRI IR O MR

and its physiological relevance to stresses in

(Co-localization of mitoc

hondria and chloroplasts

Arabidopsis mesophyll cells)

Fi &
(Hirayama, T.)

PR
(Univ. of Tsukuba.)

B THEEY ¥ —
(Gene Research Center)

Bz

(Associate Professor)

AN il
(Mizoguchi, T.)

HWHEOGA LA (DGR
(Analysis of the response

V55t ~NORE RSB 55

to constant light conditions)

B N
(Tohoku Univ.)

KRBT 5eEk
(Graduate School of
Engineering)

#¥% (Professor)

itk B2
(Uozumi T.)

Vo - BB A b L AEIS S AR A & 2 F v AV ORI B 2 T

%}ZM - ;'i (Analysis of plant ion channel control in response to drought and osmotic stresses)
ori, I.
’ KIERE R [ 25 JFH BT
(Osaka Medical College) | (Faculty of Medicine) alilii (Lecturer) (Harada A.)
Ca¥ Y7 FIVIZHEH LA b L AR S D72 B4 5 W58
(A study on Ca* signaling mechanisms in light stress)
e KEFBE =R Fe .
[UE N W% Y =Pl T
' (Graduate School of ) : S
(Kobe Univ.) Agriculture) (Assistant Professor) (Ishikawa, R.)
A AEEFEE O I A5V A ML RARGEE T O R E T
(Towords the identification of novel genes related to mineral stresses using wild rice)
P ( HAE BT SE T s
H % Research Institute = Koo
(Kyoto Univ.) for Sustainable #kz (Professor) (Yazaki, K.)
?M JEF%% Humanosphere)
a,d. I e - N N % B A
A HE NS T 5 3 Y a 7R RO B RE AT
(Functional analysis of a membrane transporter inducible during SNF in Lotus japonicus)
(Hokkaido Univ.) (Creative Research (Specially Appointed TMiwa I\{ )
’ nstitution ssistant Professor P
Institution) Assi Prof )

AR ARFEIUC X 2 R 7 BREA N LA G- EAEW D 5 O R 7 Rk AR (R T o Ok
(Improvement of boron stress tolerance by enhanced expression of boron transpoters and
identification of boron transporter genes in crop plants)
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ik K
(Niigata Univ.)

HARRF R (RFH)
(Faculty of Agriculture)

Uiiers

(Associate Professor)

A

#

(Sueyoshi, K.)

MR R & A L72AREE R A b L A3 2 Al O I B s o i i

(Study of response mechanisms to nitrogen-starvation stress through nitrate transport system in

I HEg% plants)
(Ma, J. F) ‘ YR o
RO (Facult; {c/)\f Liz I:md B Bt s
(Shimane Univ.) : y ) (Assistant Professor) (Akihiro, T.)
Environmental Science)
LEBLOY FI T 20HBRICHEDLLHE NI v AR— 5 — OWEREMNT
(Functional characterization of novel arsenic and cadmium transporters)
2o He AN 2 ], 2% LIL 7T L
s R | W
. (Kyoto Prefectural Life and Environmental #% (Professor) (Shiima. T.)
(YUJZ!: ‘(f ¥Y) Univ.) Sciences) o
amamoto, Y.
KW O - A b L RISE & EERRK Ca® " v 7 v
(A role of chloroplast Ca* signaling in biotic and abiotic stress responses in plants)
Pl Rl 220z R _ .
P T I R A s (e AR
5 ( Graduate School of
WA PET Hiroshima Univ.) Biosphere Science) (Associate Professor) (Wazaki, J.)
(Sasaki, T. and — -
Yamamoto, Y.) ) VR ZFERINEE 7 V% 7 OBETE DI &G H
(Analyses and applications for transport proteins induced by phosphate-deficiency)
BRI K AR HFEHI -
(Akita Prefectural (Faculty of Bioresource | (Specially Appointed -
University) Sciences) Professor) (Kitagawa, Y.)
A7 27 7HRY ¥ OsPIPL;1 i A A OR3P § 2 W58

B BEAR
(Katsuhara, M.)

(Study of salt tolerance in transgenic rice plants ove

r-expressing rice OsPIP1;1)

7 LG BL A A o7
yNES INA F A T AR FEEAE R IR R ]
(Nara Institute (Graduate School of (Specially Appointed ﬂzFukao )
of Science and Biological Sciences) Associate Professor) >
Technology)
A X F AFRICB W THEINE T % ABC ik RO BEREMAT
(Functional analysis of ABC-transporters responding to zinc in Arabidopsis roots)
=% = M2, b N 12
(oY AT S5 B Wk %
ggriculture) y (Faculty of Bioindustry) | (Assistant Professor) (Sakamoto, H.)

T vy OFMKGENAET IS T AR Fosru—=v T

(Cloning of genes corresponding to salt-dependent growth in Salicornia europaea)

VNS RGeS

g W e 22
(K}?ﬁgﬁgéiiral (Graduate School of B HRH HEA
yU e Life and Environmental | (Assistant Professor) (Morita, S.)
niversity) Sei )
ciences
AFZDHY T L - F YT AEEAHKT & HAK ORI BT 2 HE5E O fiffT
(Functional analysis of potassium and sodium transporter HKTs and HAKs in rice)
B AR R e AL AT 70 5R
BT FERY Y 5 —
(Organization of
RS Advanced Science AEHIZ VN =S
(Kobe University) and Technology, (Associate Professor) (Kosuge, K.)

Research Center
for Environmental
Genomics)

KAEREY IV & > TR BT BRA b L RIS L7z AE R & KR oZAL
(Changes of water transport activities and growth patterns according to water stress condition in
aquatic Potamogeton plants)




P A o >
G P NE R o 77 T %}
(Ehime Univ.) (Faculty of Agriculture) #ckz (Professor) (Nishiguchi, M.)

iy NI ST : .
Sk N | Y04 RFXFIEB S FAE AN ARRIE R T 0 HHE & T
(Isolation and characterization of host factors responsible for symptom induction in Arabidopsis
thaliana by tobamoviruses)
- - Py S &
=3 =3
(Kg‘ jgjéiv) (Graduate Scho)ol of #HI% (Professor) ly);(sjjkai,%[’a)b
’ Agriculture »
WL RS 5 CL A D45 HE & At - M RAH BRI o fpT
% WA 2} (Isolation of C1 microorganisms inhabiting phyllosphere, and analysis of plant-microbe interaction)
(Tani, A.) I 2 T Wi ~X iz
(Shizuoka Univ.) (Faculty of Engineering) | (Associate Professor) (Futamata, H.)
T IS 2 (Rt 3 2 P % R U 728K A6 3R 1T X A K BER B HAl O B 5
(Development of hydroponic culture technique using recycling wastewater system and plant-
growth promoting bacteria)
S e PR ERY V5 — N
PR . (Advanced Science .(Eﬁ?’? @V\] .IH
(Kanazawa Univ.) Research Center) (Associate Professor) (Nishiuchi, T.)
U X F AT THH S MR ORIRPUE BT O 4 & & FA I E
(Advanced research in barely on Fusarium resistance gene identified in Arabidopsis)
M R BERFHIER e e
(Kobe Univ.) (Gr'aduate School of (Professor) (Tosa, Y.)
e Fk Agricultural Science)
(Sato, K.) T AFOKF b HIFEIHEC B3 2 WA T Rmo2 ORI
(Structural analysis of complex locus Rmo2 showing various resistance reactions to barley)
ﬂﬁﬁ%ﬁéﬁi E?ﬁﬁ%ﬁﬁ *ﬁ%ﬂ%ﬁ%ﬁé é’ - —_—
LR ARG A Z R — ARFFEHEER M se o I |
(RIKEN Yokomama (Metabolomics Function BFFER (Researcher) (Sawada, Y.)
Institute) Research Group)
F & 5 XA EY O S, SRR, JAHPR T R O
(Construction of rapid, high sensitive, wide range analysis system of barley metabolome)
D B 25T B R N
SO S casaty Bh# ma %
. (Graduate School of ) .
- . (Kyoto Univ.) Agriculture) (Assistant Professor) (Sakuradani, E.)

(Taketa, S)

F o A F ORI 7 S ONTHRRIE S (2B 2 IR E O s - BN RAT
(Gene§ical and physiological studies on lipids responsible for drought tolerance and organ fusion in
barley

R H .
B A
(Taketa, S. and
Shitsukawa, N.)

2l BE 22 JeR
AR T ERIWRR s TR
(Kobe Univ.) . ; (Associate Professor) (Takumi, S.)
Agricultural Science)

THRIAFEINVARILAFOMETALNLKIEA I L AT TOHZAMKOIEER T IZH S
Y0 e

(Studies on reduced SAM division activity under low temperature in hybrids between durum wheat
and Aegilops taushii)

BA A BIURY FEER = U N
”1;;;% ;r’;ﬁh . (Tottori Univ.) (Faculty of Agriculture) #ckz (Professor) (Tsujimoto, H)
g A
(Enomoto, T, | f 3 FBpkfigpa 7 a1 2 ¥ 2 > OIS
Yamashita J. and | (Creating the database of core colecction of wild Poaceae)
Sato, K.)
= 22 3]
‘ PR3k BR AL 3
Filg 5 - (Kansai University of (Pe partment of #3% (Professor) i S )
FH & Welfare Sciences) Nutrlt&(])nliﬂbSqer)lce for (Yamamoto, M.
(Nagaki, K., and ell-being
Murata, M.) A FE Y OB FEARFHT & A TR N TR0/l

(Analyses of centromeres and construction of artificial chromosomes in Allium species)
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mOI HEZ
(Maekawa, M.)

HARFE I JE bR
FERE W) SR SE AT
(National Institute for
Basic Biology)

TEBIREZE
(Tsugane Group)

Bh#

(Assistant Professor)

R —
(Tsugane, K.)

WAEYE DNA b 7 ¥RV ¥ & W 7B 21 THEC & 5 BRBEm A 4 OfEl

(Development of environmental stress- tolerant rice by reverse genetic method using endogenous

DNA transposon)

AN REE
(Ishikawa Prefectural
University)

AW B IR BRBE A
(Faculty of Bioresources
and Environmental

Sciences)

R (Lecturer)

=) v
(Takahara, H.)

BB % A A EFSRIR ORI & B IR T DOFE

(Screening of rice transposon-tagged lines showing specific interaction to environmental microbes)
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