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Our group has been studying plant adaptation to
environmental stresses at the molecular level. Especially,
we have been focusing on chloroplasts that participate in
the energy transfer systems of photosynthesis.

1. Plant adaptation mechanism for photodamage

Light energy constantly damages photosynthetic
apparatuses, ultimately causing impaired growth.
Particularly, the sessile nature of higher plants has allowed
chloroplasts to develop unique mechanisms to alleviate the
irreversible inactivation of photosynthesis. Photosystem
II (PSII) is a primary target of photodamage. D1 protein
in the repair cycle of PSII needs to be efficiently degraded
to avoid photodamage. Photosynthetic organisms have
evolved the so-called PSII repair cycle, in which a reaction
center protein, D1, is degraded rapidly in a specific
manner. Two proteases that perform processive and
endopeptidic degradation, FtsH and Deg, respectively,
participate in this cycle. We demonstrated in vivo
cooperative degradation of D1, in which Deg cleavage
assists F'tsH processive degradation under photoinhibitory
conditions.

2. Essential Role of VIPP1 in Chloroplast Envelope

Maintenance in Arabidopsis

VESICLE-INDUCING PROTEIN IN PLASTIDS1
(VIPP1), proposed to play a role in thylakoid biogenesis,
is conserved in photosynthetic organisms and is closely
related to Phage Shock Protein A (PspA), which is
involved in plasma membrane integrity in Escherichia
coli. We showed that chloroplasts/plastids in Arabidopsis
thaliana vippl knockdown and knockout mutants exhibit
a unique morphology, forming balloon-like structures.
This altered morphology, as well as lethality of vippl, was
complemented by expression of VIPP1 fused to green
fluorescent protein (VIPP1-GFP). Several lines of evidence
show that the balloon chloroplasts result from chloroplast
swelling related to osmotic stress, implicating that VIPP1
is involved in the maintenance of plastid envelopes. Our
data demonstrate that VIPP1 is a multifunctional protein
in chloroplasts that is critically important for envelope
maintenance.

3. Molecular mechanism of organellar DNA degradation

during pollen development

In plant cells, mitochondria and plastids contain their
own genomes derived from the ancestral bacteria
endosymbiont. Despite their limited genetic capacity,
these multicopy organelle genomes account for a
substantial fraction of total cellular DNA, raising the
question of whether organelle DNA quantity is controlled
spatially or temporally. We genetically dissected the
organelle DNA decrease in pollen, a phenomenon that
appears to be common in most angiosperm species.
By staining mature pollen grains with fluorescent DNA
dye, we screened Arabidopsis thaliana for mutants in
which extrachromosomal DNAs had accumulated. Such
a recessive mutant, termed defective in pollen organelle
DNA degradationl (dpdl), showing elevated levels of
DNAs in both plastids and mitochondria, was isolated and
characterized. DPD1 encodes a protein belonging to the
exonuclease family, whose homologs appear to be found in
angiosperms.

4. Molecular mechanism underlying starch grain

morphologies diversified among plant species

Starch is a biologically and commercially important
polymer of glucose and is synthesized to form starch
grains (SGs) inside the plastids (amyloplasts). Despite
the simple composition of glucose polymer, SG exhibits
various morphologies and sizes depending on plant
species. However, the molecular mechanisms underlying
this SG diversity remain unknown. We are now analyzing
several rice mutants defective in SG morphologies.
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We have been studying the physiological function and
diversity of plants, by analyzing cell components at the
molecular level using biochemical techniques.

1. Cell wall composition and cell wall metabolizing gene in

Mizuna plants grown in space

Plant cultivation in space will be necessary to augment
stored foods when space mission distances and durations
increase, such as for long term bases on the Moon and
Mars. However, because of the limitation of launching
and cultivation in space, few studies on gene expression
profiles have been performed. In this study, composition
of cell wall matrix and expression of cell wall metabolizing
genes in Mizuna, Brassica rapa var. nipposinica, were
investigated to find the effect of reduced gravity on plants.
Mizuna seeds were germinated and cultured for 27 days
in the plant growth chamber, “LADA”, onboard “Zvezda”
of International Space Station (ISS). The harvested
plants were stored in the Minus Eighty-Degree Laboratory
Freezer for ISS (MELFI) onboard “Destiny” module of ISS
and transported to the earth in the General Laboratory
Active Cryogenic ISS Experiment Refrigerator (GLACIER)
onboard Space Shuttle. Ground control cultivation was
carried out under the lighting and temperature conditions
to the space experiment. There was no difference in
the amounts of arabinose, xylose, glucose, rhamnose,
mannose, and uronic acid between space- and ground-
grown Mizuna, but the amount of galactose in space-
grown Mizuna was only 0.6 times of that in ground-grown
Mizuna. Activity of f -galactosidase was increased 1.9-fold,
whereas those of a -arabinofuranosidase, a -galactosidas,
B -xylosidase, f-glucosidase, f-1,3-glucanase, and
polygalacturonase were not changed. In space-grown
Mizuna, [ -galactosidase gene was up-regulated by 2.5-
fold, whereasa -arabinofuranosidase, a -galactosidase,
and f-1,3-glucanase genes were down-regulated by
more than 0.5-fold, and f -xylosidase gene was not
changed. These results suggest that turnover of cell wall
metabolizing enzymes in Mizuna became slow under space
environment.

2. Analysis of the cell walls of Polypodium niponicum
Cell mass of Polypodium prothallium increased linearly
from the start up to 100 d under normal and Cu-enriched
culture medium. However, the cell mass of the plants
grown in the presence of Cu decreased to 40% of the
control level. Uronic acids were found in similar amounts
in both control and Cu-treated cell walls, whereas the
amounts of rhamnose, arabinose and xylose decreased to
31 ~ 55% in the Cu-treated cell walls. Several glycosidase
and glycanase activities were detected in the homogenates
of control and Cu-treated cells after successive extraction
with the buffer and buffer containing LiCl. The activities
of f-glucosidase and f -galactosidase in the LiCl-soluble
protein fraction from Cu-treated cells decreased markedly.
These findings suggest that the metabolism of cell walls of
Cu-treated cells is different from that of the control cells.
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Our group is studying the molecular mechanisms of
environmental stress responses, mainly abiotic stress
response, in plants at levels from gene expression to
individual behavior. Phytohormones such as abscisic acid
(ABA) are deeply involved in the various stress responses
of plants. Currently, our research is being focused on the
action of these plant hormones.

1. Analysis of the ABA hypersensitive mutants and ABA

signal transducers

We analyzed in detail an ABA hypersensitive mutant,
ahg?-1, and its suppressor mutant, agsl, to obtain
more insight into the mechanisms in which poly(A)
specific ribocnuclease has a pivotal role. As a result, we
proposed a new model that PARN (AHGZ2) cooperating
with AGS1 regulates the poly(A) status of mitochondrial
mRNA in plants. PARN is involved in cytoplasmic mRNA
stability in other eukaryotes, but in plants it is involved in
mitochondrial mRNA stability. This finding suggested the
uniqueness of plants and importance of hormonal or stress
responses in plants. We also analyzed in detail an abnormal
ABA hypersensitive mutant ahgl2, which has a mutation
in a subunit of proteasome and seems to have a defect
in target selectivity of proteasome. We selected several
target protein candidates and examined their stability in
the mutant and found that one of the targets was clearly
more accumulated in the mutant. Pull-down analysis for
two PP2Cs, AHG1 and AHG3, involved in the response
of the seed to ABA, identified a unique interacting factor
(putative name: AHB) for them. AHB also binds to an
ABA-related transcription factor, ABI5. AHB mutant
genes which are defective in interaction either with AHG1
or ABI5 were obtained using Y2H screening, suggesting
that the interactions of AHB with AHG1 and ABI5 are
independent each other. These mutant genes are quite
useful for analyzing the physiological relevance of
interactions of AHB with AHG1 or ABI5.

2. Analysis of the regulation system of stomatal aperture
We investigated the ABA perception mechanism of
stomatal guard cells using an Arabidopsis mutant. It has
been postulated that ABA perception mechanisms in ABA-
induced stomatal closure are distinguishable from that in
inhibition of stomatal opening by ABA. Recently, a group
of ABA receptor genes, PYR/PYLs were identified. In
this study, we examined the involvement of PYR1, PYL1,
PYL2 and PYL4 in the inhibition of opening and closure
induction. ABA-induced stomatal closure was impaired
in pyrl pyll pyl2 pyl4 mutant, but opening inhibition
remained intact. This result indicates that ABA-induced
closure and ABA inhibition of opening are regulated by
different ABA receptors, supporting the classic model.
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Our group focuses on the mechanisms of uptake and
accumulation of essential, beneficial and toxic minerals,
and the mechanisms of the response and tolerance of
plants to mineral stresses at different levels from intact
plants to genes. Our main achievements in 2013 are
described below.

1. Identification of a transporter participating in xylem

loading of Cu in rice

We identified a transporter (OsHMAS) for xylem loading
of Cu in rice. OsHMADS is localized in the pericycle cells
of the roots and xylem region of other tissues and shows
Cu transport activity. Knockout of OsHMAS resulted in
decreased Cu translocation to the shoots at the vegetative
stage and reduced Cu concentration in the grain, causing
reduced fertility at the reproductive stage.

2. Molecular mechanisms of aluminum tolerance

We found that OsCDT3, a gene encoding only 53 amino
acids, is involved in Al tolerance in rice. OsCDT3 is
localized to the plasma membrane of all root cells. When
its expression was suppressed, the Al binding to the cell
wall and plasma membrane was reduced, but Al in the
cytosol was increased, resulting in increased Al sensitivity.
The expression of OsCDTS8 was specifically induced by
Al. These results indicate that OsCDT3 plays a role in
stopping Al transfer into the root cells by chelating with
Al

We also found that a high Al tolerance in Holcus lanatus
is associated with high expression of ALMTI involved in
Al-induced secretion of malate. This higher expression
of ALMT1 is achieved by increased numbers of cis-acting
elements of ART1 in the promoter region.

3. Identification of a transporter regulating Mn distribution

We found that OsNramp3, a node-located Mn transporter,
functions as a switch of the response to external Mn
concentrations. When external Mn concentration is low,
OsNramp3 transports Mn preferentially to the developing
tissues such as new leaves and panicles. However, when
the external Mn concentration is high, OsNramp3 is
rapidly degraded, resulting in the distribution of Mn to old
leaves.

4. Identification of transporter involved in preferential

distribution of Zn in rice

We found that OsHMAZ2 is involved in preferential
distribution of Zn to new leaves and panicles. OsHMA2
is localized in the root pericycle cells and phloem region
of enlarged and diffuse vascular bundles of the nodes.
Knockout of this gene decreased distribution of Zn to
developing tissues, resulting in the arrest of growth.
Furthermore, OsHMAZ is also involved in the distribution
of Cd.
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Our research has been focused on aluminum (Al) ion,
a major inhibitor of plant growth in acidic soils, and
has been analyzing the mechanisms of Al toxicity and
tolerance, using a cultured cell system and whole plants.
Among the various Al toxicity mechanisms, we are
investigating the mechanism of Al-induced cell death,
focusing on sugar metabolism and vacuolar functions. We
have been studying the functional and structural features
of the ALMT gene, a major Al tolerance gene in wheat. In
addition, since the ALMT gene and its homologues have
been found only in plants, we are trying to elucidate the
functions of individual ALMT genes. Our research this
year is outlined as follows:

1. Sucrose transporter NtSUT1 confers higher growth

capacity in tobacco BY-2 cells

The role of plasma membrane-localized sucrose
transporter (NtSUT1) in growth of actively growing cells
as well as aluminum-treated cells was investigated, using
cultured tobacco cell line BY-2 [wild-type (WT)] and its
over-expression (OX) and suppression (RNAi) transgenic
lines of NtSUT1. It was found that the expression of
NtSUTI under its native promoter or under cauliflower
mosaic virus 35S promoter was strongly dependent on
the presence of 2,4-D so that cells were treated in the
presence of 2,4-D. We conclude that over-expression of
NtSUT1 increases the sucrose uptake rate and growth
capacity in actively growing cells as well as in Al-treated
cells.

2. Inductions of VPE gene expression and cell death in

BY-2 tobacco cells

Tobacco mosaic virus induces hyper-sensitive cell
death in tobacco, which depends on an enhancement of
Vacuolar Processing Enzyme (VPE) activity localized in
the vacuole. In this study, the expression levels of four
VPE genes existing in tobacco were investigated in BY-2
cells. We conclude that Al enhances the expression levels
of VPE1a and VPE1b genes, which seems to trigger the
VPE-dependent cell death pathway.

3. Functional analyses of N- and C-terminal domains of
ALMT transporters, focusing on aluminum-activation
mechanism
Aluminum (Al)-activated malate transporters of

wheat and Arabodipsis (TaALMT1 and AtALMT1) were

analyzed by electrophysiology in Xenopus oocytes. In our
system, Al activated transport activity of TaALMT1, but
hardly activated AtALMT1. Focusing on these different
responses to Al, we analyzed the role of two domains in
these transporters, the hydrophobic amino-terminal half
and the hydrophilic carboxyl-terminal half, in the Al-
activation mechanism by swapping these domains. Ta::At
chimera showed Al-activated transport activity, whereas

At::Ta did not. Furthermore, another type of chimera, the

AtALMT1 swapped its short peptide at N terminal with

a short peptide at the N terminal of TaALMT1, exhibited

the Al-activated transport activity. Contrary to the oocyte

system, in tobacco cells, both TaALMT1 and AtALMT1
exhibited the Al-activated transport activity. However,

Ta::At chimera exhibited higher level of Al-activation than

TaALMT1 and AtALMT1. These results suggest that the

N-terminal region of TaALMT1 has an important function

in the Al-activation mechanisms.
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We have been conducting molecular, cellular, and
physiological studies on the responses of plant cells to
environmental stress. Now we are focusing on the water
transport activity in plant cells, aquaporins and ion
transporters. Here we report the regulation of plasma-
membrane type aquaporins (PIPs), their expression in
transgenic plants, and role of PIPs in root hydraulic water
conductivity (Lp:).

1. Activity control by monomer composition of aquaporin
tetramers.

When PIP1s are co-expressed with PIP2s, they have
been demonstrated to form hetero-tetramers, which
show a synergistic regulation. We have reported that both
HvPIP1;2 and HvPIP2;4 channels are activated with each
other when co-expressed. However, when HvPIP1;2s are
co-expressed with newly isolated HvPIP2;7s, the activity
of HvPIP1;2 was unchanged and the HvPIP2;7 water
channel was inhibited with the presence of HvPIP1;2s.
Either HvPIP1;2s or HvPIP2;8s showed no change in
activity when co-expressed. These results suggest that
HvPIP1;2s are modulators of PIP2 water channels.

2. Expression of PIPs and Lp, in rice plants transformed
with OsPIP2;4.

Rice OsPIP2;4 shows root-specific expression. We
generate rice plants over-expressing OsPIP2;4 and
expression of all OsPIPs were quantified in such
transgenic rice plants. The results indicated that every
root-specific OsPIP (OsPIP1;3, 2;3, 2;5 and 2;6 other than
OsPIP2;4) decreased its expression, but total transcripts
of 11 OsPIPs increased because of high level of PIP2;4
expression. Increase of Lp, was also observed in rice
plants over-expressing OsPIP2;4. In OsPIP2;4-deficient
rice plants (a T-DNA line), the amount of OsPIPZ2;4
transcript was 4% of that of the control plants, but all
other root-specific OsPIPs showed elevated expression.
These root-specific OsPIPs look to compensate the
amount of OsPIP2;4 expression in roots of transgenic rice
plants.

3. Analysis of a barley cyclic nucleotide-gated channels
(HvCNGCZ2-3)

Barley HUCNGC2-3 seems to be involved in the cation
transport under salt stress. We analyzed transport and
regulation properties of HUCNGCZ-3 using oocyte system.
Electrophysiological study revealed that this cannel was
activated with co-existence of intracellular cyclic AMP
and extracellular both Na* and K* simultaneously. In an
activated condition, this channel transport both Na* and
K*with same permeability.
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B THE. L 720 RnVV 1 EBCHNR I Cla MR skde L 72
A5 —J. 7 V) PAKEE TlE RnVVl B X 5 R AR
DZALIE. RNAY A L v ¥ v F R TORED 5
. BAERR TR SN o7z S 51T, BRI
Tl&, RnVV1 D £ L AP R (RNA A4 L
YIUZ) L BEFEICHRI s E. NIRRT AV
AL DILBERF/IFIFDORNAFA L VY v T Ly
— p29 OPHE T RnVV1 HED L 5H9 5 2 LA 5 0
Lol

2. HEIEI< £ F A RNA 7 AV A DH AR (Viroplasm)

O TS

I URFRLTANA (OFV) 25O~ A F A
$ERNA 7 ) A% 48005 FESHBMOX 7 VL E T T ¥
ANWVA(FTRFIAL VAR LL0®BREET 5,
Mg, BN A VAT E2 b H
K7 A (Viroplasm:Vp) ##FET 5, LA L. Vp D
FBBEHER ZOHREIIIEA DD TRV, 2T,
ARZETIE WL OO AEY S0 FE:I2X ) OFV O
N Vp DIEEREREZ R L. X2 L+ 5T K74V A
TREEINTVDLETFIVEDREZHLNII L, FD
MEHELOFVTIRXZ LA F Yy 7Y FEHEN <A F—
S EDE P SMEEH L%, P ORALY 7+
RAEBY W B DB NNERE T 5 2 & T Vp BB AR
ENBLEEZ N, TOEFIVIE. N EAE A NLS
ELOX LA TFITIEIANADr — X EFH S IR
7:(: D f:o

3. HEWIE X 7 ) — VLR O S R & R R

DB

i ORI O XIS HHBENE x5 ) —)L
% GAL 3 A Methylobacterium JE MW 3% { FHET 5,
RIEH RN I O EREEARH 5 Z Lo T
WA A, B ERY & DOFE L OV T O AR O JE R
3500 TV, &2 T ORWHED» S LRk AR)E
M 2 B L, A ORI TH RSN
OB T o 720 I FIITH MO B A
FAET B 2 e300 HMOW M. haplocladii & M.
brachythecti \Z 2O \WCHIHFENE L7z F 724 ERER)E
DENHD T ) LY 2 fET L. EFERERNRIZED S
BIETOHEZIT->T05h, SO AREME A S ) —
WAEBRRICAER T 21LEWIC, WM oKLz B Gt
HHZERFER LI, BUEZ OEWEN L EH % Bahd
ThH b,

Plant growth is influenced by various microorganisms
including mutualistic and pathogenic ones. Our group
explores, at molecular, cellular and individual levels, the
interplay of mutualistic and pathogenic microorganisms
occurring in some selected plant/microorganism systems.

1. Host range expansion of and host-interactions with
a novel victorivirus from a phytopathogenic fungus,
Rosellinia necatrix.

A novel victorivirus Rosellinia necatrix victorivirus

1 (RnVV1) from the root rot fungus was molecularly

and biologically characterized using the natural

and experimental hosts (chestnut blight fungus,

Cryphonectria parasitica). RnVV1 was shown to have

typical molecular victorivirus attributes, including a

monopartite double-stranded RNA genome with two

ORF's encoding capsid protein (CP) and RNA-dependent

RNA polymerase (RdRp), and moderate levels of CP

and RdRp sequence identity (34 to 58%) to those of

members of the genus Victorivirus within the family

Totiviridae. A transfection system with purified RnVV1

virions was developed for the two distinct fungal hosts.

Interestingly, comparison of the RNA silencing-competent

(standard strain EP155) and -defective (Adcl-2) strains

of C. parasitica infected with RnVV1 showed that RNA

silencing acted against the virus to repress its replication,
which was restored by coinfection with hypovirus or
transgenic expression of an RNA silencing suppressor,
hypovirus p29. Phenotypic changes were observed in the
Adcl-2 strain but not in EP155.

2. Artificial formation of a viroplasm-like structure by

segmented (-)RNA viruses

Orchid fleck virus (OFV) has a unique two-segmented
negative-sense RNA genome that resembles plant
nucleorhabdoviruses (the family Rhabdoviridae), which
have a non-segmented (-)RNA genome. In infected
plant cells, OFV and nucleorhabdoviruses induce an
intranuclear electron-lucent viroplasm that is believed to
be the site for virus replication. However, the mechanism
of viroplasm formation and the functional roles of the
viroplasm still remain unclear. In the present study, several
lines of experiments revealed interesting similarities and
differences in subnuclear viroplasm formation between
OFV and nucleorhabdoviruses. On the basis of our
findings, we propose a model in which OFV nucleocapsid
protein N and phosphoprotein P interact with each other,
are recruited into nuclei by the monopartite NLS residing
in P, rather than N reported for nucleorhabdoviruses, and
play major roles in viroplasm formation.

3. Diversity of methylotrophs symbiotic to plants and their

effect on plant growth

On the plant surface, Methylobacterium species is one
of the most predominant bacterial species, which utilize
methanol emitted from plant stomata. Although it is
known that they are capable of promoting plant growth,
the species-species specificity of interaction between
them and plants is not well understood. We isolated up
to one thousand Methylobacterium strains from various
plants, and investigated the interaction relationship using
a high-throughput bacterial identification method, which
utilizes MALDI-TOF/MS. We found many novel species
from bryophytes and proposed M. haplocladii and M.
brachythecit as novel species. We are also investigating
the genes involved in plant growth promotion, using the
genome sequence of a candidate strain that has strong
plant growth promotion ability. Furthermore, we found
that compounds specifically synthesized when the strain
is grown on methanol have an activity to induce plant
stomatal opening, and we are investigating the biological
significance of the phenomenon.
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We focused on two main areas: (1) mechanisms
responsible for activation of rice defense against insect
herbivores, and (2) integrated pest management (IPM)
using insecticides and natural enemies.

1.1. Characterization of OsJARI gene in rice jasmonate

signaling

We characterized transposon tagged OsJAR1 mutant
lines (Osjarl) deficient in the production of the key signal
in defense against herbivores, jasmonoyl-L-isoleucine (JA-
Ile). Osjarl plants showed highly reduced JA-Ile levels
but normal vegetative growth. In contrast, reproductive
development was disrupted in Osjar! plants. The role of
JA-Ile in rice reproductive development and defense is
further investigated.

1.2. Rice leaf volatile analysis

Volatile organic compounds act as important signals to
attract natural enemies of herbivores, which represents
an important natural system of biological control. To
develop new methods of plant protection based on the
use of natural enemies of herbivores, we established a GC-
MS-based method to monitor volatiles released from rice
plants during herbivore attack.

1.3. Identification of elicitor activity in oral secretions of

rice herbivores

Insect elicitors play an essential role in the activation of
plant defense against herbivores. We established a new
high throughput method for screening elicitor activities
present in insect regurgitate (oral secretions) using rice
cells. This system is now used to search for new types of
insect elicitors and their perception systems.

2.1. Analysis of insecticide resistance mechanisms in

melon thrips

We compared partial deduced amino acid sequences
of the sodium channel genes of two melon thrips
(Thrips palmsi) strains with differential sensitivity
to cypermethrin. Both strains possessed a resistance
amino acid Ile at amino acid position 929. The synergist,
piperonyl butoxide, suppressed the resistance in both
strains. We conclude that basal and differential resistance
in two melon thrips strains is conferred by reduced
sensitivity of the sodium channel and cytochrome P450-
mediated detoxification, respectively.

2.2. Ecological survey of insects and weed plants in peach

orchards

Ecological surveys were conducted in peach orchards
managed with different pesticide practices. Pitfall traps
were used to sample 8270 insects of 198 species at 11
study sites, where 161 weed species in 37 families were
identified. Significant correlation was found between the
number of insect species captured in pitfall traps (insect
species richness) and number of weed species, while there
was no correlation between insect species richness and
extend of insecticide or acaricide application.

2.3. Trap catches of dipteran insects using ultraviolet LED

and water-pan traps

Phototactic responses of dipteran insects, including
Neoempheria ferruginea, Sciaridae, and Drosophila,
were examined using a water-pan trap, ultraviolet LED,
and surfactant (1% Tween 80) in combination. Analyses
using a generalized linear mixed model showed that both
ultraviolet LED and surfactant positively affected trap
catches. The LED variable had the largest effect on N.
Sferruginea trap catches. In contrast, trap catches of
Sciaridae and Drosophila were mainly affected by the
presence of surfactant.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600 accessions
of wild relatives. The subjects of our research are 1)
evaluation of genetic diversity and characteristics,
construction of the barley resource database and sample
distribution to the users world wide, 2) collection and
preservation of barley germplasm and 3) efficient use
of the resources for genome analysis including EST,
molecular markers and DNA libraries to study the
genome-based barley diversity and the genetic analysis of
important traits in barley.

1. Evaluation of barley germplasm
(a) QTL analysis of barley seed dormancy

A candidate of barley seed dormancy QTL (@sdl) on
the long arm of chromosome 5H, which may be associated
with pre-harvest sprouting in small grains including barley,
was identified using a high density linkage map a large
segregating population from recombinant chromosome
substitution lines (RCSL). The transformation and
functional analysis of this candidate are underway.
(b) The exploration of the genes involved in

transformation efficiency in barley

For the purpose of the high throughput functional
genome analysis, we are exploring the genetic factors
accompanied with the high transformation efficiency
in barley. Several physiological and tissue-culture traits
are compared between “Golden Promise”, a variety that
can be transformed, and “Haruna Nijo” and “Morex” |,
varieties that are difficulty in transformation but rich
of genome information. We are attempting to isolate its
genetic factors using the genetic, molecular biological and
physiological techniques.

2. Collection and distribution of barley genetic resources

In addition to seed samples, cDNA and BAC clones
(including individual clones, pooled BAC DNA for
screening, high-density replica membranes and complete
clone set of barley) were distributed with the support of
the National BioResource Project (NBRP).

3. Barley genome analysis

We have participated in The International Barley Genome
Sequencing Consortium to sequcence barley genome us-
ing next generation sequencing technology under the
several financial supports, and published an integrated
and ordered physical, genetic and functional sequence
resource that describes the barley gene-space in a struc-
tured whole-genome context. We are annotating barley
genome sequence with these comprehensive full length
cDNA resources.
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Our group is focusing on molecular genetic analysis of
barley and wheat with special attention to seed morphology
and reproductive barrier. Our main achievements during
2013 are described below.

1. Molecular mechanisms for covered vs. naked caryopsis
in barley

Barley cultivars typically have caryopses with adhering
hulls at maturity, known as covered (hulled) barley.
However, a few barley cultivars are a free-threshing
variant called naked (hulless) barley. The covered vs.
naked caryopsis is controlled by a single locus (rnud) on
chromosome arm 7HL. By means of positional cloning, we
identified that an ERF (ethylene response factor) family
transcription factor gene controls the covered vs. naked
caryopsis phenotype.

Survey of natural DNA sequence variation at the nud
locus indicates that naked barley has monophyletic origin,
but that covered barley is classified into some clusters,
suggesting plural lineages. The Nud gene has homology
to the Arabidopsis WINI/SHN1 transcription factor gene,
whose deduced function is control of a lipid biosynthesis
pathway. Staining with a lipophilic dye (Sudan Black B)
detected a lipid layer on the pericarp epidermis only in
covered barley. This observation indicates that in covered
barley, lipids on the surface of caryopses act as a glue
for their tight adhesion with hulls. Separation of hulls in
naked barley is due to the absence of surface lipids on
caryopses. Genetic complementation experiment is in
progress toward functional validation of the Nud gene.

2. Physical mapping of the barley gene on chromosome

arm 1HL that causes sterility in hybrids with wheat

Fertile disomic addition lines of the barley 1HL arm to
hexaploid wheat have not been available because the gene,
Shw named for Sterility in hybrids with wheat (Taketa
et al. 2002, Genome), causes severe seed sterility resulting
from polyploidization of archesporial cells both in male
and female gametes. This sterility is partially ameliorated
by simultaneous addition of barley chromosome 6H, and
wheat plants with double monosomic addition of 1HL and
6HL chromosome arms recover female fertility. Toward
molecular elucidation of the molecular mechanisms of
wheat sterility caused by barley 1HL addition, we have
been mapping Shw by producing a series of translocated
1H chromosomes whose translocation breakpoints varies
progressively from proximally to distally on the 1HL arm.
A gametocidal chromosome 2C from Aegilops cylindrica
was also employed to induce structural changes of 1H
chromosome in hexaploid wheat. PCR marker screening
and subsequent GISH/FISH observation selected five
simple deletion or translocation chromosomes involving
1H. We precisely mapped Shw on our 1H physical map
with 11 breakpoints. Then, with the aids of common
molecular markers, we integrated this physical 1H map
with the barley genetic maps reported by Graner et al.
(1996). The Shw gene has been localized to a region
between the fraction lengths 0.68 and 0.72 on 1HL. This
physical region appears to correspond to a proximal 1HL
region with suppressed recombination.
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Our group has been preserving wild plant seeds as
potential resources for practical use, and focuses on
the various features of wild plant species. Our main
achievements in 2013 are described below.

1. Estimation of soil-to-plant transfer factors of
radiocesium in wild plant species grown in arable lands
one year after the Fukushima Daiichi Nuclear Power
Station accident
Since February 2012, we have been performing this

project in collaboration with the Group of Plant Growth
Regulation (IPSR), and Department of Radiation
Research, Advanced Science Research Center (Okayama
Univ.). One year after the deposition of radionuclides from
the Fukushima Dai-ichi Nuclear Power Station in March
2011, radiocesium (**Cs, *"Cs) concentrations ([Cs] Bq
kg DW1) were comprehensively investigated in the wild
plants growing on the radioactively contaminated fields
of paddy and upland in Fukushima Prefecture. The first
aim of this study was to obtain the primary information on
the concentrations of radiocesium in each plant species
actually grown on the arable lands contaminated with
radiocesium. Then we aimed to estimate the soil-to-plant
transfer efficiency of radiocesium in each species and also
in weed communities.

We analyzed 231 samples of 99 species (31 families)
which had been collected from four sites in litate-mura
(Fukushima Pref.) in 2012. Most of the species were
annual or summer green perennial herbs. In each site,
soils (cores of 5-cm depth X 5-cm diameter) and plants
(aboveground shoots) were collected for determination
of [Cs] on a dry weight basis, and then, the transfer factor
(TF) of radiocesium from soil to plant ([Cs]piant/ [CS]soil)
was estimated for each species. Some species exhibited
relatively high TF values (more than 0.4), while most of
the others exhibited low values (less than 0.1). In 2013,
we surveyed three times (April, July, and October) at the
same four sites in litate-mura as in 2012, and additionally
at some other radioactively polluted sites in Fukushima.
We examined dominant species and the species which
showed a high TF in the last year. The estimation
of phytoextraction efficiency of soil radiocesium by
weed communities in the paddy fields suggests that
the weed community is not a practical candidate for
phytoremediation technique.

2. Mechanisms of adaptation to local environment at

different latitudes

Adaptation to the environment that varies with the
latitude such as photoperiod and temperature is important
for plants. As mechanisms of such adaptation, we are
focusing on phytochromes, red-light photoreceptors,
and unraveling its functional differences among local
accessions using arctic-alpine plants. There are two
reasons why we are focusing on phytochromes: 1) Since
all plants have phytochromes, elucidation of their adaptive
functions will be applicable to various crops. 2) Our
previous works revealed that plants growing in different
latitudes have different alleles that diverged under natural
selection. We used two sister species (Cardamine
nipponica and C. bellidifolia) as model species and
extracted their PHYB. By wn vitro and in planta
(Arabidopsis phyB mutants) assay, we are exploring
the functions of PHYB alleles originating from different
latitudes.
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Our research group has been conducting molecular
studies on the structures and functions of nuclei and
chromosomes, mainly in plants. Our current goal is to
construct plant artificial chromosomes by analyzing
chromosome functional elements; centromeres, telomeres
and replication origins. Our main achievements in 2013
are described below.

1. Generation of artificial ring minichromosomes in

Arabidopsis thaliana

We have generated artificial ring chromosomes by
the Ac/Ds and Cre/LoxP systems. The generated plant
artificial chromosome (PAC), designated “AtARC1 (4.
thaliana Artificial Ring Chromosome_1)", originating
from a centromeric edge of the long arm of chromosome
2, yet the size (2.85 Mb) is much smaller than that of
the original chromosome (26.3 Mb). Although AtARC1
contains only a short centromere domain consisting of
180-bp repeats approximately 250 kb in length, compared
with the domain on the original chromosome 2 (3 Mb), the
centromere-specific histone H3 (HTR12) was detected
on the centromeric region. This result supported the
observed stability of the PAC during mitosis in the absence
of selection and the transmission of the PAC to the next
generation through meiosis. Because AtARC1 contains
a unique LoxP site driven by the CaMV 35S promoter, it
is possible to introduce a selectable marker and desired
transgenes into AtARC1 at the LoxP site using the Cre
recombinase. Therefore, AtARC1 meets the criteria for a
PAC and is suitable as a new platform for transgenes.

2. Complete karyotyping of tobacco chromosomes

Tobacco (Nicotiana tabacum) is an amphidiploid
species (2n=4x=48, genome constitution SSTT) derived
from a natural hybrid between N. sylvestris (2n=2x=24,
SS) and N. tomentosiformis (2n=2x=24, TT), and has
been used as a model plant. However, it was impossible to
identify all of the chromosome components in tobacco. To
overcome this difficulty, we carried out immunostaining
with anti-NtCENH3 (V. tabacum centromeric histone H3)
antibody to determine the centromere position of each
chromosome, followed by FISH analysis with ten distinct
repetitive DNA probes. This approach allowed us to
identify 22 of the 24 chromosome pairs in N. tabacum, and
revealed novel intergenomic chromosome rearrangements
and B-chromosome-like minichromosomes.

3. Analysis of kinetochores in legume species

Legume species have been used as green manures or
sources of protein, because nitrogen fixation has been per-
formed by the species with root nodule bacteria. We have
been analyzing the kinetochore components of legume
species with the aim of constructing plant artificial chro-
mosomes that are useful for improvement of the species.
Although the kinetochore components of soybean and pea
have already been analyzed, other legume species have
not been analyzed yet. In this study, we checked cross-re-
activity of an anti-GmCENH3 (Glycine max centromeric
histone H3) against for CENH3s of the other legume spe-
cies, and found that CENH3s of Chinese milk vetch and
common bean interacted with the antibody as well as that
of soybean. Using this antibody, therefore, we isolated the
centromeric DNAs from those three species by chromatin
immunoprecipitation, and found that the isolated centro-
meric DNAs are unique in sequence as well as in size of
repeat units. This diversity indicates that the centromeric
DNAs evolved rapidly among the legume species.
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This group analyzed the genetic factors for greater
production efficiency by using transposon-tagging lines
and introgression from wild species and also the genetic
regulatory mechanism of seed maturation are being
studied.

1. Development of nDart1-0-tagged lines with the genetic

background of Koshihikari

In order to efficiently analyze the function of rice genes,
we developed nDart1-tagged lines of Koshihikari. This
year, 3,061 panicle-row lines were grown and several
phenotypes were surveyed at seedling, post-transplanting,
heading and matured stages. Out of 3,072 lines, 1,087 lines
showed mutant phenotypes and the frequency of mutant
lines was 35.4%. Although there are many plants lodged
abnormally due to heavy rains this year, several lodging-
tolerant plants could be selected.

2. Breeding of Low Input-Adaptable (LIA) rice

In the 21% century, agriculture should be well harmonized
with the environment. We selected progeny showing a
large biomass under non-fertilized paddy field from the
cross between Oryza longistaminata, African wild
species and japonica rice T-65. In order to introduce large
biomass character under non-fertilized conditions into
Basmati, we conducted QTL analysis for large biomass
character in the F2 of the cross between the selected
plant and Basmati and found important QTLs located on
chromosomes 1,6,8 and 11.

3. Effect of seed maturation regulators on seed dormancy

in wheat

Seed maturation is regulated by transcription factors,
LECI, LEC2, FUS3 and ABI3 in Arabidopsis. These
maturation regulators also control seed dormancy. Wheat
orthologues of seed maturation regulators were identified
and the effects on seed dormancy were investigated.
In orthologues of LECI, LEC2 and FUS3, amounts of
transcript were correlated to the level of seed dormancy
in wheat cultivars.

4. Control of the water transport activity by HvTIP3;1

specifically expressed in barley seeds

To investigate the cellular water condition during the
periods of seed development and seed desiccation, we
analyzed tonoplast type Aquaporins (tonoplast intrinsic
proteins, TIPs) from barley. One of the TIP from barley,
HvTIP3;1, was specifically accumulated in seeds, especially
in the membranes of aleurone cells. HvTIP3;1 did not
show water permeability when it was expressed in oocytes
alone. However, we found that HvTIP3;1 interacted with
HvTIP1;2 and transported water when they were co-
expressed.

5. Mechanism of tolerance to metal stress and oxidative

stress in a wild plant

To clarify the mechanism of high Al tolerance of a
poaseae wild plant, we characterized Andropogon
virginicus L., S-adenosyl methionine syntase (SAMS)
gene and ABC transporter gene of this plant. DNA
sequencing of some genes indicated a difference in Al-
stress-dependent DNA methylation between SAMS o/
x transformant and non-transformant. This difference
may also be related to the difference in gene regulation
between the two lines. We supposed that ABC transporter
genes are related to the partition of toxic Al ion to specific
tissue in root and leaf parts under Al stress.
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Our studies are focused on biology of Heterosigma
akashiwo (Ha), a unicellular algae that forms harmful
algal bloom (commonly termed Ted tide' ), frequently
observed in western part of Japan. The outline of our
research activity during FY 2013 is summarized below:

1. Characterization of mechanism of harmful algal bloom.

Under regular conditions, Ha accounts for a small part of
the whole algal population in the coastal water area. Once
‘bloom formation’ is triggered, however, Ha propagates
up to 7~8 times/day in population. On the other hand,
such a remarkable propagation as eukaryotic organisms
is not observed in other photosynthetic planktons
occurring in the same area: this suggests that the factor
inducing bloom formation exerts its effect on Ha in highly
specific manner. In addition, the rapid propagation was
not reproduced when isolated Ha strain was artificially
cultured under laboratory condition. Environmental
factors, such as water temperature, nutritional salt
concentration, light intensity and day length, are known
to have some impacts on bloom formation: however, Ha
growth in laboratory culture are not dramatically affected
when these condition are changed. These observations
collectively indicate that there is other important factor
that triggers the initiation of the bloom.

Besides environmental conditions, the Ha population is
also controlled by biological factors, such as population
of predator, lytic virus, and other microorganisms
that affects Ha life cycle. Our group recently isolated
Altererythrobactar as a commensal bacterium of Ha.
When this bacterium is added to axenic Ha culture,
Ha propagated ~6 times/day during its pre-logarithmic
growth phase, while axenic Ha propagated only around 2
times/day. This observation underscores the importance
of commensal bacterium as a regulatory factor for bloom
formation. We are currently investigating the detailed
mechanism of growth stimulation of Ha by the bacterium.

2. Establishing technical platform for molecular biology
approach to Ha

We are currently trying to obtain sequence information
of Ha genomic DNA utilizing combination of two Next
Generation Sequencing technologies, Illumina HiSeq and
PacBio RS. Former yields high fidelity, short reads, and
is not suitable for analysis of GC-rich sequences due to
difficulty in reading the repeat sequence. In combination
with the latter, which has an advantage in analyzing GC-
rich sequences and yields extremely long reads, we expect
to be able to obtain full genome sequence information
next year. By analyzing the obtained partial genomic
sequences, we found that the exon/intron structure of Ha
may not be properly predicted based on the information
obtained from other organisms. Therefore, we conducted
RNAseq to obtain information of Ha coding sequence for
future use.

At the same time, we attempt to establish the protocol
for genetic transformation of Ha. We have generated
expression vector that contains promoter and terminator
sequence obtained from Heterosigma akashiwo virus
(HaV), which is suitable for gene expression in Ha. We are
currently searching for selection markers suitable for Ha
and refining the condition for transformation process.
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This group consists of concurrent faculty members from
other groups, and aims at establishing an international hub
and/or exchange programs on Plant Genetic Resources
and Stress Science. Our three-year (2010 - 2012) program
entitled “Establishment of crop stress science network
for increase of food production in eastern Africa” has
been supported by Asia-Africa Science Platform Program
(AASPP) from Japan Society for the Promotion of Science
(JSPS). This year (2013), we extended our exchange
under the intra-university program entitled “Globalization
of Crop Stress Science network in eastern Africa”.

1. Accepting Kenyan researchers and international

collaboration

We invited four young researchers from Jomo Kenyatta
University of Agriculture and Technology (JKUAT) to
Plant Light Acclimation Research Group, Plant-Insect
Interaction Group, and Plant-Microbe Interaction Group.
During their two-month stay at IPSR (between September,
2013 and February, 2014), they learned advanced
experimental skills in their disciplines and performed
collaborative projects. Dr Hunja Murage, who coordinates
our exchange program at JKUAT, is scheduled to visit
IPSR to explore our future collaborations.

2. Visiting east African countries

For exchange between IPSR and other east African
universities, Wataru Sakamoto visited Kenya (JKUAT) and
Uganda (Makerere University and National Crop Research
Institute) in September, 2013. He organized a seminar
on “crop stress science and advanced research for future
crops’ at Makerere University, under the support of JSPP
Nairobi Center. Yasutaka Kubo and Akio Tani visited
JKUAT in June and July, 2013, as JICA support members
to inspect research facilities and equipments at the
departments. Through these interactions, discussion was
made to extend our international collaboration in crop
stress science in the future.
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(120 Tani, A., Okumura, M., Maekawa, M., Charoenpanich, J., Murage, H. and Kimbara, K. Methylobacterium species
inhabiting in rice seeds identified with whole-cell MALDI-TOF/MS analysis. 18™ International Congress on
Nitrogen Fixation. Miyazaki, Japan, October 14-18, 2013.

(13 Masuda, S., Fischer, H.M., Tani, A. and Hennecke, H. Regulators and cytochromes for chemolithoautotrophic growth of
Bradyrhizobium japonicum using thiosulfate. 18" International Congress on Nitrogen Fixation. Miyazaki, Japan,
October 14-18, 2013.

Fiyy - REEAHEALEH 7 Vv —7 (Group of Plant-Insect Interactions)

(1) Shibuya, N., Kaku, H., Shinya, T., Kito, K., Motoyama, N., Hayafune, M., Berisio, R., Silipo, A., Molinaro, A., Yamaguchi,
K. and Kawasaki, T. Ligand recognition, autophosphorylation and signaling by plant chitin receptors. Keystone
Symposia, Plant Immunity: Pathways and Translation. Big Sky, Montana, USA, April 7-12, 2013.

(2) Galis, I. and Alamgir, K. Md. Rice defense against herbivores: what are the metabolites? International Chemical Ecology
Conference. Melbourne, Australia, August 19-23, 2013.

(3) Fukumoto, K., Alamgir, K. Md., Yamashita, Y. and Galis, I. The role of jasmonoyl-L-isoleucine synthase OsJARI in rice
defense against herbivores. International Chemical Ecology Conference. Melbourne, Australia, August 19-23,
2013.

BIzEEL1=v b (Genetic Resources Unit)
77 LERMEZ )V — 7 (Group of Genome Diversity)

(1) Sato, K. Barley natural variation and adaptation to global environments. 16™ Australian Barley Technical Symposium.
Melbourne, VIC, Australia, Sep. 8-11, 2013.

(2) Sato, K. Genetic and genomic resources of Barley. Japan-Turkey-Afghanistan collaboration workshop for “Planning
Meeting of Germplasm Conservation and Utilization for Re-establishing the National Gene Bank system in
Afghanistan” . Izmir, Turkey, Jan. 23-25,2013.

(3) Sato, K. Barley as a model of Triticeae genome. Triticeae Cytogenetics: Past, Present and Future. Kyoto, Japan, Sep.
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15-16, 2013.

(4) Sato, K. Barley enters the genomics age. 29™ IPSR International Symposium and 5™ Symposium on Plant Stress
Sciences. Kurashiki, Japan, Mar. 7-8, 2013.

(5) Saisho, D., Ishii, M., Hori, K. and Satok, K. Allelic variations of vernalization loci are responsible for quantitative
variation of vernalization requirement in barley. Plant & Animal Genomes XXI. SD, USA, January 12-16, 2013.

(6) Saisho, D., Matsuura, T., Matsushima, R., Mochida, K., Shinozaki, K. and Hirayama, T. Bio- and information resources of
Brachypodium toward genome-oriented breeding in Triticeae crops. 12" International Wheat Genetics Symposium
(IWGS). Yokohama, Japan, September 8-14, 2013.

HIEEIFREREMANT 77V — 7 (Group of Genetic Resources and Functions)

(1) Taketa, S., Choda, H., Ohashi, R., Himi, E. and Ichii, M. Physical mapping of the gene on the long arm of barley
chromosome 1H that causes sterility in hybrids with wheat (Shw). The 12™ International Wheat Genetics
Symposium. Pacifico Yokohama, Japan, September 8-14, 2013. p.122.

(2) Himi, E. and Taketa, S. Grain color is controlled by MYB transcription factors. The 12" International Wheat Genetics
Symposium. Pacifico Yokohama, Japan, September 8-14, 2013. p. 141.

(3) Yanaka, M., Ikeda, T.M., Takata, K., Terasawa, Y., Taketa, S. and Kurimoto, Y. Improvement of wheat quality through
introduction of Hordeum species chromosomes.The 12" International Wheat Genetics Symposium. Pacifico
Yokohama, Japan, September 8-14, 2013. p. 200.

(4) Belobrajdic, D.P,, Jobling, S.A., Taketa, S., Morell, M.K. and Bird, A.R. Intestinal fermentation of wholegrain barley beta-
glucan does not improve glucose tolerance. The World Diabetes Congress. Melbourne, Australia, December 2-6,
2013.

(5) Jost, M., Mascher, M., Himmelbach, A., Steuernagel, B., Scholz, U., Druka, A., Waugh, R., Taketa, S. and Stein, N.
Cloning of the gene Laxatum-a (lax.a) - prospects from an improving barley genomics infrastructure. “Plant
Biology for the Next Generation” - the International Symposium of the SFB924 “Molecular mechanisms regulating
yield and yield stability in plants” Freising. Germany, September 18-20, 2013.

4/ LBEI=Zy b (Applied Genomics Unit)
HERERE > FRHMT 77 )V — 7 (Group of Nuclear Genomics)

(1) Murata, M. Plant artificial chromosomes: Linear versus circular. Satellite symposium “Triticeae Cytogenetics: Past,
Present and Future” . Kyoto, Japan, Sept. 15-16, 2013.

7 L 7 v —7 (Group of Genome Regulation)

(1) Ezaki, B., Kouno, T. and Yulita, K.S. Four transcription factors are related to the multiple response of Arabidopsis
AtGST11 gene under abiotic stress. 24™ International Conference on Arabidopsis Research, Sydney, Australia,
June 24-28, 2013.

(2) Rikiishi, K. and Maekawa, M. Effects of seed maturation regulators on seed dormancy in wheat. The 12™ International
Wheat Genetics Symposium. Yokohama, Japan, September 8-14, 2013.
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BHBLIUOY UERY Y ARE
(List of Domestic Conferences and Symposia)

ATIREX L X2 =y b (Atmospheric Stress Unit)
FeBREE IS ZE 7 )V — 7 (Group of Plant Light Acclimation Research)

(1) FRARE - IEEHT A - Stephanie, Otters, Ute C. Vothknecht + 3XAE. : VIPP1 2 X 4 ZERMRTDIEOMERS . 45 15 Ity +
VWAATT—2r 3 ay 7 i, 3 H 20 H,2013. (Zhang, L., Kato, Y., Stephanie Otters, S., Ute C. Vothknecht.
U.C. and Sakamoto. W.: VIPP1, a guarder of envelope membrane integrity in chloroplast. 15" Plant Organelle
Workshop, March 20, 2013, Okayama)

(2) GRAKE - BAH © FERARUBEOKMERFICB T 5 VIPPL OREE C KInACy O E . 55 54 [l H AR A B2 4E & W
11,3 H 21-23 H , 2013. (Zhang L. and Sakamoto W.: Possible role of C-terminus of VIPP1 in chloroplast envelope
protection. 54™ Annual Meeting of the Japanese Society of Plant Physiologists, March 21-23, 2013, Okayama)

(3) MEEHA - PHEFAE - $OKRE : FisH @BEBAWARICB U 2068085 L X b U ATEO RN . 45 54 10l H A 4
MRS I, 3 H 21-23 H |, 2013. (Kato, Y., Hatano, K. and Sakamoto, W.: Analysis of stress tolerance in
transgenic Arabidopsis plant that co-overexpress FtsH2 and FtsH5. 54™ Annual Meeting of the Japanese Society
of Plant Physiologists, March 21-23, 2013, Okayama)

(4) BERED - AH  BALEIIBTEF VT FT XY L7 —+F DPD1 OFEBURNT . 45 54 [0l H AKY AL PR A4ES | W
i ,3 H 21-23 H , 2013. (Takami, T. and Sakamoto, W.: Expression of organelle nuclease DPD1 in Arabidopsis
senescent leaves. 54™ Annual Meeting of the Japanese Society of Plant Physiologists, March 21-23, 2013,
Okayama)

(5) MNEBE-ILTFHE-AGNIHEES - BORE - A AFHY OB OTEIRE BEPEIC O W CTORFZE . D ARBE S 123 2
Wit 3 H 27-28 H , 2013. (Matsushima, R., Maekawa, M. Fujita, N. and Sakamoto, W.: Phylogenetic evaluation of
morphological variations of starch grains among Poaceae species. 123™ Annual Meeting of the Japanese Society of
Breeding, March 27-28, 2013, Tokyo)

(6) Kuria, K. P., Matsushima, R., Maekawa, M. and Sakamoto, W.: GIANT CHLOROPLAST (GIC) encodes an ARC6-like
protein involved in chloroplast division in rice (Oryza sativa L.). 124™ Annual Meeting of the Japanese Society of
Breeding, Octorbar 12-13, 2013, Kagoshima

(7) a7 YWY - FEEET - BB - BB - Ly, F, lan, J.T, Michael, J.E., AL - BRHAE T V¥ R=»
KEGHMEA BT B Wby L5 W B R R SR O T . M AP L 2 FE & R, 12 1 6-T H |, 2013. (Crofts
N., Abe N., Oidome N., Matsushima, R. Liu F., Ian J.T., Michael J.E., Nakamura Y. and Fujita N.: Characterization of
protein complex about starch biosynthesis in Japonica rice. Meeting on biochemistry and physiology about seed
science, December 6-7, 2013, Hakone)

(8) WAH : BRKIZBIT AR AF RS AL A DL AIGE . #iERS, ##hE , 12 A 13 H , 2013.(Sakamoto W.: Analysis
of stress tolerance of chloroplasts in Arabidopsis. Shizuoka University, December 13, 2013, Shizuoka)

(9) MEE#HA : ALFRNIBHEICBIT A DL ¥ Y87 HaRAH = A4 EEKS, &6, 12 H 13 H | 2013. (Kato,
Y.: Effect of phosphorylation on the degradation process of D1 protein in Photosystem II. Shizuoka University,
December 13, 2013, Shizuoka)

R HAL2% 7 v — 7 (Group of Cytomolecular Biochemistry)

(1) HH/RNES - RE G- AR 2 AR THE IS 4+ 2 FHE Nudix B2 OMHT. HAREZLY 2 2013
EERSE, B, 3 H25 H-27 H, 2013. (Tanaka, S., Kihara, M. and Sugimoto, M.: Expression of Nudix genes
in barley under UV irradiation. Annual Meeting of Japan Society for Bioscience, Biotechnology, and Agrochemis-
try, Mar. 25-27, Sendai)

(2) WHH/NES - ARE 3R A - 2 0 F 5 L FH K Nudix hydrolase 157D A b U AT, HAEIE LA R
[ES2 3 2013 SR EAFILBAS, KB, 9 H 5-6 H, 2013. (Tanaka, S., Kihara, M. and Sugimoto, M.: Response
of Nudix hydrolase genes in barley under stress conditions. Annual Meeting of Chu-Shikoku Branch of Japan
Society for Bioscience, Biotechnology, and Agrochemistry, Sep. 5-6, Hiroshima)

(3) #A - K¥FFsF - Oleg Gusev * 1A K& - 4+ &2 - Margarita Levinskikh * Vladimir Sychev - Gail Bingham -
Raymond Wheeler + Mary Hummerick : FHIBRE TEHR T 5 I X F O ROS gene network i 1z 1 O # & 1Y
M. HARFEHEWRSEAE 2T AKRE, 2<IE 9 A27-28 H, 2013. (Sugimoto, M., Oono, Y., Matsumoto, T,
Tanizawa, T., Levinskikh, M., Sychev, V., Bingham, G., Wheeler, R. and Hummerick, M.: Genome-wide expression
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analysis of ROS gene network in Mizuna plants grown in space. 27™ Annual meeting of Japanese Society for
Biological Science in Space, Sep. 27-28, 2013, Tsukuba)

BRIEID ST ZE 7 )V — 7 (Group of Environmental Response Systems)

(1) g - MW - HOCFF - ARER - TR - R - DT RALBDIBEIC BT 2 7 7 7 ¥ VR AR
HAR B ZEA b2 & U FE S 5045 35 Il s &, &0, 1 H 26 H, 2013. (Yin Y., Adachi Y., Ye W., Hayashi M.,
Nakamura Y., Mori [.C. and Murata Y.: Abscisic acid perception mechanism in the inhibition of stomatal opening.
Japan Society for Biscience, Biotechnology, and Agrochemistry Chushikokushibu, Jan. 26, 2013, Kochi)

(2) M3 - RIEERER - AR - R - MY R ) Oy —EFERILATICB T S Cat RS ok B F
F—¥ 6 OfEl. HARBIELFSHE LIRS 365 Wik, w1, 1 H 26 H, 2013. (Ye W., Munemasa S.,
Nakamura Y., Mori I.C. and Murata Y.: Role of Ca**-dependent protein kinase 6 in yeast-elicitor-induced stomatal
closure. Japan Society for Biscience, Biotechnology, and Agrochemistry Chushikokushibu, Jan. 26, 2013, Kochi)

(3) “PIlFEE A I b2 > B 7 mRNA @ polyA HlEBRE, BRI R0 2T e [ R - JE R B 7E s —
svavy 7 [HWMI bay Y 7igeodE ] 8%, 1 H 28 H ,2013. (Hirayama, T.: Regulatory system for
the poly(A) status of mitochondrial mRNA in plants. Workshop; Advanced Researches on Plant Mitochondria, Jan.
28, 2013, Kurashiki)

(4) ME¥Pva: - FHNEIE - I FEET - BlASA - PIEE - HRERA - & B A S ORISR 12 2 4 Radial
Oxygen Loss 2NV 7 I & H#§ 2 WiMy R v € > o€, 123 M HAFM4, ®ul, 3 H 21 H 22 H, 2013.
(Shiono K., Yoshikawa M., Yamashita Y., Matsuura T., Hirayama T., Yoshioka T. and Mori 1.C.: Identification of
phytohormone that regulate the formation of Radical Oxygen Loss barrier involved in acquisition of submergence
resistance of rice. 123" meeting of Japanese Society of Breeding, Mar. 21-22, 2013, Tokyo)

(5) RMLEAR - & A - HIEFOR - SR - WA TSR  BEMICEE I~y P LR ER ORI A U7t
B DAL, 5 54 0l H AR AR A 4E S, Wi, 3 A 21-23 H, 2013. (Otsuki T., Mori 1.C., Katsuhara M.,
Takami T. and Setoguchi H.: Differentiation of the property of photosynthesis generated between the landlocked
and seashore Lathyrus japornicas. 54™ Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23,
2013, Okayama)

(6) BRIEUEK - BHET - MHHA - gt - BEAL : 10X 540 FONEEK TS % APOL EinT & Rl & v
E OB, 54 I H AR RS SES, WL, 3 H 21-23 H, 2013. (Tsukahara K., Sawada H., Kouno Y.,
Mori I.C., Tamaoki M.: Involvement of APOI gene and phytohormone in the decrease of yield of rice by ozone. 54"
Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama)

(7) Mori, 1.C. Rhee, J., Sasano, S., Katsuhara, M.: CO> transport of aquaproins. 54™ Annual Meeting of the Japanese Society
of Plant Physiologists, Mar. 21-23, 2013, Okayama.

(8) KRIFkis - BPUGGSY - che - Wevnit: - WPIL - L - PIEERE - A2ILssBE © MRS RS TR B RE o i i 73 2 1) 180
BT A I by Y7 mRNAGHOBE . 5 64 I H AR ABLA SRS WL, 3 ] 21-23 H |, 2013. (Otsuka,
K., Nozaki, M., Sato, Y., Hachiya, T., Noguchi, K., Ueda, T., Hirayama, T. and Sugiyama, M.: Role of mitochondria in
the restriction of formattive cell division at the initial stage of lateral root primordium development. 54™ Annual
Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama)

(9) Hirayama, T., Matsuura, T., Ushiyama, S. and Hayashi, S.: Plant specific function of polyA specific ribonuclease (PARN).
54™ Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama

(100 Lu, Y., Sato, T., Mori, L., Hirayama, T. and Yamaguchi, J.: The regulatory mechanism of C/N response by mediation of
ABA signaling. 54™ Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama

(1) Takaya, K., Ikeda, R., Kawamoto, N., Sakai, T., Hirayama, T., Goto, K., Araki, T., Takahashi, T. and Motose, H.: NIMA
related kinases interact with floral regulatory factors, FT, TFL1. 54™ Annual Meeting of the Japanese Society of
Plant Physiologists, Mar. 21-23, 2013, Okayama

(120 Otsuka, K., Yagi, Y., Nakamura, T., Nozaki, M., Sato, Y., Ueda, T., Hirayama, T. and Sugiyama, M.: Novel aspects of
poly(A)-dependent mRNA metabolism in plant mitochondrial revealed by analysis of lateral root fasciation
mutants of Arabidopsis. 15™ RNA Meeting, July 24-26, 2013, Matsuyama

13 HIFEEA - LW - &178Z - & 5 SBERER  KEE L CO ko8 727 7K v HAWYS
KETTMOKS%, AW 9 H 13-15 H, 2013. (Katsuhara, M., Horie, T., Kaneko, T., Mori, 1.C. and Shibasaka,

M.: Molecular basis of the transport of water and COs:. 77™ Annual Meeting of the Botanical Society of Japan,
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(14

15

(16

18

September 13-15, 2013, Sapporo)

RBLERR - A& R - HBEEOR - P TS BEHICREE S~y By Lt oBIZB17 5 ABA 24 L
7B AR D L. HARY 288 77 MR, ALWE. 9 H 13-15 H, 2013. (Otsuki T., Mori 1.C., Katsuhara
M. and Setoguchi H.: Differentiation of the property of photosynthesis with ABA between Lathyrus japonicas
genetically isolated population in Lake Biwako and seashore. 77" Annual Meeting of the Botanical Society of
Japan, September 13-15, 2013, Sapporo)

KRBT« B IR - ARTHASHD - )L 77/ A DNA A W72 7V 4 A PCRICK %2 2 A FREFEICHET 5
Tamyb10-D1 &4 E /AT WHEEMHE . 124 BIHAFH S BIRE 10 A 12 H, 2013, (HAFHSAS
BFHFERE) (Himi, E., Mackawa, M., Matsuura, T. and Taketa, S.: Quantitative real time PCR based diagnosis of
the homo- or hetero-zygosity at the Tamyb10-D1 locus related to grain color on wheat. 124" Japanese Society of
Breeding, October 12, 2013, Kagoshima )

NEPRE - TSR - AR R - IARSER - RS - A AFORL ZHBRCHRT B2 ANV ADKIVE L GH . 124 ]
HAGEMSZ ) BIEE, 10 A 13 H , 2013. (Hisano, H., Matsuura, T., Mori, I., Yamane M. and Sato, K.: Hormone
analysis of the calli derived from different organs in barley. 124™ Japanese Society of Breeding Kagoshima,
October 13, 2013, Kagoshima)

Niwa Y., Watanabe, S., Ogawa, T., Nagasaki, N., Nakamura, Y., Nishimura, N., Hirayama, T., Kobayashi, E., Nakamura,
Y. and Kobayashi H.: Establishment of a tea custom array designed based on EST data obtained using next-
generation sequencing. The 5" International Conference on O-CHA (Tea) Culture and Science, Nov. 6-8, 2013,
Shizuoka

TR - RAEWH - BT Wi I M 3> FY 7 mRNA poly(A) 885 i i b4 . %5 3 ALY RNA BF%E % v

N —2 v VRY A AL, 11 H 22-23 H |, 2013. (Hirayama, T., Ohtani, M. and Hayashi, S.: The regulatory
mechanism of poly(A) status of mitochondrial mRNA in plants. 3" Plant RNA Network Symposium, , Nov 22-23,
2013, Sapporo)

BAKE - A - B R - FILEE 79 3R 74 7 A0 TILLING SAH O 0 . WL K E WA R 00F 78 T
EFEFIH - RFEBERN T — 2 2 a vy T [ 77 F KT 4 7 20T 200 F] , &%, 11 H29 H , 2013.
(Saisho, D., Matsuura, T., Matsushima, R. and Hirayama, T.: Establishing of Brachypodium TILLING lines and its
analytical platform. Workshop; Acceleration of plant science by using Brachypodium as a model plant. Nov. 29,
2013, Kurashiki )

Hirayama, T., Matsuura, T., Ohtani, M. and Hayashi, S.: A poly(A)-specific ribonuclease directly regulates the poly(A)
status of mitochondrial mRNA in Arabidopsis. 36™ Annual Meeting of Molecular Biology Society of Japan, Dec 3-6,
2013, Kobe

Niwa, Y., Nagasaki, N., Nakamura, Y., Nishimura, N., Hirayama, T., Kobayashi, E., Watanabe, S., Ogawa, T., Nakamura,
Y. and Kobayashi H.: Many of the genes of tea share sequence homology to those of grape. 36™ Annual Meeting of
Molecular Biology Society of Japan, Dec. 3-6, 2013, Kobe

HIFERIEX ML X2 = v b (Soil Stress Unit)

Fi A b L A5 27 )V —7 (Group of Plant Stress Physiology)

s - =4 (LB) SEF -5 B8 A A OME R RMWRICE < 7 A BREEER. 55 54 0 0 ARY R~
4E4%, [, 3 H 21-23 H, 2013. p.153.

W R - e - REIEARR) - B B8R 0 A A OSIFRRIIC B D B Rt 4k OsYSL16 DfFENT. 55 54 [al H A AR
MegRaER, W, 3] 21-23 H, 2013, p.153.

Deng, F. L., Yonamine, 1., Yamaji, N., Ma, J. F.: OsHMAGb is a pericycle-localized transporter for Cu in rice. % 54 [n] H A<
R B AR Sy, BRI, 3 H 21-23 H, 2013, p.153.
Chen, Z. C., Yokosho, K., Kashino, M., Ma, J. F.: Regulation mechanism of ALMT1 expression in two accessions of
Holcus lanatus differing in Al tolerance. 55 54 [l H AR A= F4x4E 4, L, 3 H 21-23 H, 2013. p.173.
SRS A - 5 B A RHR S A BRI AR Lsil OFHISE B L O ORI OfAT. % 54 M H
AR A RS, ML, 3 H 2123 H, 2013.p.336.

fli 2 RBAIE - AR - Lty - N - 1 B 0 ¥ = I 8 BUR & o 72 R R B 2 1R 0D i 14 T P
LML, 55 b4 Il HARY R B SNAE S, B, 3 H 2123 H, 2013. p.348.

Suzuki, K., Kashiwagi, T., Yamaji, N., An, G. H., Ma, J. F., Horie, T.: Characterization of loss-of-function mutation in the
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(8)

(9)

(10)

1

12

(14

15

16

17)

18)

@2

@3

)

25

@6

e

28

HKTI;5 gene encoding a Na* transporter in rice (Oryza sativa). 55 54 Bl H AWM AP F54E 4, Wi, 3 H
21-23 H, 2013. p.336.

B MW BT S 3 A T IVEEREHE - R RO R E TR X2 SN LMY REOMAM A, 1 & B RE 2,
Wi, 4 H4H, 2013

N EEHYOEEWEY AT L FHEROMG T 5 EKBERS Y YR Ty A B, 6 A 21-22
H, 2013. (Ma, J. F.: Transport system of metals in plants. The 23" Symposium on Role of Metals in Biological
Reactions, Biology and Medicine, June. 21,2013, Tokyo)

WM @ IS ATV b T Y AR—F — Mk - MBI T 2098 4 31 0 A REIE A S8 5%, OATIE
RS, SR, 90 11-13 H, 2013

SAERE - REAA - ILHEk - B 3% AL AHRIABR T Y AR—F — DN, HARIEERESES,
%, 9 H 11-13 H, 2013.

HEOEARR - 3t - 15 B8 A A EOBRGHICE S 357 V& F ¥ AK—% — OsFRDL1. HATIEIE
BeEafs, &4hE, 9 H 11-13 H, 2013,

B GRBE - LM pE A - ARIEAER - B B A AOWEKICEAS T A NT Y AKR—F —oOFE. HARTBERR S
KER, %R, 9 H 11-13 H, 2013.

i 2 ARBIIE - 1L E A - HUEIEm - B B8 B2 A L2 WSRO0 BCBE 53 A Wik K OsZIP3.  H AR LIRS 4%
4y, AR, 9 H 11-13 H, 2013.

B ORRAEL - ILipEAs - B 84% : Characterization of nutrient uptake in a novel short-root mutant of rice. H A~ 130
BeraiEs, bR, 9 H 11-13 H, 2013,

B &4k - (LMhER - B E@4#%  Translocation of Cu from roots to shoots is mediated by OsHMASB in rice. H A 1330
BeraiEs, %R, 9 H 11-13 H, 2013,

VARG - P ME- RIRAE B A% ARE= - ERREBE A AO U IR AT AY Y AIHS-T S
RROWNT. HATIRER2RER, 2R, 9 A 11-13 H, 2013.

1M E 4 © Promoter analysis of Lsi6 in rice node. Is it possible to reproduce the “Mandara” ? #r&~iT sHIATZE [HE%)
DEIFZM ] 4 METF 0L, B, 11 A 13-16 H, 2013.

it % KBHIE : -Node-localized OsZIP3 is involved in Zn distribution in rice-. i % 4~ L 72 ML 85 O 0B B 53 5 Bk AR
OsZIP3. FroF i sfigan gt (R OBEZe )] 4 AT 0%, B4, 11 H 13-156 H, 2013.

IIAAE YL © ABCC1 is involved in tolerance and accumulation of As in rice. & 3% O & £ 59 % ABCCL. Hré#
WA e [HEM D BEBEZenE )1 | B4 M Fo%, =R, 11 H 13-15 H, 2013

SAEAE - RAEAA - a5 38 A AR BT 5 A BRYODURERE ICBI 3 5 WF%E. &5 109 M H AR+
BRSSO, i, 11 7 28 H, 2013.

BEIEAERD - (LR - 5 B8 0 2 = VMR AR OSFRDLL (& A & O EFBO kBRI b BI5-3 4. 45 109 [l H A
TR BV SRR 2, I, 11 H 28 H, 2013.

i % RIFIE - DA - MTPEDL - 15 B8k 4 X OIS S-9 5 Wik A EIE T OsZIP3 OFRREMFNT. 45 109
o] H A IR A BV S a2, 1, 11 7 28 H, 2013.

B fiid - B 9% Genotypic difference in tolerance and accumulation of cadmium in barley. & 109 [a] H &K -3
R BITE SRR 2, 10D, 11 H 28 H, 2013,

B BE - ER - B B4 - Involvement of a magnesium transporter OSMGT1 in alleviating aluminum and salt
stress in rice. 5 109 [l H A T3 MUR 2 BTG SR <, 10, 11 H 28 H, 2013.

AR - bR - B B8 4 A0 RIFEE ERICE S § 5 8RR ABCCL. 45 109 [n] 0 A 132k &2 2 B v
IR, W, 11 H 28 H, 2013.

VIARMEE - Z6828 W5 - kA RWIE - (s - 15 38 - I —R8 - aiE= - EHRS A ro~x i
R B G- 3 2 ik OsMTPS Off#T. 45 109 [nl H A 3R A BTG Sk 2, 11T, 11 H 28 H, 2013.

B B R - REBMEWEE D S Ik 7 VR, 2013 RiRLY Y VR DY A - FE T REE IR O B FE 1
7R -, HRG 12 A 4 H, 2013

Fiy i =il 88 27 )V — 7 (Group of Plant Growth Regulation)

(1)

fle 2 RZEAT - WA - IWARET - 7V I =7 AMEMALE ALMT #d Ao e Lx Hig L -85 T8%E . HAR
WA Bl22 4 [, 3 H 21-23 H |, 2013. (Sasaki, T., Furuichi, T. and Yamamoto, Y.: Modification of the ALMT
transporters for effective aluminum activation. Annual Meeting of the Japanese Society of Plant Physiologists,
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March 21-23, 2013, Okayama)

XGABEEE - 2 RFAT - INARFET @ BY-2 # N8R IS B W T TV I =7 AX5E5 T 2 MlIBSEIC BT 2 o
Mb b AR AR Wi, 3 H 21-23 H |, 2013. (Kariya, K., Sasaki, Y. and Yamamoto, Y.: Involvement of
vacuole in aluminum-induced cell death process in BY-2 tobacco cell line. Annual Meeting of the Japanese Society
of Plant Physiologists, March 21-23, 2013, Okayama)

Sameeullah, M., Sasaki, T. and Yamamoto, Y.: Role of plasma membrane sucrose transporter in growth and aluminum
response in tobacco cells. Annual Meeting of the Japanese Society of Plant Physiologists, March 21-23, 2013,
Okayama

s PR - IARBE T & N BN & V72 ALLS X 2 TR E A FAHE O AT . H AR TIRIRE2 5 bR,
9 H 11-13 H, 2013. (Tsuchiya, Y., Kariya, K. and Yamamoto, Y.: Analysis of Aluminum-induced cell death process
in tobacco cultured cells. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition, Sep. 11-13,
2013, Nagoya)

KTAPHEE - LREHES - IWARET - N B MR BY-2 128U 2 7V I =7 AWEFRT % VPE 258 b 2 MiFasE .
HARLEERSS, 4R, 9 H 11-13 H, 2013. (Kariya, K., Tsuchiya, Y. and Yamamoto, Y.: Involvement of
vacuole in aluminum-induced cell death process in BY-2 tobacco cell line. Annual Meeting of the Japanese Society
of Soil Science and Plant Nutrition, Sep. 11-13, 2013, Nagoya)

INARPET - {4~ KF4T - Muhammad Sameeullah @ T4 )V F — GO HIENIHED < X b L ATEEW OBASEIIZE - 7
VI =T LK DL S CICHHEREIC BT 2 A7 0 — 2k koMb ) — . [MUREHLZLBEORSE - %
DEREG LRGP mireRs. — SREE R 2 IR T 2 IHRN 2 REEM Y A7 20
58— [, 12 H 26 H , 2013. (Yamamoto, Y., Sasaki, T. and Sameeullah, M.: Development of stress-tolerance
crops, based on the control of energy metabolism: Involvement of sucrose transporter in aluminum toxicity and
tolerant mechanisms. Meeting of “Study of environmental and life Science for integration of low carbon society
and food security and safety” -Development of environmental managing system which guarantees the sustainabil-
ity of food production-, December 26, 2013, Okayama)

T PR RERRAT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1)

TR - SRR - BREAR  ESEA L VICX B0 T 7 7R Y YHEERIZ O W COMES . H A &3
#4 2013 4EFEAES, [, 3 H 21-23 H, 2013. (Sasano, S., Shibasaka, M. and Katsuhara, M.: A study of plant
aquaporin inhibition by heavy metal ions. Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-
23, 2013, Okayama)

A% A (B B BREAR: A 27 27 7R v OsPIP O 5B EMKEMYE  BEEA ML ZADE
BB LG CTOMIT . H AR A P42 2013 4, WL, 3 A 21-23 H, 2013.  (Ishizuka, R,
Ishikawa-Sakurai, J. and Katsuhara, M.: Expression of rice PIP aquaporins and root hydraulic conductivity: the
effect of osmotic stress and analysis in transgenic rice plants. Annual Meeting of the Japanese Society of Plant
Physiologists, Mar. 21-23, 2013, Okayama)

SRR - BT E - SRS - HFEEAR  FOEEBER T 72 78 ¥ PIP1 & PIP2 O 3L FEHUT X 2 16 P
W . H AR Y A P42 4 2013 SR 4R 4, [, 3 A 21-23 H, 2013. (Shibasaka, M., Sasano, S., Utsugi, S. and
Katsuhara, M.: Activity reduction in co-expression of Hordeum plasma membrane intrinsic protein2;7 (HvPIP2;7)
and HvPIP1;2. Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama)

FHARET - BEHF - SRR - HEEOR - FRERIICHBT 2 4 4 2 F TIP3;1 12 & % K Gk o il
i AR P4 2013 EE4E S, M1, 3 A 21-23 H, 2018. (Utsugi, S., Sasano, S., Shibasaka, M. and
Katsuhara, M.: Control of the water transport activity of a barley TIP3;1 specifically expressed in seeds. Annual
Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23, 2013, Okayama)

KM ZERR - st - HIEZOKR - S REW] - P e - BEMICERE S~ v By LiEER ORI Ut
ERAFEO L . AR RS2 2013 4ERE4E Sy W, 3 H 21-23 H, 2013. (Ootsuki, T., Mori, ., Katsuhara,
M., Takami, T. and Setoguchi, H.: Differentiation of photosynthetic characteristics between coastal and freshwater
lake populations of the coastal plant Lathyrus japonicus (Fabaceae). Annual Meeting of the Japanese Society of
Plant Physiologists, Mar. 21-23, 2013, Okayama,)

Wl i - HE BOR - SR ARG - RE A - AN - BOR O SRR T v o v o BB SR v E (s
DIRER 7 ) —= > 7 AAKY AR Y& 2013 £ 4R & M1, 3 A 21-23 H, 2013. (Nakahara, Y., Katuhara,
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M., Shibasaka, M., Sasano, S., Oguri, S. and Sakamoto, H.: A yeast functional screen for genes conferring salt
tolerance in Salicornia europaea. Annual Meeting of the Japanese Society of Plant Physiologists, Mar. 21-23,
2013, Okayama)

(7) ZIAEY - ANl B &7 - B - REMR - Ll - 7 X 7Y 77 - @AY+ - HEEA - FH
CHHEE) BME A AKX, W&k 77 78 YIS JITSGRE & KR O 28 . H ALY 3 5
22013 4E 4R 4, M1, 3 H 21-23 H, 2013. (Kuwagata, T., Ishikawa-Sakurai, J., Hayashi, H., Nagasuga, K.,
Fukushi, K., Ahamed, A., Takasugi, K., Katsuhara, M. and Murai-Hatano, M.: Influence of low air-humidity and low
root-temperature on water use, growth and aquaporin expression in rice plants. Annual Meeting of the Japanese
Society of Plant Physiologists, Mar. 21-23, 2013, Okayama)

(8) HIJFEA : WML DK F v 2V OFE . AAE TR ARG ERLS R Yy 4 Ki,7TH 13 H, 2013
(Katsuhara, M.: Regulation of Plant water channel. Memorial symposium for Dr. Noburo Kamiya central of the
birth, July 13, 2013, Osaka)

(9 HEEAR: 2N TR - IS 2 2> AR 0 5 OO M EMOE 2 9 A5 — - TaBR 7 v —
TS A%k, 7 H 18 H |, 2013. (Katsuhara, M.: How we face radioactive material from plant biology. Lecture
in Kibi eco-environmental cluster group, July 18, 2013, Kurashiki)

(10 HIFEAR - ST - &R - BOR - SRIEARTC Kk & CO Mt D F R 7T 2 T RY VL YR T T A ThE
WL, HANY) =25 77 MK, dbilgdE 9 H 13-15 H |, 2013. (Katsuhara, M., Horie, T., Kaneko, T., Mori, 1.
and Shibasaka, M.: Aquaporin: a molecular base of water and CO: transports. Plants and flows Symposium, Annual
Meeting of the Botanical Society of Japan, Sep. 13-15, 2013, Hokkido)

IRIBEYMA ML X1 =y b (Biotic Stress Unit)
K - AW EAEH 27 Vv —7 (Group of Plant-Microbe Interactions)

(1) KREpHEZ - FIHZ - 4 A - EARMEAW - BRFAFFEE © 77 2 VTR Methylobacterium sp. OR-01 kD 7 7
vV ETOBRE . 2013 FFEH AR RZLARZKRE G, 3 7 2428 H |, 2013. (Mizuno, M., Iguchi, H., Tani, A.,
Yurimoto, H. a Sakai, Y.: Dynamics of Methylobacterium sp. strain OR-01 on red perilla plant. Annual Meeting of
Japan Society of Bioscience, Biotechnology, and Agrochemistry 2013. March 24-28, 2013, Sendai)

(2)  FHEHORHER - A& F0T - LHEHH - IR T - SIAREL  ANLEMTRATELREINT A VA NVADT LV A -
T T AR EAE R . SR 25 4F B HARREY B K 4% ) 5L ) 3 H 2729 H | 2013. (Chiba, S., Lin, Y.-H., Kondo,
H., Kanematsu, S. and Suzuki, N.: Totivirus transfection revealed common and specific virus-host interplays. The
Annual Meeting of the Japanese Phytopathological Society, March 27-29, 2013, Gifu)

(3) K GWT - T-HHKHR - AT - SRR T - SARMETL : DIRNA EIEERNA YA L > ¥ Y ZI3RBSVT 4 T4
T AV ADOKERZ IS % Pk 25 AR H AR RA SRS, R 3 H 27-29 H |, 2013, (Lin, Y.-H. Chiba,
S., Kondo, H., Kanematsu, S. and Suzuki, N.: Defective-interfering (DI)-RNA and host RNA silencing impair the
replication of a fungal partitivirus. The Annual Meeting of the Japanese Phytopathological Society, March 27-29,
2013, Gifu)

(4) FEHEFHM - T-IEIKHER - S HAEA - SAARMEEA 0 < 4 T AP RNA 7 4 VA DOWEAO B DO FeM: . ik 25 SEEEH
RYRRB SRS, R 3 F 27-29 H | 2013, (Kondo, H., Chiba, S., Toyoda, K. and Suzuki, N.: Implication
for negative-strand RNA virus infection in fungi. The Annual Meeting of the Japanese Phytopathological Society,
March 27-29, 2013, Gifu)

(5) /Mnd &+ - WHAR - (EkEZ - DRFHH - SyAREIA - WP = - R STE © <4 ¥ 7 Partitivirus GIPV1 OPEIK
AW FIREEIC B A28 . S5 57 M H ARE =R RE, 15, 6 H 7-9 H , 2013. (Komatsu, A., Uchida, Y., Sato, M.,
Kondo, H., Suzuki, N., Nishibori, K. and Fujimori, F. Molecular and biological properties of a novel Partitivirus in
Grifola_frondosa. The 55™ Annual Meeting of The Mycological Society of Japan. June 7-9, 2013, Tokyo)

(6) T-HAHKHEE - 4K Gy - FTERFHH - RIS T - SAAREA - HBT 4 7 P YA NV ZADOEHKRSB X OERIEERA~DOA
THMETHO IR o /ey A VA - g EHAMEALE . 45 28 Ik EME > 4 Vv AW%Es, JRE, 6 7 22-23 H
2013. (Chiba, S., Lin, Y-H., Kondo, H., Kanematsu, S. and Suzuki, N.: Introduction of a novel victorivirus into the
natural and experimental hosts. The 28™ Annual Meeting of the Chugokuw/Shikoku Regional Virology Society, June
22-23, 2013, Hiroshima)

(7)  Rui, Zhang- Liu, Shengxue - T-$H R - e 758 - ANMR - - S5 AAB 5L FIBCHIH R A 5 708 S 72 B RNA 7 A )V A
Rosellinia necatrix fusarivirus 1. 28 W EIPUE 7 £ )V A8f784% , K&, 6 H 22-23 H |, 2013. (Zhang, R., Liu, S.,
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(10)

1y

15

Chiba, S., Kondo, H., Kanematsu, S. and Suzuki, N.: A novel RNA virus isolated from the white root rot fungus:
Rosellinia necatrix fusarivirus 1. The 28™ Annual Meeting of the Chugoku/Shikoku Regional Virology Society. June
22-23, 2013, Hiroshima)

HbBp3s - =Jksen - A - IR - FINEE - BT © Methylobacterium extorquens D X ¥ ) — )b
RFIIBITHLT 7 —AOFERME L 15%E . 465 M HALEY T2 K JRE, 9 H 1820 H |, 2013. (Hibino,
A., Mitsui, R., Tani, A., Tashiro, S., Hayakawa, T. and Nakagawa, T.: Specificity and roles of rare-earth elements in
methanol metabolism in Methylobacterium extorquens. The 65™ Annual Meeting for the Society for Biotechnol-
ogy, Japan 2013, Sep. 18-20, 2013, Hiroshima)

WREFERY « TREMRRR - S3RMEEA A B L ORB OB T/ A FITHWZE N2 = £V ARRBCY . SR 25 4F B2
H A% B2z 23 BAVE R 2 | Bl , 9 H 26-27 H , 2013. (Kondo, H., Chiba, S. and Suzuki, N.: Benyvirus-related
Sequences Found in Plant and Insect Genomic DNAs. The Annual Meeting of the Kansai Regional Branch of
Japanese Phytopathological Society, September 26-27, 2013, Okayama)

Rui, Zhang + Shengxue, Liu + TZ2HKHR - LS - AR T - $5R155A ¢ Rosellinia necatrix fusarivirus 1: F#CH
T 5 B S 7B RNA 7 AV A L PR 25 AR H AR B2 X BPE IR % , B, 9 H 26-27 H | 2013,
(Zhang, R., Liu, S., Chiba, S., Kondo, H., Kanematsu, S. and Suzuki, N.: Rosellinia necatrix fusarivirus 1: a novel
RNA virus isolated from the white root rot fungus. The Annual Meeting of the Kansai Regional Branch of Japanese
Phytopathological Society, September 26-27, 2013, Okayama)

Chiba, S., Lin, Y.-H., Kondo, H., Kanematsu, S. and Suzuki N.: Mycovirus replication and symptom induction in an RNAi-
defective strain of an experimental fungal host. The Annual Meeting of the Kansai Regional Branch of Japanese
Phytopathological Society, September 26-27, 2013, Okayama.

Eusebio-Cope, A. and Suzuki N.: Intragenic rearrangements of a mycoreovirus strain generated in RNA silencing-
defective host strains. The Annual Meeting of the Kansai Regional Branch of Japanese Phytopathological Society,
September 26-27, 2013, Okayama.

Salaipeth, L., Chiba, S., Eusebio-Cope, A., Kanematsu, S. and Suzuki, N.: Biological and molecular characterization of
Rosellinia necatrix megabirnavirus 1 in an experimental host, Cryphonectria parasitica. The Annual Meeting of
the Kansai Regional Branch of Japanese Phytopathological Society. September 26-27, 2013. Okayama.

IRET - T-32HKHR - Ida Bagus Andika - $iARM55A - EHEY @ FHHENX=" 1 L X - burdock mottle virus(BdMoV)
DEGIEHT & R =7 £ )V ZFBES R - BRI ) A ETORR 861 MHAY 4V ZAFEFMES T,
11 H 10-12 H , 2013. (Kondo, H., Chiba, S., Andika, I.B., Suzuki, N. and Tamada, T.: Characterazation of a novel
member of the genus Benyvirus, and discovery of benyvirus-related sequences in the plant and insect genomes.
The 61" Annual Meeting of the Japanese Society for Virology, Nov 10-12. 2013, Kobe)

THEALORAR - Ak Gl - STHEFA - WA T - SAREEL cFH BT A 7 P OANVAOBERBILRE A NVA - TEE
PHEAEH QN . 5 61 MH A £V 25524l 4E 4, 5 , 11 ] 10-12 H , 2013. (Chiba, S., Lin, Y-H., Kondo,
H., Kanematsu, S. and Suzuki, N.: Extension of the host range of and analysis of host interactions of a novel
victorivirus. The 61™ Annual Meeting of the Japanese Society for Virology. Nov 10-12, 2013,Kobe)

Rui Zhang - Shengxue Liu + T3 KER - L#EFHB - WRIE T - S8R5 © Rosellinia necatriz (FHBCHIRE) 2
SOHESNHBLRNA T A VA 6L HAY AV REaFMES, ME | 11 A 10-12 H |, 2013. (Zhang,
R., Liu, S., Chiba, S., Kondo, H., Kanematsu, S. and Suzuki, N.: A novel RNA virus isolated from the white root
rot fungus, Rosellinia necatriz. The 61™ Annual Meeting of the Japanese Society for Virology. Nov 10-12, 2013,
Kobe)

BERE BB - mde - =Hoen - 8 B4 - BIHSES - SHAE - BEE LS Bradyrhizobium JEME O * &
I = VAR B SR T A PROCEORE . 29 M HAMAMERYR RS, IS, 11 H23 H 25
H , 2013. (Seki, K., Bao, Z., Mitsui, R., Tani, A., Masuda, S., Mitsui, H. and Minamisawa, K.: Effect of rare-earth
elements on methylotrophic growth of photosynthetic Bradyrhizobium species. The 29™ Annual Meeting of the
Japanese Society of Microbial Ecology 2013, Nov. 23-25, 2013, Kagoshima)

D EF - EEEZ - TR (NH) B - TlEHE - SvRME - BIFE - VIRHE= - BRSO © <~ A4 7 I
§ % F B Partitivirus OPER & WA 2078 . 56 36 M H A AW R4S, f)F, 12136 H
2013. (Komatsu, A., Sato, M., Tuchia-Uchida, Y., Kondo, H., Suzuki, N., Kurahashi, A., Nishibori, K. and Fujimori,
F.: Molecular and biological properties of a novel Partitivirus in Grifola frondosa. The 33™ Annual Meeting of The
Molecular Biology of Japan, December 3-6, 2013, Kobe)

MEHY - KRR - TR (NH) Bl - MEd & - TiREHE - SRE0A - BFE - M= - IRESUK - <A
Z I IZHE R S NTZHBLRNA 7 A OV 2 QYR & AW~ A iR B3 20078 . 58 36 Il H AR AW A iE &, Al
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)7, 12 H 3-6 H , 2013. (Sumi, M., Sato, M., Tuchia-Uchida, Y., Komatsu, A., Kondo, H., Suzuki, N., Kurahashi, A.,
Nishibori, K. and Fujimori, F.: Molecular and biological properties of a novel RNA virus in Grifola frondosa. The
33™ Annual Meeting of The Molecular Biology of Japan. December 3-6, 2013, Kobe)

FEY - WA EAEH 7 Vv —7 (Group of Plant-Insect Interactions)

(1)

(2)

B HE A BRA O L T O A =X EHERBEERGBRY VRV a  BA 2H2 0,
2013. (Sonoda, S.: Mode of actions of insecticides and resistance mechanisms. Feb. 22, 2013, Matsumoto)

EIHEW : IBREORZ 2 EEMBGICBITLRZIEL TEHO A7) ¥ ZHITOWT . PR 8 Y [E 5 SERT
Fet vy —HENIE S RESFRHS @il , 3 H 4 H, 2013. (Sonoda, S.: Phytoseiid mite species compositions
on peach leaves and weeds in peach orchards with different pesticide practices. Mar. 4, 2013, Fukuyama)

PRV N BT E SO - EORIETT MWL R IS B B X F Rk T A L 7o & SR O XBE O EA SEISA 5E [ A
YAIBEE DT HILBL Y 2 7 L 3 MR Y YRy v 4] il ,3 A 18 H, 2013.

FrE B, - AR - BEEHF - BTHEEESE T - AL - SsARIE - AR - +30EM— - ArEE - SR sek - il
MR - HRFRE S - SR E I - IR ZETA - BORIEIT - IS - A EN: ¥ F 0373 Y 7ICHE T 528
ARG % 7 — ¥ AtRLCK1 O FEFEMAANT . 45 54 [l H ARy £ B2 45 4F 45, 1L, 3 H 21-23 H, 2013, (Shinya, T,
Yamaguchi, T., Narisawa, T., Maeda., K., Kobayashi, Y., Suzuki, M., Tanimoto, T., Jumonji, T., Takeda, J., Funama,
T., Yamada, K., Desaki, Y., Narusaka, M., Narusaka, Y., Kaku, H., Kawasaki, T., Shibuya, N.: Functional analysis of a
receptor-like cytoplasmic kinase AtRLCK1 for chitin signal transduction. 54™ annual meeting of JSPP. Mar. 21-23,
2013, Okayama)

FARELL - ARAOOK - BEIFEREE - il gEth - B KB - Rita, Berisio., BN - BRI A4 & LysM B ¥ 5~
AR CEBIP O HESHRRFRAEHE D AT . 55 54 [l H ALY AL P75 ﬁ" W, 3 H 21-23 H , 2013. (Hayafune,
M., Kamiya, K., Fuji, T., Kayama, M., Shinya, T., Berisio, R., Shibuya, N., Kaku, H.: Functional analysis of LysM
domains in rice chitin receptor, CEBiP. 54™ annual meeting of JSPP. Mar. 21-23, 2013, Okayama)

ANRAERL - LR - FREASE - oIliEe T - IEFRESL - HrE AL - HORFEL - Guillaume, Tena., Jen, Sheen., #:4AH
N 1 MPK3/MPK6 12 & o THIBI S5 3 F VISE QMM . 5 54 ol H AR A B2 R4 4 M, 3 A 21-23 H
2013. (Kobayashi, Y., Maruyama, T., Morita, K., Motoyama, N., Desaki, Y., Shinya, T., Kaku, H., Shibuya, N.: Chitin
responses regulated by MPK3/MPK6 in Arabidopsis. 54™ annual meeting of JSPP. Mar. 21-23, 2013, Okayama)

Alamgir, K. Md., Galis, I. and Kim, C.S.: Constitutive defense in finger millet against whitebacked planthopper and
inducible defenses in rice plants against brown planthopper. 54" Annual Meeting of the Japanese Society of Plant
Physiologists, March 21-23, 2013, Okayama.

Fukumoto, K., Yamashita, Y., Alamgir, K. Md. and Galis, I.: Functional characterization of jasmonoyl-L-isoleucine
synthase (OsJAR1) mutant rice plants. 54™ Annual Meeting of the Japanese Society of Plant Physiologists, March
21-23, 2013, Okayama.

Galis, 1. and Alamgir, K. Md.: Rice defense against herbivores. 54™ Annual Meeting of the Japanese Society of Plant
Physiologists, March 21-23, 2013, Okayama.

IR - FE AR - AR SEIk - A RIS - 1 K - WSS B - W3R E0A - 2 2R - THATRIA - SN - IS5
AA2E84 XFAFTRIESNIZF T ¥ ¥ 7 F IRERBEOENT . P 25 4B H AR R B K2 | Ik
B3 H27-29 H , 2013. (Yamaguchi, T., Shinya, T., Funama, T., Ishikawa, K., Yamada, K., Narusaka, M., Narusaka,
Y., Tada, Y., Ichimura, K., Shibuya, N., Kawasaki, T.: A chitin signaling pathway conserved in Arabidopsis and rice.
The 2013 annual meeting of PSJ. Mar. 27-29, 2013, Gifu)

W30 - OHEREOHE - A PR - mEHEHRE - FHEV : IFIFA u T IR Y FAEPUEREREIC
WC L BT M A A B RS RS IR, 3 H 27-29 H |, 2013. (Bao, W. X., Ito, M., Murai, T., Narai, Y. and
Sonoda, S.: Spinosad resistance in melon thrips, Thrips palmsi. Mar. 27-29, 2013, Fujisawa)

BIHER] - I0F - BINPE= - AR - B B TS E WY 0 R RIS RIT T R REEIC OV T LA
57 [l H A B R &2 k4 IR, 3 H 27-29 H |, 2013. (Sonoda, S., Yamashita, J., Koshiyama, Y., Kohara, Y.,
Enomoto, T.: Short-term effects of mowing on insects communities in Japanese peach orchards. Mar. 27-29, 2013,
Fujisawa)

Wari, D., /NE 5T « B & 7] : Population survey of spider mites and phytoseiid mites in peach orchards with different
pesticide practices. &5 57 [nl H &S HE R 4z Key | BER, 3 H 27-29 H |, 2013. (Wari, D., Kohara, Y., Sonoda,
S.: Population survey of spider mites and phytoseiid mites in peach orchards with different pesticide practices.

38



(14

17

18

Mar. 27-29, 2013, Fujisawa)

BB - AR - IIRFRE ST - B A- - B HEESE T - AR HEEBA - SRR - BRI - 305t — - A ER - A 58K -
IR - ISR - UBIEREL - BORFETL - IS - (BN 0 52 2 7)) v 7S 5 2 ARl
B ¥ F — ¥ AtRLCK1 DOFEREMRAT . PRk 25 4F BEREWY) &Gk PERGR 2, 11, 8 H 19-21 H |, 2013.

Isshiki, R., Galis, I., Mori, M. and Tanakamaru, S.: Effect of flavonoids on freezing tolerance in plants and its possible
applications. H AW ERIE T4 2013 4E RS, Bk8 |, 9 H 2-5, 2013.

BB - A - IEFEE L - BB AT - BTHEESET - AREERL - SRR - AR - AT HRE - iR SER - L
PR - ISR - IGIFEDA - B ORIELL - IS - BRI MAMPs ¥ 77 & 72 B % 2RI E % ) —
¥ AtRLCK1 OHEREMENT . VI 25 4EBE H AR B2 BPEHR& | Wil 9 A 26-27 H |, 2013.

— 1 BEORRR - Galis, I, HHHPAL H3E : REWARERIE EISHFAES 57 78 7 4 FORREL T OIS . hi) #7250 25
mks, > <iE, 11 A 16-17 H , 2013.

RHEH - m AT 2 06 L 72IKBER oM BRI oW T PR 25 R R AT Te e v & — - JREA
WG IR R A T B X A0S [RBEARPUEIC &) LT RED —Zhd S OEFWMEHRD B
Dhl-%% 25—, 2<1E, 11 A 27-28 H , 2013 (Sonoda, S.: Detection method of insecticide resistant strains
using molecular analyses, Nov. 27-28, 2013, Tsukuba)

—f BERER - Galis, I, £ A - BEEIZE © HEARRICE T 5008 3 Hh el B O SBT3k o AT . H R ER S
A EPESSRAR S AR, 12 A 5-6 H |, 2013.

WEAH : W RIZICB T B FF > 240 LBV Rt bems | 56 34 M s B2 3 - — Wil 12 H 14 H
2013.

EIZEEILI=v ;b (Genetic Resources Unit)

) NERME 7V — 7 (Group of Genome Diversity)

(1)

PEHERUL @ 4 A F 7 ) 2 HIE DN L BERAOISH CPIK 24 O AF RS EZH#ER) AR R
A R0, 3 H 27-28 H , 2013. (Sato, K.: Analysis of barley genome diversity and its application to breeding
(Presentation for Award of Japanese Society of Breeding). Annual Meeting of Japanese Society of Breeding,
March 27-28, 2013, Tokyo)

JAREE - SURFLEE © REGR - EBEAE - INHER ([ AT T— V7 ] & [Harrington) O F F & FRE004 54k
Sl 2 > 7 B S D DR R & Z3F B 0 QTL AT . HAB M- Ka s . st 3 J 27-28 H | 2013.
(Zhou, T.S., limure, T., Kihara, M., Sato, K. and Yamada, S.: Construction of a high-density map and anlysis of
malting quality QTLs on Mikamo golden X Harrington doubled haploid population in barley (Hordeum vulgare
L.). Annual Meeting of Japanese Society of Breeding, March 27-28, 2013, Tokyo)

BURALEE - EIREE - PRARAEE: - ARIEER - AL - INHER] @ 4+ A FLFLF AT E T % 2H fefafk Eo
QTL. HAFMEL#E S . #00, 3 H 2728 H , 2013. (Timure, T., T. S. Zhou, T. Hoki, M. Kihara, K. Sato and S.
Yamada.: The QTL for barley malt extract on chromosome 2H, Annual Meeting of Japanese Society of Breeding,
March 27-28, 2013, Tokyo)

KEARZ - FrHA® E - fERRFIR - IREHEEN © —HR 2 A FRAZIREFCRAEIE PHYTOCLOCK 1 {5+ 3 A
FhRERT7ZREL TS . HRFMYER@HEHS M50, 3 A 27-28 H |, 2013(Mizuno, N., Nitta, M., Sato, K., and
Nasuda, S.: The early-flowering mutant of einkorn wheat lacks a wheat homolog of PHYTOCLOCK 1 gene. Annual
Meeting of Japanese Society of Breeding, March 27-28, 2013, Tokyo)

R ET - AR - BISRFIAE - W E K\ - Smekalova, Tamara, N., {EBEFI)L @ b — A A TRE SN2 5 VoK
ALFDOY ) FA YT HRFMSRWES . W50, 3 1 27-28 H | 2013. (Sasanuma, T., Kakizaki, A., Abe,
T., Kawahara, T., Smekalova, T. and Sato, K.: Genotyping of Aegilops tauschii collected in North Caucasia. Annual
Meeting of Japanese Society of Breeding, March 27-28, 2013, Tokyo)

PERERUL - JCHEHM : A+ AFBEEFEIVL 272 a v ORF I LSNP 74 v HA—=T ) 74 v 7 HRBHES4
W4 BERE 10 H 12-13 H ,2013. (Sato, K. and Motoi, Y.: Whole genome SNP fingerprinting of barley genetic
resource collection. Annual Meeting of Japanese Society of Breeding, October 12-13, 2013, Kagoshima)

Iehisa, Masaru * {HE/KSHM - AEBERIL - PUIG & - ST - IRZEIHF - S RERE @ Y VA3 A X O3 L O RNA-
seq fENT A B[R SE S 72 SNP @ 6 Rtk a & TN ~OFH . HAFHE A S . RE 10 4 12-13 0,
2013. (Iehisa, M., Shimizu, A., Sato, K., Nishijima, R., Sakaguchi, K., Nasuda, S. and Takumi, S.: Usefulness of SNPs
identified in the leaf and spike transcripts of Aegilops tauschii for analysis of hexaploid wheat. Annual Meeting of
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Japanese Society of Breeding, October 12-13, 2013, Kagoshima)

(8) UFRAL B - Gl - AREW - AYRIEEDA - RBEGR - EEMEDE - EREFDL - KEBREN ¥ — Vv oafb e+ + 24 ¥
BANTFA v HARFHZES@HES . EIRE 10 A 12-13 H 2013. (Tlimure, T., Kanatani, R., Saito, W., Muraoka,
Y., Kihara, M., Sato, M., Sato, K., and Ogushi, K.: Beer foam stability and barley B-hordein. Annual Meeting of
Japanese Society of Breeding, October 12-13, 2013, Kagoshima)

(9) AP # - BHASHD - A B - LBSER - EEFIL A A A FORLZZHMBMICHKT 2 ANV ADFNVE VM. H
AEMELFHES . BEIEE, 10 A 12-13 B, 2013. (Hisano, H., Matsuura, T., Mori, I., Yamane, M. and Sato, K.:
Hormone analysis of the calli derived from different organs in barley. Annual Meeting of Japanese Society of
Breeding, October 12-13, 2013, Kagoshima)

(10) FrgRAAE - WM - Garcia Arturo « A1 3% - GHEEHES T - 1A 3 - IHIREIFRS - ARG - BEFTL ¢ [ FieldBook
Zflio 724 4 A FBIZEIRORHBRBIMNE . AT RS BEE, 10 A 12-13 H , 2013. (Ito, H,,
Okada, S., Garcia, A., Ishii, M., Ito, T., Yamamoto, H., Yamasaki, M., Saisho, D., and Sato, K.: Large scale phenotyp-
ing of barley germplasm using “FieldBook™ system. Annual Meeting of Japanese Society of Breeding, October 12-
13, 2013, Kagoshima)

1) AEHEANL © g7 YT B 2 ZEEREIRONE . HARE RS S EFRGE 2 . %85, 11 H 29 H |, 2013. (Sato,
K.: Collection of Triticeae germplasm in Cenral Asia. Annual Meeting of Shikoku Branch, Japanese Society of
Breeding, Nov. 29, 2013, Zentsuji)

BB IEFEREENT 77V — 7 (Group of Genetic Resources and Functions)

(1) JKRZET - miilEZ - R0 B 44+ 2F 707 M7=V 0 7)) —RBRERKOS A 707 LA . HAR
BHARE 123 MRS . RAURERY:, 3 H 28 H, 2013. HHESAMFZE 15( 5 1) p.67.  (Himi, E., Maekawa,
M. and Taketa, S.: Microarray analysis of barley proanthocyanidin-free mutants. The 123™ meeting of Japanese
Society of Breeding. March 28, 2013, Breeding Research 15 (Suppl. 1), p. 57, Tokyo.)

(2) ®H E-HRSEI OKREES I+ AFOTERMIET Lks?2 ORIFEZ 5 A AFHI BT 2 ERBRT OB HE .
HARF R4 123 S R SERS 3 H 27 H, 2013, BHRESWIZE 15( 5 1) p. 92, (Taketa, S., Yuo, T.
and Himi, E.: The origin of barley awn length gene Lks2 and comparative analysis of locations of awn genes among
grasses. The 123" meeting of Japanese Society of Breeding. March 27, 2013, Breeding Research 15 (Suppl. 1), p.
92, Tokyo.)

(3) JHHHE®E - @A - EARFE— - SFREP - ST - K B 44 2 F 1HS Getafhib hfimf 12 X 5 /08 & 24
WhPEom . HAFMY: X% 123 NS . fEURERY, 3 H 28 H |, 2013, FHAAZE 16( 5 1) p.142.
(Ikeda, T.M, Takata, K., Kurimoto, Y., Terasawa, Y., Yanaka, M. and Taketa, S.: Improvement of dough strength in a
wheat-barley translocation line with a barley 1HS chromosome segment. The 123" meeting of Japanese Society of
Breeding. March 28, 2013, Breeding Research 15 (Suppl. 1), p. 142, Tokyo.)

(4) ®H P - I RHE - KRS -+ A FONFREDL L OWHRMHZERERKO 7 FEBIZFHEN . HAF
MR85 124 A 2 BRI RS: 10 H 12 B, 2013, HREAHIZE 16( 5 2) p.139. (Taketa, S., Sotome, T. and
Himi, E.: Molecular genetic analysis of palea-less and split-palea mutants in barley. The 124™ meeting of Japanese
Society of Breeding. October 12, 2013, Breeding Research 15 (Suppl. 2), p. 139, Kagoshima)

(5) IKILIET - BOIMES - ANGHASAD - iR B0 7/ ADNA Z W72 7V ¥ £ A PCRICK 2 3 AFH IS5 %
Tamybl0-D1 AR TR E / ~T OHATEHE . HABFE AR 124 WEEE S EREBRY, 10 H 12 B, 2013.
BREZEM%E 15 (B 2) p. 18. (Himi, E., Maekawa, M., Matsuura, T. and Taketa, S.: Quantitative real time PCR
based diagnosis of the homo- or heterozygous at the Tamybl0-D1 locus related to grain color on wheat. The 124™
meeting of Japanese Society of Breeding. October 12, 2013, Breeding Research 15 (Suppl. 2), p. 18, Kagoshima)

WA KEY) 77 Vv — 7 (Group of Wild Plant Science)

() B BT #-miilHEE - JOR B o A SRR OB R OTIRZ HIEIC OV T O . BARFRARE
123 [n] 3 23, 1, 3 H27-28 H, 2013. (Matsushima, R., Yamashita, J., Maekawa, M. and Sakamoto, W.: A
Study on the morphological diversity of starch grains in the Poaceae. The 123™ Meeting of the Japanese Society of
Breeding, Mar. 27-28, 2013, Tokyo)
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(2) RHER - I # - BIE= - ANER T - B 80 BRI E WY 0 BB TS AN IO W T L F
57 [l H AR B a4 k4, IR, 3 1 27-29 H, 2013. (Sonoda, S., Yamashita, J., Koshiyama, Y., Kohara,
Y. and Enomoto, T.: Short-term effects of mowing on insect diversity in Japanese peach orchards. The 57" Annual
Meeting of the Japanese Society of Applied Entomology and Zoology, Mar. 27-29, 2013, Fujisawa)

(3) AJIET - WHE - Tingshuang, Y., M - BHHB— XY TH T Y - e 4 XY T H T VHEEAROM#EL. HAR
Wer a8 77 MRS ALBE, 9 13-15 H, 2013.

(4) WILZ - WHE - BT A 77 AROG TR/ A 7 hH IEORMAE. HARY =58 77 mKex , AL,

9 H 13-15 H, 2013.

(5) JWH? - Valentin Yakubov - Viachenslav Barkalov - Kendrik Marr - #fi 5 (1382 > #9758 Phyllodoce D 453T5%
TRIEAT & H AR A & 10K > 773 2 5 Phyllodoce nipponica OFEIE. H ARS8 77 BIKS , ALBE, 9H
13-15 H, 2013.

7/ LE¥I1=y b (Applied Genomics Unit)
¥ERe > FRMT 77 )V — 7 (Group of Nuclear Genomics)

(1) Tek, A. L. - MIEEHL - #HEE - BWEZF 0 < ALY O B) 5 AR IR ORAT . HARBR P29 85 K&, K
¥ i, 9 H 19-21 H, 2013. (Tek, A. L., Kashihara, K., Murata, M. and Nagaki, K.: Analyses of the kinetochore
components in legume species. Annual Meeting of Genetics Society of Japan, September 19-21, 2013, Yokohama)

(2) ZRHFE- RBGEF-FHEE: v a A X X FERATROROLREN . HAER AW 85 MIRA, M, 9 7 19-21 H,
2013. (Shibata, F., Nagaki, K. and Murata, M.: Induction of chromosomal rearrangements and genome stability in
Arabidopsis. Annual meeting of Genetics Society of Japan, September 19-21, 2013, Yokohama)

(3) A HIEE - SARRIN - SR HTE - R 27 A BRIR N TR AR DRI & Z OfiffieAL . HAF AW 124 3 &, ER B,
10 H 12-13 H, 2013. (Shibata, F,, Nagaki, K. and Murata, M.: One- or two-step procedure for generating plant
artificial ring chromosomes. Annual meeting of Breeding Society of Japan, October 12-13, 2013, Kagoshima)

(4) FrHEE - BEHBT - SCHTE - SR - AR - MEER - REGEF : a4 X+ XFI2B1 5 3 = fetufhk
O@ETEA. BMEEAN elafhkd 5564 B %, &I, 11 H 8-10 H, 2013. (Murata, M., Yokota, E.,
Shibata, F., Kanatani, A., Fujimoto, F., Kashihara, K. and Nagaki, K.: Introduction of the exogenous genes into
minichromsomes in Arabidopsis thaliana. Annual meeting of Chromosome Society of Japan, November 8-10,
2013, Toyama)

(5) =BT - SiRH - RBIEF - AT HE - MFFERLC 0 ¥ NI B 2 M5 2R O B A & #isE5R D288 |
W EIEN et fikog 2yt 64 4R 4y, &1L, 11 A 8-10 H, 2013. (Mishima, A., Suzuki, G., Nagaki, K., Murata,
M. and Mukai, Y.: Visualization of centromere and spindle in mitotic cell division of mixoploid tobacco. Annual
meeting of Chromosome Society of Japan, October 5-7, 2013, Toyama)

7 Wi 7 v —7 (Group of Genome Regulation)

(1) JIWF3C— - BT - W 19 A ABEEREY A ) 7 VA XY O ALTFEO AT & . SAMS . UF ABC transport-
er B A F DM E L OBEIZOWT . HARYERERFS, WL, 3 H 21-23 H , 2013. (Ezaki, B., Higashi, A.
and Nishiuchi, T.: Al tolerance mechanisms in Andropogon virginicus L. and functional evaluation of SAMS gene
and ABC transporter gene in Al stress. Annual Meeting of the Japanese Society of Plant Physiologists, March, 21-
23, 2013, Okayama)

(2) FAZES - BIPERA - RWERE - HEFOR  FFRERMICHEBLT 5 4 4 A F TIP3;1 12 & 2 KE G0
B AR RS A4ES, Wi, 3 H 21-23 H, 2013. (Utsugi, S., Sasano, S., Shibasaka, M., Katsuhara, M.:
Control of the water transport activity of a barley TIP3;1 specifically expressed in seeds. Annual Meeting of the
Japanese Society of Plant Physiologists, March 21-23, 2013, Okayama)

(3) SRI=ARK - BWHE - FHOARES - HEEOR © FUBEEALY 7 7 K1) ¥ PIP1 & PIP2 D35BT X 2 G PEHNH] .
HARKE Y BB 22 424, i, 3 H 21-23 H, 2013. (Shibasaka, M., Sasano, S., Utsugi, S. and Katsuhara, M.:
Activity reduction in co-expression of Hordeum plasma membrane intrinsic protein 2;7 (HvPIP2;7) and HvPIP1;2.
Annual Meeting of the Japanese Society of Plant Physiologists, March 21-23, 2013, Okayama)

(4) JoARISE - FIHERES © BRI T8 a A F R IRIRYE IS S 33528 . 96 123 M KB M P Ris, W

e
(O]
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H 27-28 H, 2013. (Rikiishi, K. and Maekawa, M.: Effects of seed maturation regulators on seed dormancy in
wheat. 123* Meeting of the Japanese Society of Breeding, March 27-28, 2013, Tokyo)

(5) VLM 3C— - KNG EA - B BT - VA A - VN I5 0 A AFRHEFAEREY 2 ) 7 2 AV Y R @ SAMS IR T &
ABC transporter # {70 Al 2 b L AT B0 2 BEERNT . H A TIER 22 Es ) bR, 9 1 11-13
H , 2013. (Ezaki, B., Inada, M., Higashi, A., Nishimura, H. and Nishiuchi, T.: Characterization of SAMS gene and
ABC transporter gene for Al tolerance mechanisms in a poaceae wild plant. Andropogon. Annual Meeting of the
Japanese Society of Soil Science and Plant Nutrition, September 11-13. 2013, Nagoya)

(6) AR —I - MERSELE - LT - EAEFHW - WA FHA - BiIHEE : DNA b9 ¥ 2KV ¥ nDart & H v 72 862
FURELBIZTF Y 774 v O HAEMZRH 124 bl s, RS, 10 A 12-13 H |, 2013. (Tsugane,
K., Tsugane, M., Yamaguchi, K., Shigenobu, S., Nishimura, H. and Maekawa, M.: Reverse genetics system using
gene-tagging line promoted by DNA transposon nDart in rice. 128" Meeting of the Japanese Society of Breeding,
October 12-13, 2013, Kagoshima)

(7)  Gichuhi, E., Himi, E. and Maekawa, M.: Preliminaruy mapping of yield related QTLs in F2 of the cross between LIA and
Basmati. 128" Meeting of the Japanese Society of Breeding, October 12-13, 2013, Kagoshima.
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Workshop supported by Joint Usage/Research Center
— Advances in Researches on Plant Mitochondria —

January 28, 2013
TIPSR, Okayama University
Organizers: Takashi Hirayama (IPSR, Okayama University) Takahiro Nakamura (Kyushu University), Munetaka Sugiyama
(Tokyo University)

1. Light signal response of respiratory chain of leaf cells
K. Noguchi, K. Yoshida (Graduate School of Science, Tokyo Univ.)
2. Protein carbonylation in seedlings of a mitochondria related mutant, css1
N. Nakagawa (Graduate School of Biosphere Science, Hiroshima Univ.)
3. Cytoplasm dependent fertility restoration factor, RF2
T. Kazama, K. Torii (Graduate School of Agricultural Science, Tohoku Univ.)
4. Regulation of terpenoid production by mitochondrial proteins in plants
T. Muranaka, K. Kobayashi (Graduate School of Engineering, Osaka Univ.)
5. PPR network governing RNA editing in plant mitochondria
M. Sugita (Center for Gene Research, Nagoya Univ.)
6. RNA recognition mode of PPR proteins
T. Nakamura (Graduate School of Bioresource and Bioenvironmental Sciences, Kyushu Univ.)
7. Regulatory mechanism of poly(A) status of mitochondrial mRNA in plants
T. Hirayama (IPSR, Okayama Univ.)
8. Role of mitochondria in the restriction of formattive cell division at the initial stage of lateral root primordium
development
M. Sugiyama (Graduate School of Science, Tokyo Univ.)
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Symposium supported by Joint Usage/Research Center
For Plant Resources and Stress Science
— Recovery by plant on suffered farmland from the Tohoku Earthquake —

February 14, 2013
IPSR, Okayama University
Organizer: Kazuhiro Sato, Yoko Yamamoto (IPSR, Okayama University)

1. Toward the recovery of Tsunami suffered farmland by barley cultivation
K. Sato (IPSR, Okayama University)
2. The present condition of agricultural reconstruction after the earthquake
K. Nagano (Miyagi Prefectural Government)
3. Barley cultivation in Eastern Japan and radioactivity correspondence in Tochigi Prefecture
T. Sohtome (Tochigi Prefectural Agricultural Experiment Station)
4. Toward the development of salt tolerant rice
T. Sato (Tohoku University), T. Endo (Miyagi Prefectural Agricultural Experiment Station), T. Abe (RIKEN)
5. Selection of salt tolerant rice
M. Maekawa (IPSR, Okayama University)
6. Outline and activity of Agricultural Radiation Research Center
T. Kondo (Agricultural Radiation Research Center, Tohoku Agricultural Research Center)
7. Current survey and future plan of Fukushima by collaborative works of plant scientists and soil-plant nutrition scientists
T. Mimura Tetsuro (Graduate School of Science, Kobe University)
8. Estimation of phytoextraction efficiency by weed communities growing on radiocesium-contaminated arable lands in
Fukushima
J. Yamashita', Y. Yamamoto!, T. Enomoto!, M. Yamada® T. Ono? and T. Hanafusa®
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' IPSR, Okayama University
% Shikata Laboratory, Department of Radiation Research, Advanced Science Research Center, Okayama University

Symposium supported by Joint Usage/Research center
29" TPSR International Symposium and 5" Symposium on Plant Stress Sciences

March 7-8, 2013
Kurashiki Geibunkan
Organizer: Jian Feng Ma, Nubuhiro Suzuki, Wataru Sakamoto (IPSR, Okayama University)

March 7
1. Whole genome sequencing reveals agronomically important genes in rice
R. Terauchi (Iwate Biotechnology Research Center)
2. Barley enters the genomics age
K. Sato (IPSR, Okayama University)
3. Crosstalk between plant immunity and chloroplasts
T. Shiina (Kyoto Prefectural University)
4. VIPP1 protein in chloroplast envelope maintenance and high-temperature tolerance
W. Sakamoto (IPSR, Okayama University)
5. Integration of plant organelles into the calcium signaling netword of the cell
U. C. Vothknecht (LMU Munich, Germany)
6. Mechanism of heavy metal tolerance in plant: The role of Colocasia esculenta metallothionein (CeMT2b)
Y-O. Kim (Chonnam National University, South Korea)
7. Transporters responsible for cadmium accumulation in rice
J. F. Ma (IPSR, Okayama University)

March 8
8. Molecular cloning of genes conferring resistance to planthoppers and leafhoppers in rice and their utilization in genetics
and plant breeding
H. Yasui (Kyusyu University)
9. Conserved fungal effectors to establish disease in plants
B. P. H. J. Thomma (Wageningen University & Research Centre, The Netherland)
10. Aroma-perception mechanism of plants
K. Matsui (Yamaguchi University)
11. Epimutant induction of endogenous gene by grafting
T. Harada (Hirosaki University)

16" International Workshop on Plant Membrane Biology
(IWPMB 2013)

March 26-31, 2013
Kurashiki Geibunkan, Japan
Organizer: Jian Feng Ma (IPSR, Okayama University)

March 26
Opening Plenary Lecture
Understanding mechanisms of membrane traffic by live imaging
A. Nakano (The University of Tokyo/ RIKEN Advanced Science Institute, Japan)

March 27
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Session I: Structural physiology of membrane transport machinery
1. Terminal regulatory domains of plant P-type pumps
M. G. Palmgren (University of Copenhagen, Denmark)
2. Moving anions across the vacuolar membrane with CLCs
S. Thomine (Institut des Sciences du Végétal CNRS, France)
3. Vacuolar pH - who is in charge?
A. Kriegel (University of Heidelberg, Germany)
4. The vacuolar type H'-PPase is the master regulator of cytosolic PPi homeostasis in Arabidopsis
A. Ferjani (Tokyo Gakugei University, Japan)
5. Biochemical characterization and structure-function relationship of the plastidic nucleobase transporter PLUTO, a novel
membrane protein in Arabidopsis thaliana
S. Witz (TU Kaiserslautern, Germany)
Session II: Membrane trafficking and protein targeting
6. The late prevacuole: last stop before the vacuole
J. Denecke (University of Leeds, UK)
7. Mechanism and function of plant-unique membrane trafficking pathways
T. Ueda (The University of Tokyo, Japan)
8. Arabidopsis mutants with altered intracellular localization of a plasma membrane boric acid channel
J. Takano (Hokkaido University, Japan)
9. The processing and trafficking of seed storage proteins is regulated by endosomal pH homeostasis
M. Reguera (University of California Davis, USA)
10. ROP GTPases and membrane domains in cell polarity and auxin transport
S. Yalofsky (Tel Aviv University, Israel)
Session III: Essential mineral transport
11. Merging biophysics with genetics on the pollen tube cell: a window to systems  coordination?
J. Feijo (Lisbon University, Portugal)
12. Concentration and temporal dependent nitrate responses mediated by transceptor CHL1
Y. F. Tsay (Academia Sinica, Taiwan)
13. Understanding multiple regulations affecting PHT1 (high affinity phosphate transporters) in Arabidopsis
L. Nussaume (CEA, France)
14. Quantitative membrane proteomics revealing PHOSPHATE TRANSPORTER 1 as downstream component of PHOZ2 in
Arabidopsis roots
T. K. Huang (Academia Sinica, Taiwan)
15. 5'untranslated region regulates boron-dependent translation of a boron transporter BOR1
1. Aibara (Hokkaido University, Japan)
16. Transcriptional and post-transcriptional regulation of expression of the Arabidopsis thaliana magnesium/proton
exchanger (AtMHX)
0. Shaul (Bar-Ilan University, Israel)
Session IV: Toxic mineral transport
17. Studies on the function and regulation of organic acid transporters involved in cereal aluminum resistance
L. Kochian (Cornell University, USA)
18. Membrane transport processes enabling Arabidopsis halleri to grow on heavy-metal contaminated soils
U. Kraemer (Ruhr University Bochum, Germany)
19. Function of NIP aquaporin proteins in arsenic accumulation in rice
Y. Chen (Rothamsted Research, UK)
20. Functional characterization of an Al-induced transporter gene, FelREGZ2, in buckwheat
K. Yokosho (Okayama University, Japan)
21. A novel member of the major facilitator superfamily is involved in zinc and nickel homeostasis in Arabidopsis
C. Nelson (University of Erlangen-Nuremberg, Germany)

March 28

Session V: Metabolite transport

22. A multipronged approach for unraveling nutrient uptake and translocation
W. B. Frommer (Carnegie Institution for Science, USA)
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23. Identification of plastidial pyruvate transporter and hypothesis of its transporting mechanism
T. Furumoto (Ryukoku University, Japan)
24. Subcellular organisation of plant nucleotide metabolism
T. Mohlmann (TU Kaiserslautern, Germany)
25. Designing a technology platform for identifying transporter proteinfunction and elucidating the glucosinolate transporter
complement
B. Larsen (University of Copenhagen, Denmark)
26. AtABCA9 transporter supplies fatty acids for lipid synthesis to the endoplasmic reticulum
Y. Lee (POSTECH, South Korea)
Session VI: Aquaporin
27. New insights into aquaporin function and regulation
F. Chaumont (Universite Catholique de Louvain, Belgium)
28. Emerging functions of aquaporins in Arabidopsis
C. Maurel (CNRS/ INRA, France)
29. Efficient transport of Si by Lsil and Lsi6 is driven by efflux Si transporters in rice
N. Yamaji (Okayama University, Japan)
30. Identification of tonoplast aquaporins in chloroplast membranes with role in photosynthesis
A. Beebo (University of Gothenburg, Sweden)
Workshop 1: New insights into LRR-receptor kinase
31. The twists and turns of plant membrane signalling
M. Hothorn (The Max Planck Society, Germany)
32. Biochemical challenges to identify peptide hormone-LRR receptor pairs in plants
H. Shinohara (National Institute for Basic Biology, Japan)
Session VII: Stomatal movement and physiology
33. Light-induced stomatal movement and signaling
K. Shimazaki (Kyushu University, Japan)
34. Guard cell CO2 and abscisic acid signal transduction in plants
J. I. Schroeder (University of California San Diego, USA)
35. SCAP1, a master regulator of the development of functional stomata in Arabidopsis
J. Negi (Kyushu University, Japan)
36. Ozone-triggered rapid stomatal response involves production of reactive oxygen species and is controlled by SLAC1
T. Vahisalu (University of Tartu, Estonia)
37. An ABA transporter (ABCG40) interacting MAP 3 kinase regulates ABA responses
J-U. Hwang (POSTECH, South Korea)
Session VIII: Signaling network for modulating membrane transport
38. Guard cell autonomous ABA synthesis provide for low humidity stomatal closure
R. Hedrich (University Wuerzburg, Germany)
39. Protein kinase-phosphatase network in ion channel regulation
S. Luan (University of California Berkeley, USA)
40. The brassinosteroid, clavata 3, and endogenous immune peptide receptors activate signaling cascades through cytosolic
calcium elevation
G. Berkowitz (University of Connecticut, USA)
41. Control mechanism of osmotic stress response and plant growth by potassium transporters in Arabidopsis
Y. Osakabe (RIKEN, Japan)
42. Regulation of the weakly voltage gated potassium channel AKT2
K. Sklodowski (Max-Planck-Institute, Germany)

March 29
Session IX: Signalling (Ca?*, solute and hormone)
43. Ca?* waves and plant systemic signaling
S. Gilroy (University of Wisconsin - Madison, USA)
44. Functional interactomics of auxin transport complexes
M. Geisler (University of Fribourg, Switzerland)
45. Annexin-mediated calcium signalling in roots
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A. Laohavisit (University of Cambridge, UK)
46. The peptide hormone PSY1 stimulates plant cell growth by promoting an interaction between a LRR-receptor kinase and
a proton pump
A. T. Fuglsang (University of Copenhagen, Denmark)
47. Auxin activates the plasma membrane H'-ATPase through phosphorylation of the penultimate threonine without the
involvement of TIR1/AFBs auxin receptors
K. Takahashi (Nagoya University, Japan)
Session X: Membrane lipids - membrane domains and role in transporter function
48. Physiological significance of phosphatidylethanolamine biosynthesis in Arabidopsis thaliana
1. Nishida (Saitama University, Japan)
49. Lipid transport and lipid remodeling at the chloroplast envelope membranes
C. L. Benning (Michigan State University, USA)
50. FAX1, a novel membrane protein in the chloroplast inner envelope involved in export of fatty acids and/ or derivatives
J. Soll (University Munich, Germany)
51. Remorin, a plant phosphorylated protein located in membrane rafts, involved in virus propagation
S. Mongrand (CNRS/Universite Bordeaux Segalen, France)
Workshop 2: New insights into imaging
52. Functional and morphological integrity of the plant Golgi
F. Brandizzi (Michigan State University, USA)
53. A dynamic scaffold: cytoskeletal organization of the plant cell membrane
D. Ehrhardt (Carnegie Institution for Science, USA)
Session XI: Abiotic stress (drought, salt, pathogens), environmental homeostasis and membrane signaling
54. Abiotic stress and membrane signaling: critical roles for inorganic cations
D. Sanders (The John Innes Centre, UK)
55. Functional characterization of the Arabidopsis family of intracellular Na*/H" antiporters reveals key roles in the control
of intracellular pH and Ion homeostasis
E. Bassil (University of California Davis, USA)
56. A Petunia ABC transporter controls a multitude of strigolactone-dependent functions
E. Martinoia (University of Zurich, Switzerland)
57. Gene functional analysis of ABC transporter AtABCG25 in stress responses
T. Kuromori (RIKEN, Japan)
58. GABA-gated anion channels in plants - they exist and have important physiological roles
S. A Ramesh (University of Adelaide, Australia)
Special Workshop: Plant power to overcome environments (Supported by MEXT)
59. Roles of abiotic stress-inducible transporters in Arabidopsis
Y-S. Kazuko (The University of Tokyo, Japan)
60. Transporters conferring mineral stress tolerance
J. F. Ma (Okayama University, Japan)
61. Regulation of nutrient transporters for optimum growth
T. Fujiwara (The University of Tokyo, Japan)
62. Regulation of stomatal opening by photoperiodic components
T. Kinoshita (Nagoya University, Japan)
63. Transcriptional control of plant cell growth
K. Sugimoto (Riken, Japan)

March 30
Workshop 3: The history and future of IWPMB
64. Topics and episodes in the history of plant membrane biology
M. Tazawa (The University of Tokyo/ Yoshida Biological Laboratory, Japan)
65. Using the past to look into the future
R. A. Leigh (University of Adelaide, Australia)
66. The future of IWPMB - introduction to the guided discussion
M. Gilliham (University of Adelaide, Australia)
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March 31
Session XII: Transporter study for improvement of crop yield and quality
67. Understanding and engineering salinity tolerance in crop plants
M. Tester (The Australian Centre for Plant Functional Genomics, Australia)
68. Nitrate transporters and nitrogen use efficiency in rice
G. Xu (Nanjing Agricultural University, China)
69. Molecular identity and functional characterization of transporters involved in vacuolar citrate and malate transport in
ripening tomato fruit
A. Kugler (The University of Oxford, UK)
70. Distinct above- and belowground synthesis and vascular transport control short- and long-chained aliphatic glucosinolate
distribution in vegetative Arabidopsis
H. H. Nour-Eldin (University of Copenhagen, Denmark)
71. Molecular breeding of floricultural crops using transporter genes
T. Oda (Nagoya University, Japan)
Session XIII: Omics for transporter study
72. Cell-type specific transcriptome analysis in nodules of Lotus japonicas
K. Yazaki (Kyoto University, Japan)
73. Quantitative proteomics to uncover how plants adapt to zinc deficiency
Y. Fukao (Nara Institute of Science and Technology, Japan)
74. Comparison of bundle sheath and mesophyll cells transcriptomes in both well-watered and water-deficient Arabidopsis
(C3) plants: transport protein genes
N. Wigoda (The Hebrew University of Jerusalem, Israel)
75. The soybean symbiosome membrane: a plant membrane that is the interface between rhizobia and its host plant
P. MC Smith (University of Sydney, Australia)
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Program of IPSR Open Lectures, Okayama University 2013

Aug 10, 2013, IPSR

1. Production of biofuels from plants
H. Hisano (IPSR, Okayama University)

2. Barley : a unique crop plant useful as healthy foods
S. Taketa (IPSR, Okayama University)
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The Workshop supported by Joint Usage/Research Center
— Big Data and Informatics: New Era of Biology and Plant Research. —

October 4, 2013
Ai-theater, Kurashiki-Geibunkan
Organizers: Takashi Hirayama, Saisho Daisuke (IPSR, Okayama University)

1. Genome data analysis in the Big-Data era
K. Nakai (Institute of Medical Science, Tokyo Univ.)
2. Prediction of seasonal climate-induced variations in global food production
G. Sakurai (National Institute for Agro-Environmental Sciences)
3. Genomic selection accelerates breeding: Genomic data represent a new paradigm of breeding
H. Iwata (Graduate School of Agricultural and Life Science, Tokyo Univ.)
4. Consider together two big-data, climate and transcriptome
A. Nagano (JST/ Center of Ecological Research, Kyoto Univ.)
5. New breeding strategy using genome wide SNP data of rice
T. Yamamoto (National Institute of Agrobiological Sciences)
6. Health and medical care platforms for Big-data analysis
K. Sakurada (Sony Computer Science Laboratories, Inc.)
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3. Characterization of a root architecture mutant from B. distachyon.
Karen A. Sanguinet CAFRPFFEGNA T T AT 2058 7 —)
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Workshop supported by Joint Usage/Research Center
— Brachypodium is opening frontiers in Plant Stress Science —

November 29, 2013
IPSR, Okayama University
Organizer: Daisuke Saisho, Tahashi Hirayama (IPSR, Okayama University)

1. Exploration of plant immune-priming compounds using Brachypodium
Y. Notoshi (Graduate School of Environmental and Life Science, Okayama University)
2. Research for resistance mechanism against barley powdery mildew using Brachypodium
T. Yaeno (Faculty of Agriculture, Ehime University)
3. Characterization of a root architecture mutant from B. distachyon
K.A. Sanguinet (Cryobiofrontier Research Center, Iwate University)
4. Current status of Brachypodium genome resources and the integration with Triticeae species
K. Mochida (Center for Sustainable Resource Science, RIKEN)
5. Metabolome QTL analysis of Brachypodium
Y. Onda (Center for Sustainable Resource Science, RIKEN)
6. Development of TILLING resources using Brachypodium distachyon Bd21’
D. Saisho, T. Matsuura, R. Matsushima, T. Hirayama (IPSR, Okayama University)
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- JER WFTE R AT F5E)

(List of Joint Projects at the Joint Usage/ Research Center)

WA H
(Sakamoto, W.)

Wi B 4 FrEt%E - ¥R (Institution, Department) | W % (Position) | K % (Name)
(Corresponding staff) ML (Subject title)
R KA - BlA AEH I Ky &
(Shizuoka University, Faculty of Science) (Associate Professor) (Amano, T.)

a4 XF RXFHIE FtsH \2BT B 5 ¥ o8 7 G5 R EsRE o fi ]

(Protein degradation mechanism of FtsH protease from Arabidopsis)

WL AR EER B X v & — R gE T

(Okayama Prefectural Technology Center for

B MbF7EH

i3 N

Agriculture, Forestry, and Fisheries, Research (Principal Investigator) (Goto, K.)
Institute for Biological Sciences)
T D#HE A b L AR T 5 IS B O B AR I B
(Genetic analyses of plant response mechanisms against continuous-light stress)
THRRESERAE - ME AR Ei€ L
(Kyoto Sangyo University, Faculty of Life Science) (Professor) (Terachi, T.)

BRRAR Y X E OB X A MY o A ML A L (Improvement of stress

tolerance in transplastomic plants by over-expression of chloroplast proteins)

Pl RER
(Hirayama, T.)

JRESRE: - R PR ARESER
(Hiroshima University, Graduate School of
Biosphare Science)

Bh#

(Assistant Professor)

RO A
(Nakagawa, N.)

Fay FYTREAERICE S, BELY IS OVIRE

1 A O F 72

(Modification of environmental signaling by mitochondria-related mutations)

JUMRE: - REFBE R FAIEFERE
(Kyushu University, Faculty of Agriculture)

ez

(Associate Professor)

il B
(Maruyama, A.)

Hi) BIL #2524 1 O #hEs- b

(Functional differentiation of EIL transcription factors in plants)

BHORA: « R AL % W B
(Tottori University, Faculty of Agriculture) (Associate Professor) (Itai, A.)
IN T B D 25 RAIENC BT B R AV E © OFERERFH
(The study on the role of plant hormones in the fruiting of Rosaceae fruit species)
JeiEE R - KRB ER T B S = k=
Graduate School of Fisheries Sciences, Hokkaido _(ﬁ%li"i‘ ‘.‘t G il
(Associate Professor) (Mikami, K.)

University)

MHEAZBIT 2 8TA N VAT TORY AR IVE ¥ O RN
(Quantitative analysis of plant hormones under environmental stress in seaweeds)

Tl R -
A

(Tottori University, Faculty of Agriculture)

HEHZ

(Associate Professor)

ol /N
(Kaminaka, H.)

H R - o~ " e -
Mori, I.) (Elucidation of molecular mechanisms for disease resistance against plant pathogen produced
host-specific toxin and induction of cell death in plants)
FGRY: - B A% fEZE LA
& 5 (Miyazaki University, Faculty of Agriculture) (Associate Professor) (Inaba, T.)
(Mori, 1.) BSHIS B 27T AF K 7 F NV ERBALEY DI TR F—2
(Crosstalk between plastid signals and phytohormones during environmental adaptation)
AeilEE RS - RFEBe A g b Bi# g R
(Hokkaido University, Fucalty of Science) (Assistant Professor) (Ito, H.)
AV AT NHER A NV REER b5 2 AR IR O fF
(Analysis of meristem specific regulation of a stress activated transposon)
K BT
R BRBEBAN BT 2 AT e i .
(Ma, J. F.) (National Institute for Agro-Environmental (R Eﬁﬂ‘ﬁh ) (TSEE;;: . (‘}l‘)
Sciences) esearcher akurai, G.

TEWZ BT B R - Fik - FRGEEFEO T 7OV

(Modeling of the processes of the absorption, the translocation, and the distribution of minerals in

crops)
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KT R
(Kinoshita, T.)

Bz

(Professor)

E -V SN T S

(Nagoya University, Graduate School of Science)

FERA b L AR H RIS L 72 [ ALILEAINRIC 31 % @ RF S BLO AT

(Analysis of gene expression in stomatal guard cells in response to drought stress and day length)

PR - KRBT R 5
(Kobe University, Graduate School of Agricultural (Assistant Prof )
Science) ssistant Professor

aH sE
(Ishikawa, R.)

g % - -
(Ma, J. F.) PPA A A % 7AW = (B D B BB T DR
(Identification of a gene responsible for the zinc content in seed using wild rice)
BIR - MhEF5 S 4 ST
(Shinshu University, Faculty of Textile Science and .(ﬁ%(%é Ve .M i
Technology) (Associate Professor) (Horie, T.)
VIR ARG A & 2@k % 7R 3 I AR o0 A FRAR RE o fif I
(Elucidation of the physiological function of membrane transporters permeable to essential
divalent cations)
(Kyoto University, Research Institute for (Assistant Professor) (S J ivama, A.)
Sustainable Humanosphere) 8Ly’ Vo
. I a RN THRRET 5 ALMT OB 3E
IJ;EZE *ﬁ;ﬁ (Physiological roles of ALMT functioning in nodules of Lotus japonicus)
17 T - e
(Yamamoto, Y. and THRHF K AE - KEEREE AvBRESRL A FE R g Wt "
Sasaki, T.) (Kyoto Prefectural University, Graduate School of > !
; ) . . (Professor) (Shiina, T.)
Life and Environmental Sciences)
R DOA N VAIBEICBTSI M3y B T7o#E : ca> ¥ 7Y ¥ 7 ok
(A role of mitochondria in biotic and abiotic stress responses in plants: Regulatory mechanism of
Ca” signaling)
B LKA - RAFbe Bt A R = iF 787k . ; g
(Graduate School of Environmental and Life B I 5517
: et (Professor) (Murata, Y.)
Science, Okayama University)
e e KE4T - AF ¥ F X ANVERERE L2 ORI & 2 ORI 2058
A P (Generation of tolerant plants by engineering of ion channels)
(Sasaki, T. and Bk - ki N
’ ¥ %[‘Eﬁf% lg‘lﬂ'%ﬁfibﬂ' y 5, e Mo
Yamamoto, Y.) (Hiroshima University, Graduate School of (A .{ﬁ%%%z ‘ ) ?&}hﬂ Ki 3%
Biosphere Science) ssociate Professor asaki, J.
Y YD SR AR EEETE Y > R R ) O fENT
(Analyzes of ability to mobilize sparingly soluble phosphate by low-P tolerant plants)
HARRAE - RFBEANR - BREeA I 5eft < HET SR
(Kyoto University, Graduate School of Human and Bz WL k2
) . (Professor) (Setoguchi, H.)
Environmental Studies)

HJE PR
(Katsuhara, M.)

BPEREY) OFENIZ 31T B HEE - §2H A b L 2§ 2 AR B o s s 4L

(Intraspecific differentiation of wild plants in physiological respones to salt/arid stress)

RS - A= S -
(Shinshu University, Faculty of Textile Science and .(’é%(& AL ~H U
Technology) (Associate Professor) (Horie, T.)

T OF )7 2/ 0) 7 AFEEERRARD A A > Wk O
(Characterization of ion transport properties of sodium and/or potassium permeable transporters
from plants)

R - Sodm BT & IFFE AT . N
(Kinki University, Institute of Advanced (Visitﬁ EP%‘%)*fissor) %I;;Fui K 7)&
Technology) g K.
FIVATLVFE FICE B A ML ZICHT AR OGTISEL ZOBEICBUT L Y 7 F I EERk

1 O fR AT
(Molecular response of plants exposed to formaldehyde stress and analysis of signal transduction
pathway for this response)
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O €5 A IEFE
HJE Bk - (Nagoya.Umv'ersny, Gradpate School of (Professor) (Maeshima, M.)
7 B Bioagricultural Sciences)
(Katsuhara, M.and |3 0 2+ ZFMIIET 7 7 4 Y > 05 TAWS - 4B 0T

Mori, L) (Studies on the plasma membrane aquaporins of Arabidopsis by molecular genetic and

physiological approaches)
EIRRT - BRE S S Sy 45 o 4
(Miyagi University, School of Food, Agricultural .(E%( % SR il
4 By | Sei ) (Associate Professor) (Kasahara, S.)
w2 and Environmental Sciences
Fp =] N N P
(Suzuki, N.) R 95 JERIR B Cryphonectria parasitica ® RAS ¥ 7 F NV TV AF 7 v a YRk <AL ay
AV R & DR
(Relationships between RAS signal transduction pathways in the plant pathogenic fungus
Cryphonectria parasitica and mycoviruses)
L BB - BT o WL
ﬁ?ﬁ% 1%9%' (Ehime University, Faculty of Agriculture) (Professor) (Nishiguchi, M.)
1— 5‘ = > — N ) — Y
(Suzuki, N.and | Y HA X FXFIBIT B FNET A VASHT B M LT v A BPUEREIE T 0 5 T LW 10 i
Kondo, H.) #r
(Molecular analysis of tobamovirus torelance/resistance genes in Arabidopsis)
‘ ] PR - RECE . -
:@z}% ?bjﬂﬂ‘ : (Tokyo Kasei University, Department of ( Associftj%’*ifessor) (?’i *ﬁnof ';")
(I?WE ﬁﬂ\ q Environmental Education) ! v
ondo, H. an - -
Suzuki, N.) ~ A ¥/ Partitivirus OPEIR & AW R B S 2 1FJE
(Molecular and biological properties of a novel partitivirus from Grifola frondosa)
I B K5 - S AR RL 750 By -
. . : . . . ka R AT
(Gihu University, Fagulty of Applied Biological (Professor) (Nakagawa, T.)
s Science)

(Tani, A.) L7 7 =R & B A5 7 — VAR OGP O iR B & Hiy A4 3 8 B~ o I
(Activation mechanism of methanol metabolism by rare earth elements in the methylotrophic
bacteria, and its application to plant growth promotion technology)

WK « RF B R 7Rt ¥ TN OHEE
(The University of Tokyo, School of Science) (Assistant Professor) (Takeuchi, M.)
EAFRY) O R VR R MU 2 DI BUSRICHB T 5 cGMP & cAMP D HEREf# ]
(Functional clarification of cGMP and cAMP in the defense reaction of plants to herbivorous
insects)
BRETIE K - AW IR0 T Ty e
. .. (Akita Prefectural Univesity, Faculty of Bioresource (Associate Pli) fessor) (Youssefian, S.)
7 ]}((Z\ i ’fI;‘ 7 Sciences) e
a 1S7 ° 7= = N N — ~ % 2]
GEB L OWER Y 7 F VREIZBT 5 T A F wgpT GTPase D REREMNT
(Elucidation of the role of a wheat GTPase, wgp7, in wound and pathogen signalling)
BREHIAE K - AW IR0 . .
(Akita Prefectural Univesity, Faculty of Bioresource (P %fp& ) (%%)'k ZI]{H)
Sciences) rofessor abiko, H.
YAV E VBT EH A AT v 7 EiEo it
(Enforcement of rice sink function by the cytokinin biosynthesis genes)
PR LA S B ‘
o B (Fruit-Tree Experiment Station, Akita Prefectural FALZE B 1] fit
LF st Agriculture, Forestry and Fisheries Research (Senior researcher) (Funayama, K.)

(Sonoda, S. and
Yamashita, J.)

Center)

VY IRNCB T AREEBE 2K T = OEEIZHE T AL

(Study on weed management and colonization of phytoseiid mites in apple orchards)

MR W1
(Ueki, S.)

IKEEREAWIE X > & — A N X K EERFFE AT i e s
(National Research Institute of Fisheries and R I 5 il SR
! (Research fellow) (Nakayama, N.)
Environment of Inland Sea)

AR R SR Y [ VA DRSS L e R R
(Quantitative and Morphological analysis of HcCRNAV infectious Red - Tide phytoplankton)
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KBCRE - & HEWFFET B g B
WA M1 (Osaka University, Institute for Protein Research) (Assistant Professor) (Sato, T.)
(Ueki, S.) HRERNEANT B Y 73 245 E L T 5 DNA 7 A b ARG B O N7
(Characterization of infection process of a Heterosigma akashiwo virus (HaV))
B LR - KRRk . S
(Tokyo University of Agriculture and Technology, (Prf%ea‘:s or) (Iji:r(it:\‘sawa IET )
The Graduate School of Agriculture) v
o+ oF & RO BT
ﬂ({SE% *IET)L'\‘ (Genetic analysis of salt tolerance in barley)
ato, K. — N o T 1 o - P
WK - RFBE R ge st W% WA A
(Kyoto University, Graduate School of Agriculture) | (Assistant Professor) (Nasuda, S.)
FANFXT I AN L7233 L X7 AN IR O RS
(Development of tools for studies of wheat genomes based on barley genomics)
BN RE - AW IR S i e S
A KHl - (Fukui Prefectural University, The Faculty of ( Associ;&teﬁgéfessor) (1\1;2 Euolfz (E{()
e AL Biotechnology) L
(Saisho, D. and - ——— -
Sato, K.) FNVRIALAFOMESEFF 2oV -2 3 v
(Natural variation for salt tolerance in Aegilops tauschii Coss)
AR« KRFERE R FRTGEFR N I
(Kobe University, Graduate School of Agricultural .‘Eﬁh‘ I ’Hﬁ
Bl Science) (Associate Professor) (Yamasaki, M.)
(Saisho, D.) N o e L R~ o =
T & AFBZEROEKIILEOWE LEMY AT L OBFE
(Development of Phenotyping Management System in Barley Genetic Resource)
ZHRF - REBEEWEIREIITER iz HH 5T
(Mie Univeresity, Graduate School of Bioresources) (Professor) (Kakeda, K.)
- F & A FEREEET (NVud) ORRE & I 2 F5E
fERE Fk (Studies on function and diversity of the barley Nud gene)
(Taketa, S. and TR« SO IR JE T Hz [
Sato, K.) (Ryukoku University, Faculty of Letters) (Professor) (Furumoto, T.)
F o H FRIZEIED S OIEREZEFRTORESR
(Screening of temperature-insensitive lines from barley collection)
VATIR R RA: - A BRBE 5 o s —
. (Prefectural University of Hiroshima, Faculty of ( Associ;%tezgifessor) (bi?l?&na%?( )
M H Life and Environmental Sciences) 83, 1.

(Taketa, S)

7 U PPO G O ML 2 kel & A F 4 F PPO BIET & DIl

(Diversity of foxtail millet PPO gene and its comparison with barley PPO genes)

Bk jE2 - TR - Kb 22w 7e Bh# it EH
HH & (Chiba University, Graduate School of Horticulture) | (Assistant Professor) (Kikuchi, S.)
(Nagaki, K. a)nd b L = 7B O B JF AR B O Bl & N Tt R o
Murata, M. (Isolation of centromeric DNAs and development of artificial chromosome in Torenia)
FEREA: W R SE T Bh# X %
Bl % (National Institute for Basic Biology) (Assistant Professor) (Hoshino, A.)
(Nagaki, K) | 7457+ Oz FHRA T E V2 k714 2 A
(Epigenetics on the bioresources of the Japanese morning glory)
iR - R B = 5e ke Eer IR
(Hokkaido University, Fucalty of Science) (Professor) (Hashidoko, Y.)
Or?Iza lgngistamjnata/O. sativa ZRHEB AR & A A NAFT 72 © ORI MR & oM
HAER
(Investigation of relationships among progeny derived from the cross between Oryza
Bl HEEE longistaminata and O. sativa, paddy endophytes and microbial)
(Mackawa, M. . %ﬁﬁi%%ﬁﬁ %ﬁ.ﬁ Wh# R —3%
(National Institute (f}orlz)ggilc Biology, Tsugane (Assistant Professor) (Tsugane, K.)

BRISMVEA AERNZIN CUEBRFN TR 2 LY = A 7 1 7 @R FHEHR L O 3k

(Environmental stress tolerant plant derived from epigenetic mutant line which were selected by

reverse genetics strategy in rice)
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AN KA - A R B s 4
(Ishikawa Prefectural University, Faculty of
Bioresources and Environmental Sciences)

iz BIMR B
(Professor) (Sekine, M.)

AFWAENE b T ¥ ARV V2 W7 HahiE &)V & ¥ B EE S O 2

i ez (Isolation of a gene related to plant hormone signaling in rice)
(Maekawa, M.) FNEAE RS - AW G B 0 s A
(Ishikawa Prefectural University, Faculty of * o ;
(Professor) (Suzuki, S.)

Bioresources and Environmental Sciences)

A FNTEE & T ¥ ARV 2 % F e 7z FLR S B 85 o Hig

(Isolation of genes related to milky white kernels in rice)

IR - Jseil Hpz B AP
— (Yamaguchi University, Faculty of Agriculture) (Professor) (Yokoyama, K.)
LMy - N N — "
(Ezaki, B.) a4 XF X FOEN—BILERZBREOLET L A b L ANOISEVE R 5 AR SR o 2

(Effect of endophytic denitrifying bacteria on in planta NO accumulation and stress responsibility
of host plant, Arabidopsis thaliana)

FEIRE IR BOR S - BEEFAH e WL Wil
(International Christian University, The College of * . .
HE ik Liberal Arts) (Professor) (Mizoguchi, T.)

(Rikiishi, K.) — N p
IAX KA A RFEOBEEI % FIH L 7L G2 BE 3 2 0F5E

(Studies on flowering time of wheat and rice)
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